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<210> 1 

<211> 1573 

<212> DNA 

<213> Homo sapiens 



<400> 1 
ccggctcgac 


ggctcggtca 


ccgcctcgct 


gtcgtcgcgg 


cgcccccggc 


cgtcctctgt 


60 


ccgtaccgcc 


cccggagcca 


gggccgagtc 


ctcgccatgc 


cggcccggcg 


gctgctgctg 


120 


ctgctgacgc 


tgctgctgcc 


cggcctcggg 


atttttggaa 


gtaccagcac 


agtgacgctt 


180 


cctgaaacct 


tgttgtttgt 


gtcaacgctg 


gatggaagtt 


tgcatgctgt 


cagcaagagg 


240 


acaggctcaa 


tcaaatggac 


tttaaaagaa 


gatccagtcc 


tgcaggtccc 


aacacatgtg 


300 


gaagagcctg 


cctttctccc 


agatcctaat 


gatggcagcc 


tgtatacgct 


tggaagcaag 


360 


aataatgaag 


gcctgacgaa 


acttcctttt 


accatcccag 


aattggtgca 


ggcatcccca 


420 


tgccgaagtt 


cagatggaat 


cctctacatg 


ggtaaaaagc 


aggacatctg 


gtatgttatt 


480 


gacctcctga 


ccggagagaa 


gcagcagact 


ttgtcatcgg 


cctttgcaga 


tagtctctgc 


540 


ccatcaacct 


ctcttctgta 


tcttgggcga 


acagaataca 


ccatcaccat 


gtacgacacc 


600 


aaaacccgag 


agctccggtg 


gaatgccacc 


tactttgact 


atgcggcctc 


actgcctgag 


660 


gacgaagggg 


actacaagat 


gtcccacttt 


gtgtccaatg 


gtgatgggct 


ggtggtgact 


720 


gtggacagtg 


aatctgggga 


cgtcctgtgg 


atccaaaact 


acgcctcccc 


tgtggtggcc 


780 


ttttatgtct 


ggcagcggga 


gggtctgagg 


aaggtgatgc 


acatcaatgt 


cgctgtggag 


840 



accctgcgct 


atctgacctt 


catgtctggg 


gaggtggggc 


gcatcacaaa 


gtggaagtac 


900 


ccgttcccca 


aggagacaga 


ggccaagagc 


aagctgacgc 


ccactctgta 


tgttgggaaa 


960 


tactctacca 


gcctctatgc 


ctctccctca 


atggtacacg 


agggggttgc 


tgtcgtgccc 


1020 


cgcggcagca 


cacttccttt 


gctggaaggg 


ccccagactg 


atggcgtcac 


catcggggac 


1080 


aagggggagt 


gtgtgatcac 


gcccagcacg 


gacgtcaagt 


ttgatcccgg 


actcaaaagc 


1140 


aagaacaagc 


tcaactactt 


gaggaattac 


tggcttctga 


taggacacca 


tgaaacccca 


1200 


ctgtctgcgt 


ctaccaagat 


gctggagaga 


tttcccaaca 


atctacccaa 


acatcgggaa 


1260 


aatgtgattc 


ctgctgattc 


agagaaaaag 


agctttgagg 


aaactttgtt 


acagatgact 


1320 


tcagtgtttt 


cctggatact 


gaacctacca 


tcaaaggagg 


aagtgtttgc 


ctttttgagg 


1380 






f-rfrf-r t- r~t 4- /ra a ("T 

yyy tctyaay 


aCaCCtyCCa 


aaayCaCtyC 


, t _ f"*^ - *aaaaa/"""'f - 


i a a n 


atttttgaat 


aatgataacc 


tcactgcaaa 


gatgcatggc 


ctctcaaagc 


aattgctttg 


1500 


aaagaggcaa 


cagttatctg 


gctacatgat 


ctttggtgag 


cttaaaacaa 


ataaaacccc 


1560 


ctgcagtaca 


gtc 










1573 


<210> 2 

<211> 1669 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) , 
<223> »n" 


. . (1669) 
can be any 


nucleotide 


•a', »c' , 


'g' or , t t 






<400> 2 
acctagttta 


tacccagata 


tttcatattt 


ataggctcaa 


tctctagaac 


catcctgcca 


60 


tgtaggtaat 


tgttagattt 


cgaggatgaa 


gctctgagac 


actgagagaa 


ggtaaccaat 


120 


taatatgagc 


caggattcaa 


agtctgtggt 


tnctaaagtt 


atttcccgtt 


ctacactgtc 


180 


ttttccttca 


gttatatgtt 


atattctcaa 


ctctttatat 


tttctttcca 


tgtattttgt 


240 


acaaacatat 


aaaatgtgtt 


agattgtatt 


ttacttctat 


aatttcctaa 


tcatctccag 


300 


ttaaagtgta 


tatatattta 


tgtattcatt 


acagttacag 


agtgtttcaa 


gtgccattca 


360 


cctatgtgac 


aagaagaaaa 


tggaattatc 


tctgaacata 


cctgtaaatc 


atggtccaca 


420 


agaggaatca 


tgtggatcct 


ctcagctcca 


tgaaaatagt 


ggttctcctg 


aaacttcaag 


480 


gtccctgcca 


gctcctcaag 


acaatgattt 


tttatctaga 


aaagctcaag 


actgttattt 


540 



tatgaagctg 


catcactgtc 


ctggaaatca 


cagttgggat 


agcaccattt 


ctggatctca 


600 


aagggctgca 


ttctgtgatc 


acaagaccac 


tccatgctct 


tcagcaataa 


taaatccact 


660 


ctcaactgca 


ggaaactcag 


aacgtctgca 


gcctggtata 


gcccagcagt 


ggatccagag 


720 


caaaagggaa 


gacattgtga 


accaaatgac 


agaagcctgc 


cttaaccagt 


cgctagatgc 


780 


ccttctgtcc 


agggacttga 


tcatgaaaga 


ggactatgaa 


cttgttagta 


ccaagcctac 


840 


aaggacctca 


aaagtcagac 


aattactaga 


cactactgac 


atccaaggag 


aagaatttgc 


900 


caaagttata 


gtacaaaaat 


tgaaagataa 


caaacaaatg 


ggtcttcagc 


cttacccgga 


960 


aatacttgtg 


gtttctagat 


caccatcttt 


aaatttactt 


caaaataaaa 


gcatgtaagt 


1020 


gactgttttt 


caagaagaaa 


tgtgtttcat 


aaaaggatat 


ttatatctct 


gttgctttga 


1080 


ctttttttat 


ataaaatccg 


tgagtattaa 


agctttattg 


aaggttcttt 


gggtaaatat 


1140 


tagtctccct 


ccatgacact 


gcagtatttt 


ttttaattaa 


tacaagtaaa 


aagtttgaat 


1200 


tttgctacat 


agttcaattt 


ttatgtctct 


tttgttaaca 


gaaaccactt 


ttaaaggata 


1260 


gtaattattc 


ttgtttataa 


cagtgcctta 


aggtatgatg 


tatttctgat 


ggaagccatt 


1320 


ttcacattca 


tgttcttcat 


ggattatttg 


ttacttgtct 


aagatgcaat 


ttgattttat 


1380 


gaagtatata 


ccctttaccc 


accagagaca 


gtacagaatc 


cctgccctaa 


aatcccaggc 


1440 


4— 4— 4— 4— /T i /-t /—I 

UCaattyCCC 


4~ *—\ r*r rr 4~~ 

uacaacigyy u 


+--J4-+--J-J+-4-4--3 


*-\ /~i 4/» r*% /~i 4— 4-* 


n 4- +- n r*m ~5 4- 4/- 

ci u u ayy a u c a. 


^ 4~ 4™ 4~ 4~ -~\ ~~\ *t 

CdCtLLaday 




ttttatttat 


gaattccctt 


taaaaatgat 


atttcaaagg 


taaaacaata 


caatataaag 


1560 


aaaaaaataa 


atatattaat 


accggcttcc 


tgtccccatt 


tttaacctca 


gccttcccta 


1620 


ctgtcaccaa 


caaccaagct 


aaataaagtc 


aacagcctga 


tgtgtaaaa 




1669 


<210> 3 

<211> 1101 

<212> DNA 

<213> Homo sapiens 












<400> 3 
gctcggcctc 


gggcgcggcc 


gagcgccgcg 


cgagcaggag 


cggcggcggc 


ggcggcggcg 


60 


gcgggaggag 


gcagcgccgs 


cccaagatgg 


cggacctgga 


ggcggtgctg 


gccgacgtga 


120 


gctacctgat 


ggccatggag 


aagagcaagg 


ccacgccggc 


cgcgcgcgcc 


agcaagaaga 


180 


tactgctgcc 


cgagcccagc 


atccgcagtg 


tcatgcagaa 


gtacctggag 


gaccggggcg 


240 


aggtgacctt 


tgagaagatc 


ttttcccaga 


agctggggta 


cctgctcttc 


cgagacttct 


300 


gcctgaacca 


cctggaggag 


gccaggccct 


tggtggaatt 


ctatgaggag 


atcaagaagt 


360 



acgagaagct 


ggagacggag 


gaggagcgtg 


tggcccgcag 


ccgggagatc 


ttcgactcat 


420 


acatcatgaa 


ggagctgctg 


gcctgctcgc 


atcccttctc 


gaagagtgcc 


actgagcatg 


480 


tccaaggcca 


cctggggaag 


aagcaggtgc 


ctccggatct 


cttccagcca 


tacatcgaag 


540 


agatttgtca 


aaacctccga 


ggggacgtgt 


tccagaaatt 


cattgagaga gtggcattgg 


600 


cagcaggtgc 


tgctaccctc 


cctgctgtcc 


cctcttgccc 


caacccccag 


c a c c c a csa c* t~ 


660 


cagggaccac 


agcaaggcac 


ctgcaggttg 


ggccatactg 


gcctcgcctg 


gcctgaggtc 


720 


tcgctgatgc 


tgggctgggt 


gcgaccccat 


ctgcccagga 


cggggccggc 


caggtgggcg 


780 


ggcagcacag 


caaggaggct 


ggctggggcc 


tatcagtgtg 


ccccccatcc 


tggcccatca 


840 


gtgtaccccc 


gcccaggctg 


gccagcccca 


cagcccacgt 


f 1 /-* ^~ f~x \~ /-» a f~t i - /t 

t.c uy ut-ciy uy 


t-CyCCyCCtC 


900 


gcccaccgca 


tgccccctcg 


tgccagtcgc 


gctgcctgtg 


tggtgtcgcg 


ccttctcccc 


960 


cccggggctg 


ggttggcgca 


ccctcccctc 


ccgtctactc 


attccccggg 


gcgtttcttt 


1020 


gccgattttt 


gaatgtgatt 


ttaaagagtg 


aaaaatgaga 


ctatgcgttt 


ttataaaaaa 


1080 


tggtgcctga 


aaaatcataa 


a 








1101 


<210> 4 

<211> 2451 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) . 
<223> "n" 


. . (2451) 
can be any 


nucleotide 


•a\ 'C , 


' g * or ' t ' 






<400> 4 
ctgccctggt 


gcacacagat 


ggcacatggc 


agagcccaag 


ccctctccat 


gagatctgca 


60 


gcgtttgtcc 


acacggcagg 


gcaaattacc 


ttgtagagtc 


agcatggagg 


tttgcaactc 


120 


tgccggactt 


ggtgcagaaa 


aaataccagc 


cgtgctgtta 


aaccaaaacc 


ccaggagaaa 


180 


actttctggt 


gacagaaggg 


cattgtgacc 


cacgttgccc 


agggccaggg 


acagggcagc 


240 


tgctcatggt 


ccttcctcac 


gagttttcct 


ggagcagagg 


gataccccca 


aacccaggga 


300 


gcccacagga 


gcttcagaag 


ggctcggctg 


gagcgggccc 


ctgttgcact 


tgctcactgg 


360 


gnactgggga 


ggctctgatc 


gcagaccggg ggtgctgcya 


cctctgtctg 


ctgccggcag 


420 


aaagccacaa 


gccatgaaaa 


ctgattgaga 


tgagaagaat 


tcatctggga 


ctggcttttg 


480 


ctttaggatg 


gtgttggaag 


ttgctcgttg 


tcgctaggag 


cctgctccac 


tgtaagggtg 


540 



tcgggatctg aagagctatg gtgaaacacc actgaagcat tgccaaggat ggggctggta 600 

agtagcaaaa agccggacaa ggaaaagccg atcaaagaga aggacaaggg ccaatggagc 660 

cccctgaagg tcagcgccca agacaaggac gccccgccac tgccgcccct ggttgtcttc 720 

aaccacctta ctcctccacc gcccgatgaa cacctggatg aagacaagca tttcgtggtg 780 

gctctgtatg actacaccgc tatgaatgat cgggacctgc agatgctgaa gggggagaag 840 

ctacaggtcc tgaagggaac tggagactgg tggctggcca ggtcactcgt cacaggaaga 900 

gaaggctatg tgcccagyaa ctttgtggcc cgagtggaga gcctggaaat ggaaaggtgg 960 

ttctttagat cacagggtcg gaaggaggct gagaggcagc ttcttgctcc aatcaacaag 1020 

gccggctcct ttcttatcag agagagtgaa accaacaaag gtgccttctc cctgtctgtg 1080 

aaggatgtca ccacccaggg ggagctgatc aagcactata agatccgctg cctggatgaa 1140 

gggggctact acatctcccc ccggatcacc ttcccctcgc tccaggccct ggtgcagcac 1200 

tattctagtt actacaaaaa caacatgaag gtggccatta agacgctgaa ggagggaacc 1260 

atgtctccag aagccttcct gggtgaggcc aacgtgatga aggctctgca gcacgagcgg 1320 

ctggtccgac tctacgcagt ggtcaccaag gagcccatct acattgtcac cgagtacatg 1380 

gccagaggat gcctgctgga tttcctgaag acagatgaag ggagcagatt gtcactccca 1440 

aggctgattg acatgtcggc gcagattgct gaagggatgg catacattga gcgcatgaat 1500 

tccatccacc gcgacctgcg ggcggccaac atcctggtgt ctgaggcctt gtgctgcaaa 1560 

attgctgatt ttggcttggc tcgaatcatc gacagtgaat acacggccca agagggggcc 1620 

aagttcccca tcaagtggac agccccggaa gccatccact tcggggtctt caccatcaaa 1680 

gcagacgtgt ggtcgtttgg agtcctcctg atggaagttg tcacttatgg gcgggtgcca 1740 

tacccaggga tgagcaaccc cgaggtcatc cgcaacctgg agcgcggcta ccgcatgccg 1800 

cgccccgaca cctgcccgcc cgagctgtac cgcggcgtca tcgccgagtg ctggcgcagc 1860 

cggcccgagg agcggcccac cttcgagttc ctgcagtcgg tgctggagga cttctacacg 1920 

gccaccgagc ggcagtacga gctgcagccc tagccggccg cgcccgcctg cgccccgtgc 1980 

ccacctctgc gcggacgacc ccgacttccg tgccatccca gacgggccgc gaaggcgggg 204 0 

tgtcgcctgt gcccttttct cagacccgga atccagtggg cagaggcagc ttcgcagggg 2100 

gtccccggac ggactccttc accgactgya cccccgggcg agttacgcgg cctctctgtg 2160 

ccgcttcatt tgtagagggc tgtaacagtg acctcgcacg gtcatccgga gtactaagcc 222 0 



ccagtaaggt 


gttcaggact 


ggtaagcgac 


tgtcatcaag 


taaggccccc 


gtgctgggca 


2280 


ccccccgtgc 


tggccgcgtc 


cccgcctctg 


cgccctgcgt 


ggaccccgcc 


ctgccccgct 


* 2340 


acagaagcca 


gactgggtcc 


cgcggacgcc 


agcaggggca 


gccccagcct 


aggctgcgct 


2400 


ccagcactgc 


ggggcttttc 


tgcaataaag 


tcacgagcgt 


tcgagctgtc 


a 


2451 


<210> 5 

<211> 692 

<212> DNA 

<213> Homo sapiens 












<400> 5 
ggaggcggca 


acattgtttc 


aagttggcca 


aattgacaag 


agcgagaggt 


atactgcgtt 


60 


ccatcccgac 


ccggggccac 


ggtactgggc 


cctgtttccc 


cctcctcggc 


ccccgagagc 


120 


cagggtccgc 


cttctgcagg 


gttcccaggc 


ccccgctcca 


gggccgggct 


gacccgactc 


180 


gctggcgctt 


catggagaac 


ttccaaaagg 


tggaaaagat 


cggagagggc 


acgtacggag 


240 


ttgtgtacaa 


agccagaaac 


aagttgacgg 


gagaggtggt 


ggcgcttaag 


aaaatccgcc 


300 


tggacactga 


gactgagggt 


gtgcccagta 


ctgccatccg 


agagatctct 


ctgcttaagg 


360 


agcttaacca 


tcctaatatt 


gtcaagctgc 


tggatgtcat 


tcacacagaa 


aataaaaata 


420 


tttctttaaa 


agaaggatga 


acaattatat 


ttatatttca 


ggttatatcc 


aatagtagag 


480 


ttggcttttt 


tttttttttt 


ttggtcatag 


tgggtggatt 


tgttgccatg 


tgcaccttgg 


540 


ggttttgtaa 


tgacagtgct 


aaaaaaaaaa 


aagcattttt 


tttttatgat 


ttgtctctgt 


600 


cacccttgtc 


cttgagtgct 


cttgctatta 


acgttatttg 


taatttagtt 


tgtagctcat 


660 


taaaaaaatg 


tgcctagttt 


tatagttcaa 


aa 






692 


<210> 6 

<211> 842 

<212> DNA 

<213> Homo sapiens 












<400> 6 
cccaaaacaa 


cagcagatga 


tatcttccaa 


gtgtctgctc 


gggacacggc 


ttcagccctc 


60 


tgtggtcccc 


tctccccggg 


gggctttggg 


attcttgtca 


agctccttca 


agagcctgca 


120 


agcacttaac 


cagccaccca 


gagttccctc 


actgaagatc 


tgagcatgac 


ccqqqacqaq 

ZD ZJ ZJ ZJ Z) 


180 


gcactgccgg 


actctcattc 


tgcacaggac 


ttctatgaga 


attatgagcc 


caaagagatc 


240 


ctgggcaggg 


gcgttagcag 


tgtggtcagg 


cgatgcatcc 


acaagcccac 


gagccaggag 


300 


tacgccgtga 


aggtcatcga 


cgtcaccggt 


ggaggcagct 


tcagcccgga 


ggaggtgcgg 


360 



gagctgcgag 


aagccacgct 


gaaggaggtg 


gacatcctgc 


gcaaggtctc 


agggcacccc 


420 


aacatcagta 


tacagctgaa 


ggacacttat 


gagaccaaca 


ctttcttctt 


cttggtgttt 


480 


gacctgatga 


agagagggga 


gctctttgac 


ttacctcact 


gagaaggtca 


ccttgagtga 


540 


gaaggaaacc 


agaaagatca 


tgcgagctct 


gctggaggtg 


atctgcacct 


tgcacaaact 


600 


caacatcgtg 


caccgggacc 


tgaagcccga 


gaacattctc 


ttggatgaca 


acatgaacat 


660 


caagctcaca 


gactttggct 


tttcctgcca 


QctaaaQcccr 


crcracracracrcTC 


tgcgaggtct 


720 


ggtaacatgc 


cttggcccac 


gtccaggcct 


cgggtgctca 


atcaaccatc 


tgcagaatag 


780 


agatggtctg 


ggtttctccc 


ctaacttaat 


tgttccctgg 


aataaaaatt 


ccaccatttc 


840 


aa 












842 


<210> 7 

<211> 676 

<212> DNA 

<213> Homo sapiens 












<400> 7 
gtgagccacc 


gcccccagcc 


tggcctggca 


tttctttgag 


ttcaggaagt 


gtgacaagga 


60 


tttggacacc 


cagaaataag 


cgwgtcgmgm 


wgmgcrcaag 


sagmggrkcc 


agcgctcggc 


120 


atggcggagc 


cagatctgga 


gtgcgagcag 


atccgtctga 


agtgtattcc 


tgggacgatg 


180 


ccggagtgtg 


aaggagtttg 


agaagctgaa 


ccgcattgga 


gagggtacct 


acggcattgt 


240 


gtatcgggcc 


cgggacaccc 


agacagatga 


gattgtcgca 


ctgaagaagg 


tgcggatgga 


300 


caaggagaag 


gatggcatcc 


ccatcagcag 


cttgcgggag 


atcacgctgc 


tgctccgcct 


360 


gcgtcatccg 


aacatcgtgg 


agctgaagga 


ggtggttgtg 


gggaaccacc 


tggagagcat 


420 


cttcctggtg 


atgggttact 


gtgagcagga 


cctggccagc 


ctcctggaga 


atatgccaac 


480 


acccttctcg 


gaggctcagg 


tcaagtgcat 


cgtgctgcag 


gtgctccggg 


gcctccagta 


540 


tctgcacagg 


aacttcatta 


tccacaggga 


cctgaaggtt 


tccaacttgc 


tcatgaccga 


600 


caagggttgt 


gtgaagacag 


gtgggtgcaa 


cttgggccag 


gcctggtccc 


tagatggcac 


660 


ttggtgacac 


acactc 










676 



<210> 8 

<211> 1019 

<212> DNA 

<213> Homo sapiens 

<400> 8 



cgtctgttcc 


tcggctggcg 


gggtcagcag 


acgtctggcc 


gcagtgaggt 


ccactgttct 


60 


ctgcagggct 


gtgggctgca 


tactggccga 


gctgctggcg 


cacaggcctc 


ttctccccgg 


120 


cacttccgag 


atccaccaga 


tcgacttgat 


cgtgcagctg 


ctgggcacgc 


ccagtgagaa 


180 


catctggccg 


ggcttttcca 


agctgccact 


ggtcggccag 


tacagcctcc 


ggaagcagcc 


240 


ctacaacaac 


ctgaagcaca 


agttcccatg 


gctgtcggag 


gccgggctgc 


gctgctgcac 


300 


ttcctgttca 


tgtacgaccc 


taagaaaagg 


gcgacggccg 


gggactgcct 


ggagagctcc 


360 


tatttcaagg 


agaagcccct 


acgtcttccg 


atcagtggtg 


tctgtgaagg 


gtgccgcgag 


420 


ccaggctgac 


caggcgcccg 


ggatccagct 


catccccttg 


gctgggaaca 


tcctccactg 


480 


acttcctccc 


actgtctgcc 


ctgaacccac 


tgctgccccc 


agaaaaaggc 


cgggtgacac 


540 


cggggggctc 


ccagcccgtg 


caccctggaa 


gggcaggtct 


ggcggctcca 


tccgtggctg 


600 


caggggtctc 


atgtggtcct 


cctcgctatg 


ttggaaatgt 


gcaaccactg 


cttcttggga 


660 


ggagtggtgg 


gtgcagtccc 


cccgctgtct 


ttgagttgtg 


gtggacgctg 


gcctgggatg 


720 


agagggccca 


gaagaccttc 


gtatcccctc 


tcagtcgccc 


ggggctgtcc 


cgtgcatggg 


780 


ttggctgtgg 


ggaccccagg 


tgggcctggc 


aggactccag 


atgaggacaa 


gagggacaag 


840 


gtatggggtg 


ggagccacaa 


ttgaggatac 


cccgagacta 


ccaggagagc 


cctgggctgg 


900 


aggctgagct 


gcatccctgc 


tccccacatg 


gaggacccaa 


caggaggccg 


tggctctgat 


960 


gctgagcgaa 


gctataggct 


cttgttggat 


aaaagctttt 


ttaacagaca 


tggttaaaa 


1019 


<210> 9 

<211> 848 

<212> DNA 

<213> Homo sapiens 












<400> 9 
gtgagccacc 


gcccccagcc 


tggcctggca 


tttctttgag 


ttcaggaagt 


gtgacaagga 


60 


tttggacacc 


cagaaataag 


cgwgtcgmgm 


wgmgcrcaag 


sagmggrkcc 


agcgctcggc 


120 


atggcggagc 


cagatctgga 


gtgcgagcag 


atccgtctga 


agtgtattcc 


tgggacgatg 


180 


ccggagtgtg 


aaggagtttg 


agaagctgaa 


ccgcattgga 


gagggtacct 


acggcattgt 


240 


gtatcgggcc 


cgggacaccc 


agacagatga 


gattgtcgca 


ctgaagaagg 


tgcggatgga 


300 


caaggagaag 


gatggcatcc 


ccatcagcag 


cttgcgggag 


atcacgctgc 


tgctccgcct 


360 


gcgtcatccg 


aacatcctcc 


cagcccgtgc 


accctggaag 


ggcaggtctg 


gcggctccat 


420 


ccgtggctgc 


aggggtctca 


tgtggtcctc 


ctcgctatgt 


tggaaatgtg 


caaccactgc 


480 



ttcttgggag 


gagtggtggg 


tgcagtcccc 


ccgctgtctt 


tgagttgtgg 


tggacgctgg 


540 


cctgggatga 


gagggcccag 


aagaccttcg 


tatcccctct 


cagtcgcccg 


gggctgtccc 


600 


gtgcatgggt 


tggctgtggg 


gaccccaggt 


gggcctggca 


ggactccaga 


tgaggacaag 


660 




tatggggtgg 


gagccacaat 


tgaggatacc 


ccgagactac 


caggagagcc 


720 


ctgggctgga 


ggctgagctg 


catccctgct 


ccccacatgg 


aggacccaac 


aggaggccgt 


780 


ggctctgatg 


ctgagcgaag 


ctataggctc 


ttgttggata 


aaagcttttt 


taacagacat 


840 


ggttaaaa 












848 


<210> 10 

<211> 2418 

<212> DNA 

<213> Homo sapiens 












cctgtaccta 


agttcccgct 


gtaggtggta 


cctttgcaga 


cggtgcgatg 


ggggaagcag 


60 


agaagtttca 


ctacatctat 


agttgtgacc 


tggatatcaa 


cgtccagctt 


aagataggaa 


120 


gcttggaagg 


gaagagagaa 


caaaagagtt 


ataaagctgt 


cctggaagac 


ccaatgttga 


180 


agttctcagg 


actatatcaa 


gagacatgct 


ctgatcttta 


tgttacttgt 


caagtttttg 


240 


cagaagggaa 


gcctttggcc 


ttgccagtga 


gaacatccta 


caaagcattt 


agtacaagat 


300 


ggaactggaa 


tgaatggctg 


aaactaccag 


taaaataccc 


tgacctgccc 


aggaatgccc 


360 


aagtggccct 


caccatatgg 


gatgtgtatg 


gtcccggaaa 


agcagtgcct 


gtaggaggaa 


420 


caacggtttc 


gctctttgga 


aaatacggca 


tgtttcgcca 


agggatgcat 


gacttgaaag 


480 


tctggcctaa 


tgtagaagca 


gatggatcag 


aacccacaaa 


aactcctggc 


agaacaagta 


540 


gcactctctc 


agaagatcag 


atgagccgtc 


ttgccaagct 


caccaaagct 


catcgacaag 


600 


gacacatggt 


gaaagtagat 


tggctggata 


gattgacatt 


tagagaaata 


gaaatgataa 


660 


atgagagtgt 


gaaacgaagt 


tctaatttca 


tgtacctgat 


gggtggattt 


cgatgtgtca 


720 


agtgtgatga 


taaggaatat 


ggtattgttt 


attatgaaaa 


ggacggtgat 


gaatcatctc 


780 


caattttaac 


aagttttgaa 


ttagtgaaag 


ttcctgaccc 


ccagatgtcc 


ctggagaatt 


840 


tagttgagag 


caaacaccac 


aaccttcccc 


ggagtttaag 


aagtggacct 


tctgaccacg 


900 


atctgaaacc 


ctatccttcc 


ccgagagatc 


agttaaaaaa 


tattgtgagt 


tatcctccat 


960 


ccaagccacc 


cacatatgaa 


gaacaagatc 


ttgtttggga 


gtttagatat 


tatcttacga 


1020 


atcaagataa 


agccttgacc 


aaaatcctga 


catctgttat 


ttgggatcta 


cctcaggggg 


1080 



ccaaacaggc 


cttggcactt 


ctggggaaat 


ggaacccgat 


ggatgtagag 


gactccttgg 


1140 


agctgatatc 


ctctcattac 


accaacccaa 


ctgtgaggcg 


ttatgctgtt 


gcccggttgc 


1200 


gacaggccga 


tgatgaggat 


ttgttgatgt 


acctattaca 


attggtccag 


gctctcaaat 


1260 


atgaaaattt 


tgatgatata 


aagaatggat 


tggaacctac 


caagaaggat 


agtcagagtt 


1320 


cagtgtcaga 


aaatgtgtca 


aattctggaa 


taaattctgc 


agaaatagat 


agctcccaaa 


1380 


ttataaccag 


cccccttcct 


tcagtctctt 


cacctcctcc 


tgcatcaaaa 


acaaaagaag 


1440 


ttccagatgg 


cgaaaatctg 


gaacaagatc 


tctgtacctt 


cttgatatcg 


agagcctgca 


1500 


aaaactcaac 


actggctaat 


tatttatact 


ggtatgtgat 


agtggaatgt 


gaagatcaag 


1560 


atactcagca 


gagagatcca 


aagacccatg 


agatgtactt 


gaacgtaatg 


agaagattca 


1620 


gccaagcatt 


gttgaagggt 


gataagtctg 


tcagagttat 


gcgttctttg 


ctggctgcac 


1680 


aacagacatt 


tgtagatcgg 


ttggtgcatc 


taatgaaggc 


agtacaacgc 


gaaagtggaa 


1740 


atcgtaagaa 


aaagaatgag 


agactacagg 


cattgcttgg 


agataatgaa 


aagatgaatt 


1800 


tgtcagatgt 


ggaacttatc 


ccgttgcctt 


tagaacccca 


agtgaaaatt 


agaggaataa 


1860 


ttccggaaac 


agctacactg 


tttaaaagtg 


cccttatgcc 


tgcacagttg 


ttttttaaga 


1920 


cggaagatgg 


aggcaaatat 


ccagttatat 


ttaagcatgg 


agatgattta 


cgtcaagatc 


1980 


aacttattct 


tcaaatcatt 


tcactcatgg 


acaagctgtt 


acggaaagaa 


aatctggact 


2040 


tgaaattgac 


accttataag 


gtgttagcca 


ccagtacaaa 


acatggcttc 


atgcagttta 


2100 


tccagtcagt 


tcctgtggct 


gaagttcttg 


atacagaggg 


aagcattcag 


aactttttta 


2160 


gaaaatatgc 


accaagtgag 


aatgggccaa 


atgggattag 


tgctgaggtc 


atggacactt 


2220 


acgttaaaag 


ctgtgctgga 


tattgcgtga 


tcacctatat 


acttggagtt 


ggagacaggc 


2280 


acctggataa 


ccttttgcta 


acaaaaacag 


gaggctgagg 


caggagaatc 


gcttgaaccc 


2340 


gggaggcgga 


ggttgcagtg 


agccgagatt 


gcaccattgc 


actgcagact 


aggcaacaag 


2400 


atcaaaacgc 


catcttag 










2418 


<210> 11 

<211> 1894 

<212> DNA 

<213> Homo sapiens 












<400> 11 
cctgtaccta 


agttcccgct 


gtaggtggta 


cctttgcaga 


cggtgcgatg 


ggggaagcag 


60 


agaagtttca 


ctacatctat 


agttgtgacc 


tggatatcaa 


cgtccagctt 


aagataggaa 


120 



gcttggaagg 


gaagagagaa 


caaaagagtt 


ataaagctgt 


cctggaagac 


ccaatgttga 


180 


agttctcagg 


actatatcaa 


gagacatgct 


ctgatcttta 


tgttacttgt 


caagtttttg 


240 


cagaagggaa 


gcctttggcc 


ttgccagtga 


gaacatccta 


caaagcattt 


agtacaagat 


300 


ggaactggaa 


tgaatggctg 


aaactaccag 


taaaataccc 


tgacctgccc 


aggaatgccc 


360 


aagtggccct 


caccatatgg 


gatgtgtatg 


gtcccggaaa 


agcagtgcct 


gtaggaggaa 


420 


caacggtttc 


gctctttgga 


aaatacggca 


tgtttcgcca 


agggatgcat 


gacttgaaag 


480 


tctggcctaa 


tgtagaagca 


gatggatcag 


aacccacaaa 


aactcctggc 


agaacaagta 


540 


gcactctctc 


agaagatcag 


atgagccgtc 


ttgccaagct 


caccaaagct 


catcgacaag 


600 


gacacatggt 


gaaagtagat 


tggctggata 


gattgacatt 


tagagaaata 


gaaatgataa 


660 


atgagagtgt 


gaaacgaagt 


tctaatttca 


tgtacctgat 


gggtggattt 


cgatgtgtca 


720 


agtgtgatga 


taaggaatat 


ggtattgttt 


attatgaaaa 


ggacggtgat 


gaatcatctc 


780 


caattttaac 


aagttttgaa 


ttagtgaaag 


ttcctgaccc 


ccagatgtcc 


ctggagaatt 


840 


tagttgagag 


caaacaccac 


aaccttcccc 


ggagtttaag 


aagtggacct 


tctgaccacg 


900 


atctgaaacc 


ctatccttcc 


ccgagagatc 


agttaaaaaa 


tattgtgagt 


tatcctccat 


960 


ccaagccacc 


cacatatgaa 


gaacaagatc 


ttgtttggga 


gtttagatat 


tatcttacga 


1020 


atcaagataa 


agccttgacc 


aaaatcctga 


catctgttat 


ttgggatcta 


cctcaggggg 


1080 


ccaaacaggc 


cttggcactt 


ctggggaaat 


ggaacccgat 


ggatgtagag 


gactccttgg 


1140 


agctgatatc 


ctctcattac 


accaacccaa 


ctgtgaggcg 


ttatgctgtt 


gcccggttgc 


1200 


gacaggccga 


tgatgaggat 


ttgttgatgt 


acctattaca 


attggtccag 


gctctcaaat 


1260 


atgaaaattt 


tgatgatata 


aagaatggat 


tggaacctac 


caagaaggat 


agtcagagtt 


1320 


cagtgtcaga 


aaatgtgtca 


aattctggaa 


taaattctgc 


agaaatagat 


agctcccaaa 


1380 


ttataaccag 


cccccttcct 


tcagtctctt 


cacctcctcc 


tgcatcaaaa 


acaaaagaag 


1440 


ttccagatgg 


cgaaaatctg 


gaacaagatc 


tctgtacctt 


cttgatatcg 


agagcctgca 


1500 


aaaactcaac 


actggctaat 


tatttatact 


ggtatgtaaa 


aataattttc 


tgtttatttt 


1560 


cttattaccc 


ttaagaatta 


ttttttctca 


tgctataaac 


acaaagatga 


tttaaaataa 


1620 


gatatgagca 


atcatcaaaa 


gtctagatat 


agtatttata 


tctaactgta 


ttccctgaca 


1680 


gctgggttca 


tggaaatgct 


tgttggcatc 


aacatttctc 


tccctttcac 


taaggatata 


1740 


actttccagg 


agctaggata 


taactgggga 


gggtaatggg 


tactttcagt 


ttaatatctg 


1800 


tttggcatgt 


aaagtagttg 


agtatgatat 


ttcacagttc 


ttcaggagta 


tatattttca 


1860 



cattatttac taaaacattg gaatcattta aaaa 



1894 



<210> 12 

<211> 750 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> - 

<222> (1) . . (750) 

<223> "n" can be any nucleotide 'a', ' c 1 , • g* or ' t' 



<400> 12 

cagtgngctc cgggccgccg gccgcagcca gcacccgccg cgccgcagct ccgggaccgg 60 

ccccggccgc cgccgccgcg atgggcaacg ccgccgccgc caagaagggc agcgagcagg 120 

agagcgtgaa agaattctta gccaaagcca aagaagattt tcttaaaaaa tgggaaagtc 180 

ccgctcagaa cacagcccac ttggatcagt ttgaacgaat caagaccctc ggcacgggct 240 

ccttcgggcg ggtgatgctg gtgaaacaca aggagaccgg gaaccactat gccatgaaga 300 

tcctcgacaa acagaaggtg gtgaaactga aacagatcga acacaccctg aatgaaaagc 360 

gcatcctgca agctgtcaac tttccgttcc tcgtcaaact cgagttctcc ttcaaggaca 420 

actcaaactt atacatggtc atggagtacg tgcccggcgg ggagatgttc tcacacctac 480 

ggcggatcgg aaggttcagg taagcgggcc accccccatc acatcaggct gtcagggtgt 540 

ccacaggtgg cagtgcacga ccaagccccc tgggaatgca gaggagtcca gcatacttca 6 00 

acatgcaggt ggtctcccag accctgtggg tttctgtttc ccctctgctg aggaatatgt 660 

gatatttcaa ccaccacaaa ncaaaacaga gcaaacaggg caacttaggt gtccaaactg 720 

aagttgctgc caggcgcggt ggttctcacc 750 



<210> 13 

<211> 794 

<212> DNA 

<213> Homo sapiens 



<400> 13 

ctccccgccc cgaccatggt agtgttcaat ggccttctta 



agatcaaaat ctgcgaggcc 



60 



gtgagcttga agcccacagc ctggtcgctg cgccatgcgg 



tgggaccccg gccgcagact 



120 



ttccttctcg acccctacat tgccctcaat gtggacgact 



cgcgcatcgg ccaaacggcc 



180 



accaagcaga agaccaacag cccggcctgg cacgacgagt 



tcgtcaccga tgtgtgcaac 



240 



ggacgcaaga 


tcgagctggc 


tgtctttcac 


gatgccccca 


taggctacga 


cgacttcgtg 


300 


gccaactgca 


ccatccagtt 


tgaggagctg 


ctgcagaacg 


ggagccgcca 


cttcgaggac 


360 


tggattgatc 


tggagccaga 


aggaagagtg 


tatgtgatca 


tcgatctctc 


agggtcgtcg 


420 


ggtgaagtga 


aaatacctaa 


ctctgcattc 


tgtgaaaggg 


agagagttga 


aatgaggcac 


480 


agctgaagtt 


tcaccactcc 


attattctgc 


catcaagcat 


cccttcagct 


cccatctctc 


540 


aaatgctgca 


gccccatcaa 


tggaaaaaaa 


tacattcatg 


ggaattgcac 


aaagtttaca 


600 


acacatgcaa 


attccaagga 


gctcagagag 


aggtgtgggg 


gtgagatggt 


gtgactacac 


660 


ccccttcttc 


taggatgcgc 


cgaaggattc 


tttttcttgc 


tcatatgctg 


ttagaaagcc 


720 


tgggcgttta 


cgtctgctgg 


agctggagct 


aatgtgattt 


ctaactgtct 


aataaaattc 


780 


cactgcttgc 


aaaa 










794 


<210> 14 

<211> 2083 

<212> DNA 

<213> Homo sapiens 












<400> 14 
catcttgcat 


cagcctgtgg 


atgtatgcct 


accaccgggc 


tccttcacca 


gcaaagtgga 


60 


aaaagaagcg 


tttcacaaca 


aattcttctt 


tttgggttgg 


ggaaacgcag 


tggattatag 


120 


ctctgttttc 


ttctttccaa 


aactgtgcac 


ccctggatga 


aacctccatc 


aagggagacc 


180 


tacaagttgc 


ctggggttca 


gtgctctaga 


aagttccaag 


gtttgtggct 


tgaattattc 


240 


taaagaagct 


gaaataattg 


aagagaagca 


gaggccagct 


gtttttgagg 


atcctgctcc 


300 


acagagaatg 


ctctgcaccc 


gttgatactc 


cagttccaac 


accatcttct 


gagatgatcc 


360 


tgattcccag 


aatgctcttg 


gtgctgttcc 


tgctgctgcc 


tatcttgagt 


tctgcaaaag 


420 


ctcaggttaa 


tccagctata 


tgccgctatc 


ctctgggcat 


gtcaggaggc 


cagattccag 


480 


atgaggacat 


cacagcttcc 


agtcagtggt 


cagagtccac 


agctgccaaa 


tatggaaggc 


540 


tggactcaga 


agaaggggat 


ggagcctggt 


gccctgagat 


tccagtggaa 


cctgatgacc 


600 


tgaaggagtt 


tctgcagatt 


gacttgcaca 


ccctccattt 


tatcactctg 


gtggggaccc 


660 


aggggcgcca 


tgcaggaggt 


catggcatcg 


agtttgcccc 


catgtacaag 


atcaattaca 


720 


gtcgggatgg 


cactcgctgg 


atctcttggc 


ggaaccgtca 


tgggaaacag 


gtgctggatg 


780 


gaaatagtaa 


cccctatgac 


attttcctaa 


aggacttgga 


gccgcccatt 


gtagccagat 


840 


ttgtccggtt 


cattccagtc 


accgaccact 


ccatgaatgt 


gtgtatgaga 


gtggagcttt 


900 



acggctgtgt 


ctggctagat 


ggcttggtgt 


cttacaatgc 


tccagctggg 


cagcagtttg 


960 


tactccctgg 


aggttccatc 


atttatctga 


atgattctgt 


ctatgatgga 


gctgttggat 


1020 


acagcatgac 


agaagggcta 


ggccaattga 


ccgatggtgt 


gtctggcctg 


gacgatttca 


1080 


cccagaccca 


tgaataccac 


gtgtggcccg 


gctatgacta 


tgtgggctgg 


cggaacgaga 


1140 


gtgccaccaa 


tggctacatt 


gagatcatgt 


ttgaatttga 


ccgcatcagg 


aatttcacta 


1200 


ccatgaaggt 


ccactgcaac 


aacatgtttg 


ctaaaggtgt 


gaagatcttt 


aaggaggtac 


1260 


agtgctactt 


ccgctctgaa 


gccagtgagt 


gggaacctaa 


tgccatttcc 


ttcccccttg 


1320 


tcctggatga 


cgtcaacccc 


agtgctcggt 


ttgtcacggt 


gcctctccac 


caccgaatgg 


1380 


ccagtgccat 


caagtgtcaa 


taccattttg 


cagatacctg 


gatgatgttc 


agtgagatca 


1440 


ccttccaatc 


agatgctgca 


atgtacaaca 


actctgaagc 


cctgcccacc 


tctcctatgg 


1500 


cacccacaac 


ctatgatcca 


atgcttaaag 


ttgatgacag 


caacactcgg 


atcctgattg 


1560 


gctgcttggt 


ggccatcatc 


tttatcctcc 


tggccatcat 


tgtcatcatc 


ctctggaggc 


1620 


agttctggca 


gaaaatgctg 


gagaaggctt 


ctcggaggat 


gctggatgat 


gaaatgacag 


1680 


tcagcctttc 


cctgccaagt 


gattctagca 


tgttcaacaa 


taaccgctcc 


tcatcaccta 


1740 


gtgaacaagg 


gtccaactcg 


acttacgatc 


gcatctttcc 


ccttcgccct 


gactaccagg 


1800 


agccatccag 


gctgatacga 


aaactcccag 


aatttgctcc 


aggggaggag 


gagtcaggtg 


1860 


aggatgatgt 


ggtgggcagg 


gcgtcaaggg 


agaaacctca 


gcaagcatca 


ggtaggtatg 


1920 


acacgcctgc 


tcccagttca 


ttgcatctat 


ttttagtctc 


tgctaacctc 


ctgagaagtc 


1980 


cacattctct 


ttctagattt 


ggtctgccgc 


tgctcctggc 


ctaatttgag 


caactctcct 


2040 


ttgctactga 


atataagatg 


tgtggaggga 


cccacatacc 


aaa 




2083 


<210> 15 

<211> 1215 

<212> DNA 

<213> Homo sapiens 












<400> 15 
gcggaatcct 


aaaccagccc 


aatttacatc 


cattcatgaa 


tctgtgacgt 


cagcaagcct 


60 


ttgggctcct 


ttgcggtggg 


ctggaggatt 

ZJ ZJ ZJ ZJ 


gtgtgggtgg 


aatccccctc 


ccctttattt 


120 


ttccaattct 


gcaaggcttt 


taaaattcac 


cttacatctt 


ttcaaagcaa 


gaaaatggaa 


180 


cagcatgtgt 


aggaattctt 


cgttgttgtt 


ttggagccct 


ctcttaagtc 


agaactctgt 


240 


cccaaaaatc 


ttctgagtgt 


catctcagga 


ctttggttat 


actcatggca 


cgatggccaa 


300 



ctttcaggag 


cacctgagct 


gctcctcttc 


tccacactta 


cccttcagtg 


aaagcaaaac 


360 


cttcaatgga 


ctacaagatg 


agctcacagc 


tatggggaac 


cacccttctc 


ccaagctgct 


420 


cgaggaccag 


caggaaaagg 


ggatggtacg 


aacagagcta 


atcgagagcg 


tgcacagccc 


480 


cgtcaccaca 


acagtgttga 


cgagcgtaag 


tgaggattcc 


agggaccagt 


ttgagaacag 


540 


cgttcttcag 


ctaagggaac 


acgatgaatc 


agagacggcg 


gtgtctcagg 


ggaacagcaa 


600 


cacggtggac 


ggagagagca 


caagcggaac 


tgaagacata 


aagattcagt 


tcagcaggtc 


660 


aggcagtggc 


agtggtgggt 


ttcttgaagg 


actatttgga 


tgcttaaggc 


ctgtatggaa 


720 


tatcattggg 


aaggcatatt 


ccactgatta 


caaattgcag 


cagcaagata 


cttgggaagt 


780 


gccatttgag 


gagatctcag 


agctgcagtg 


gctgggtagt 


ggagcccaag 


gagcggtctt 


840 


cttgggcaag 


ttccgggcgg 


aagaggtggc 


catcaagaaa 


gtgagagaac 


agaatgagac 


900 


ggatatcaag 


catttgagga 


agttgaagca 


ccctaacatc 


atcgcattca 


agggtgtttg 


960 


tactcaggcc 


ccatgttatt 


gtattatcat 


ggaatactgt 


gcccatggac 


aactctacga 


1020 


ggtcttacga 


gctggcagga 


agatcacacc 


tcgattgcta 


gtagactggt 


ccacaggaat 


1080 


tgcaagtgga 


atgaattatt 


tgcacctcca 


taaaattatt 


catcgtgatc 


tcaaatcacc 


1140 


taagtgagtt 


ctggggctaa 


tgtttcagct 


attttggttt 


gttgttttga 


aatacagaat 


1200 


ttttatcaac 


ctcaa 










1215 


<210> 16 

<211> 1327 

<212> DNA 

<213> Homo sapiens 












<400> 16 

gggattgtgc 


tatccaccat 


aaaaagcata 


gcatactgtg 


tgtatgtaag 


tcctcccagg 


60 


gcttcattct 


tgtataatat 


agaatatgta 


actatataca 


tatgattttt 


ttaactcagt 


120 


cactgtaatg 


gttcgtttta 


atttttcatt 


ttggattttt 


ttttaatttc 


ctttgctact 


180 


tagattagaa 


agaacattga 


tctttcaaac 


atagatctga 


atatgaaaga 


gaaaagaaac 


240 


acttccatat 


ttggttagaa 


gtctatgtgt 


ggacagagat 


ggatacataa 


tttcacatgc 


300 


ttggcattcc 


tttttcacac 


tttaaaatca 


ggtaataagt 


cagtccatct 


gaggaaagcc 


360 


agttcaccaa 


atcttcatag 


acgacagtgg 


gagaaaaatg 


tacccaatac 


agctcttaca 


420 


gctttggaaa 


atgcatccat 


actcacctcc 


agtttaacag 


cagaggacga 


tagaggtggt 


480 


tctgtaataa 


agtacagcaa 


aaatactact 


cgtaagcagt 


ggctcaaaga 


gacccctgac 


540 



actttgttga 


acatccttaa 


gaatgctgat 


ctcagcttgg 


cttttcaaac 


atacacaata 


600 


tatagaccag 


gttcagaagg 


gttcttgaaa 


ggccccctgt 


ctgaagaaac 


agaagcatcg 


660 


gacagtgttg 


atggaggtca 


cgattctgtc 


attttggatc 


cagagcgact 


tgagcctggg 


720 


ctagatgagg 


aggacacgga 


ctttgaggag 


gaagatgaca 


accccgactg 


ggtgtcagag 


780 


ctgaagaagc 


gagctggatg 


gcaaggcctg 


tgcgacagat 


aatgcctgag 


gaaatgttcc 


840 


tgagtcacgc 


tgaggagagc 


cttcactcag 


gagttcatgc 


tgagatgatc 


atgagttcat 


900 


gcgacgtata 


ttttcctttg 


gaaacagaat 


gaagcagagg 


aaactcttaa 


tacttaaaat 


960 


cgttcttgat 


tagtatcgtg 


agtttgaaaa 


gtctagaact 


cctgtaagtt 


tttgaactca 


1020 


agggagaagg 


tatagtggaa 


tgagtgtgag 


catcgggctt 


tgcagtccca 


tagaacagaa 


1080 


atgggatgct 


agcgtgccac 


tacctacttg 


tgtgattgtg 


ggaaattact 


taacctcttc 


1140 


aagccccaat 


ttcctcaacc 


ataaaatgaa 


gataataatg 


cctacctcag 


agggatgctg 


1200 


accacagacc 


tttatagcag 


cccgtatgat 


attattcaca 


ttatgatatg 


tgtttattat 


1260 


tatgtgactc 


tttttacatt 


tcctaaaggt 


ttgagaatta 


aatatattta 


attatgaakw 


1320 


gaaaaaa 












1327 


<210> 17 

<211> 364 

<212> DNA 

<213> Homo sapiens 












<400> 17 
aattcggcac 


gaggtgggac 


tttcctctcg 


ctgcctcccg 


gctctgcccg 


cccttcgaaa 


60 


gtccagggtc 


cctgcccgct 


aggcaagttg 


cactcatggc 


acctccaagt 


gaagagacgc 


120 


ccctgatccc 


tcagcgttca 


tgcagcctct 


tgtccacgga 


ggctggtgcc 


ctgcatgtgc 


180 


tgctgcccgc 


tcggggcccc 


gggccccccc 


agcgcctatc 


tttctccttt 


ggggtccctg 


240 


tccgacctgt 


gggcgccaat 


ggccctcccc 


tgacctcagg 


gttccttggg 


ggctgggctg 


300 


aggcctcagt 


acagaggggg 


ctctggaaat 


gtttgttgac 


tgaataaagg 


aattcagtgg 


360 


aaac 












364 


<210> 18 

<211> 923 

<212> DNA 

<213> Homo sapiens 












<400> 18 
cgctgctggg 


ctgcggcggc 


ggcggcggcg 


gtggttacta 


tggcggagtc 


ggccggagcc 


60 



tcctccttct 


tcccccttgt 


tgtcctcctg 


ctcgccggca 


gcggcgggtc 


cgggccccgg 


120 


ggggtccagg 


ctctgctgtg 


tgcgtgcacc 


agctgcctcc 


aggccaacta 


cacgtgtgag 


180 


acagatgggg 


cctgcatggt 


ttccwttttc 


aatctggatg 


ggatggagca 


ccatgtgcgc 


240 


acctgcatcc 


ccaaagtgga 


gctggtccct 


gccgggaagc 


ccttctactg 


cctgagctcg 


300 


gaggacctgc 


gcaacaccca 


ctgctgctac 


actgactact 


gcaacaggat 


cgacttgagg 


360 


gtgcccagtg 


gtcacctcaa 


ggagcctgag 


cacccgtcca 


tgtggggccc 


ggtggagctg 


420 


gtaggcatca 


tcgccggccc 


ggtgttcctc 


ctgttcctca 


tcatcatcat 


tgttttcctt 


480 


gtcattaact 


atcatcagcg 


tgtctatcac 


aaccgccaga 


gactggacat 


ggaagatccc 


540 


tcatgtgaga 


tgtgtctctc 


caaagacaag 


acgctccagg 


atcttgtcta 


cgatctctcc 


600 


acctcagggt 


ctggctcagg 


taccaagttc 


ttcagggcat 


catgtctgtg 


gttggctttc 


660 


atcagtttcc 


cagcaggata 


gagtgcttgt 


agagaaggct 


ggaggccctg 


catttgtttc 


720 


taccagcatt 


gagtcatttg 


gtttcctagt 


tccccttctt 


ttggagtctg 


acgtgtaata 


780 


agataagata 


atgggttcac 


agaaaatctc 


tcattccgtg 


ggattcccaa 


ggtctagtac 


840 


acaattatcc 


actacagaag 


tcctgcctct 


ctaagctttg 


caactgtacg 


tacatctatt 


900 


aaaattcagc 


tggtcccccc 


tga 








923 


<210> 19 

<211> 1739 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) . 
<223> "n" 


. . (1739) 
can be any 


nucleotide 


'a', »c» , 


•g* or 1 1' 






<400> 19 
ccgccgcccg 


ggcccccggc 


atgcagcccc 


ggctgcggag 


gtgacactca 


cggaccttag 


60 


ccaccgccgc 


cgccatcgcc 


accatggacg 


aacaggaggc 


attgaactca 


atcatgaacg 


120 


atctggtggc 


cctccagatg 


aaccgacgtc 


accggatgcc 


tggatatgag 


accatgaaga 


180 


acaaagacac 


aggtcactca 


aataggcaga 


gtgacgtcag 


aatcaagttc 


gagcacaacg 


240 


gggagaggcg 


aattatagcg 


ttcagccggc 


ctgtgaaata 


tgaagatgtg 


gagcacaagg 


300 


tgacaacagt 


atttggacaa 


cctcttgatc 


tacattacat 


gaacaatgag 


ctctccatcc 


360 


tgctgaaaaa 


ccaagatgat 


cttgataaag 


caattgacat 


tttagataga 


agctcaagca 


420 



tgaaaagcct 


taggatattg 


ctgttgtccc 


aggacagaaa 


ccataacagt 


tcctctcccc 


480 


actctgaggt 


gtccagacag 


gtgcggatca 


aggcttccca 


gtccgcaggg 


gatataaata 


540 


ctatctacca 


gccccccgag 


cccagaagca 


ggcacctctc 


tgtcagctcc 


cagaaccctg 


600 


gccgaagctc 


acctccccct 


ggctatgttc 


ctgagcggca 


gcagcacatt 


gcccggcagg 


660 


ggtcctacac 


cagcatcaac 


agtgaggggg 


agttcatccc 


agagaccagc 


gagcagtgca 


720 


tgctggatcc 


cctgagcagt 


gcagaaaatt 


ccttgtctgg 


aagctgccaa 


tccttggaca 


780 


ggtcagcaga 


cagcccatcc 


ttccggaaat 


cacgaatgtc 


ccgtgcccag 


agcttccctg 


840 


acaacagaca 


ggaatactca 


gatcgggaaa 


ctcagcttta 


tgacaaaggg 


gtcaaaggtg 


900 


gaacctaccc 


ccggcgctac 


cacgtgtctg 


tgcaccacaa 


ggactacagt 


gatggcagaa 


960 


gaacatttcc 


ccgaatacgg 


cgtcatcaag 


gcaacttgtt 


caccctggtg 


ccctccagcc 


1020 


gctccctgag 


cacaaatggc 


gagaacatgg 


gtctggctgt 


gcaatacctg 


gacccccgtg 


1080 


ggcgcctgcg 


gagtgcggac 


agcgagaatg 


ccctctctgt 


gcaggagagg 


aatgtgccaa 


1140 


ccaagtgtga 


ggagctgtcc 


ctggctagga 


ggagactgcc 


caggtggtct 


cagacaagct 


1200 


acgggggcaa 


acagctgggc 


ccctgggacc 


cttaggctca 


gcaggtggtg 


gctttggccc 


1260 


aaatgcacca 


catgggataa 


gccttggagt 


gtctgaagcc 


tggctccact 


attgtgtgac 


1320 


aagcctcttc 


tcctctctga 


atctttagtt 


tttccatgtt 


taaactaggg 


aaagaagcac 


1380 


acccttcatc 


cctgccatat 


taagatattt 


agggggcttt 


ggaagggaaa 


tgcatttgaa 


1440 


tcaatgcang 


aagaagcatt 


taaccaatga 


ncttcagcca 


atcctctgnc 


ttcttaggac 


1500 


tctgacttca 


ggtccgnagt 


ga c t agggg c 


actqqqqctt 


gctccagatt 


qtqqtqqqaq 


1560 


aatgctctac 


taagagattg 


atggggtgct 


ggggtggagg 


gggggaagcc 


tgnagcccaa 


1620 


gagaccctgt 


tcctggnaga 


atgaatgggg 


aatattcata 


aataatgtac 


acaaagtaac 


1680 


tctttccttc 


tgctctccct 


gttagctccc 


aagtgccccc 


catcaaacct 


gggcgcccg 


1739 


<210> 20 

<211> 1832 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) 
<223> "n" 


. . (1832) 
can be any 


nucleotide 


'a', 'c' , 


•g 1 or 't' 







<400> 20 



ccgccgcccg 


ggcccccggc 


atgcagcccc 


ggctgcggag 


gtgacactca 


cggaccttag 


60 


ccaccgccgc 


cgccatcgcc 


accatggacg 


aacaggaggc 


attgaactca 


atcatgaacg 


120 


atctggtggc 


cctccagatg 


aaccgacgtc 


accggatgcc 


tggatatgag 


accatgaaga 


180 


acaaagacac 


aggtcactca 


aataggcaga 


aaaaacacaa 


cagcagcagc 


tcagcccttc 


240 


tgaacagccc 


cacagtaaca 


acaagctcat 


gtgcaggggc 


cagtgagaaa 


aagaaatttt 


300 


tgagtgacgt 


cagaatcaag 


ttcgagcaca 


acggggagag 


gcgaattata 


gcgttcagcc 


360 


ggcctgtgaa 


atatgaagat 


gtggagcaca 


aggtgacaac 


agtatttgga 


caacctcttg 


420 


atctacatta 


catgaacaat 


gagctctcca 


tcctgctgaa 


aaaccaagat 


gatcttgata 


480 


aagcaattga 


cattttagat 


agaagctcaa 


gcatgaaaag 


ccttaggata 


ttgctgttgt 


540 


cccaggacag 


aaaccataac 


agttcctctc 


cccactctga 


ggtgtccaga 


caggtgcgga 


600 


tcaaggcttc 


ccagtccgca 


ggggatataa 


atactatcta 


ccagcccccc 


gagcccagaa 


660 


gcaggcacct 


ctctgtcagc 


tcccagaacc 


ctggccgaag 


ctcacctccc 


cctggctatg 


720 


ttcctgagcg 


gcagcagcac 


attgcccggc 


aggggtccta 


caccagcatc 


aacagtgagg 


780 


gggagttcat 


cccagagacc 


agcgagcagt 


gcatgctgga 


tcccctgagc 


agtgcagaaa 


840 


attccttgtc 


tggaagctgc 


caatccttgg 


acaggtcagc 


agacagccca 


tccttccgga 


900 


aatcacgaat 


gtcccgtgcc 


cagagcttcc 


ctgacaacag 


acaggaatac 


tcagatcggg 


960 


aaactcagct 


ttatgacaaa 


ggggtcaaag 


gtggaaccta 


cccccggcgc 


taccacgtgt 


1020 


ctgtgcacca 


caaggactac 


agtgatggca 


gaagaacatt 


tccccgaata 


cggcgtcatc 


1080 


aaggcaactt 


gttcaccctg 


gtgccctcca 


gccgctccct 


gagcacaaat 


ggcgagaaca 


1140 


tgggtctggc 


tgtgcaatac 


ctggaccccc 


gtgggcgcct 


gcggagtgcg 


gacagcgaga 


1200 


atgccctctc 


tgtgcaggag 


aggaatgtgc 


caaccaagtg 


tgaggagctg 


tccctggcta 


1260 


ggaggagact 


gcccaggtgg 


tctcagacaa 


gctacggggg 


caaacagctg 


ggcccctggg 


1320 


acccttaggc 


tcagcaggtg 


gtggctttgg 


cccaaatgca 


ccacatggga 


taagccttgg 


1380 


agtgtctgaa 


gcctggctcc 


actattgtgt 


gacaagcctc 


ttctcctctc 


tgaatcttta 


1440 


gtttttccat 


gtttaaacta 


gggaaagaag 


cacacccttc 


atccctgcca 


tattaagata 


1500 


tttagggggc 


tttggaaggg 


aaatgcattt 


gaatcaatgc 


angaagaagc 


atttaaccaa 


1560 


tgancttcag 


ccaatcctct 


gncttcttag 


gactctgact 


tcaggtccgn 


agtgactagg 


1620 


ggcactgggg 


cttgctccag 


attgtggtgg 


gagaatgctc 


tactaagaga 


ttgatggggt 


1680 



gctggggtgg agggggggaa gcctgnagcc 
gggaatattc ataaataatg tacacaaagt 
cccaagtgcc ccccatcaaa cctgggcgcc 



caagagaccc tgttcctggn agaatgaatg 
aactctttcc ttctgctctc cctgttagct 
eg 



1740 
1800 
1832 



<210> 21 

<211> 1269 

<212> DNA 

<213> Homo sapiens 

<400> 21 

agcggccgcg gaggggectg gagtgcggcg geggegggae ceggagcagg ageggeggea 60 

geagegactg ggggeggegg cggcgcgttg gaggeggeca tggcaaagca gtacgactcg 120 

gtggagtgcc ctttttgtga tgaagtttcc aaatacgaga agctcgccaa gateggecaa 180 

ggcaccttcg gggaggtgtt caaggecagg caccgcaaga ccggccagaa ggtggctctg 240 

aagaaggtgc tgatggaaaa cgagaaggag gggttcccca ttacagcett gegggagate 300 

aagatccttc agcttctaaa acacgagaat gtggtcaact tgattgagat ttgtcgaacc 360 

aaagcttccc cctataaccg ctgcaagggt agtatatacc tggtgttcga ettctgegag 420 

catgaccttg ctgggctgtt gagcaatgtt ttggtcaagt tcacgctgtc tgagatcaag 480 

agggtgatgc agatgetget taacggcctc tactacaacc acgacttctt ctggtccgac 54 0 

cccatgccct ccgacctcaa gggcatgetc tccacccacc tgaegtccat gttcgagtac 600 

ttggcaccac cgcgccggaa gggcagccag atcacccagc agtccaccaa ccagagtcgc 660 

aatcccgcca ccaccaacca gacggagttt gagegegtet tetgagggee ggcgcttgcc 720 

actagggctc ttgtgttttt tttcttctgc tatgtgactt gcatcgtgga gacagggcat 780 

ttgagtttat atctctcatg catattttat ttaatcccca ccctgggctc tgggagcagc 840 

ccgctgagtg gactggagtg gagcattggc tgagagacca ggagggcact ggagctgtct 900 

tgtccttget ggttttctgg atggttccca gagggtttcc atggggtagg aggatgggct 960 

cgcccaccag tgactttttc taagagctcc cggcgtggtg gaagagggga caggtccctc 1020 

acccacccac aatcctattc tegggctgag aaccctgcgt ggggacaggg ctcgcctcag 1080 

gaatgggctg tttttggcct aaccctcaga aacactgggg ctggcacaaa ctcttggttt 114 0 

cttcaacagg agaattttac tgtgtttctt ttggttccat tgtttggaga cattcctggg 1200 

cacagtttgg tccgttagaa ttaaaagttg aatttttttt ttttttwaat tttttttttt 1260 

ycccccaaa 1269 



<211> 623 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> - 



<222> (1) . 
<223> "n" 


. . (623) 
can be any 


nucleotide 


, a', 'C , 


•g ! or 't' 






<400> 22 
agccctccca 


gtttccgcgc 


gcgtctttgg 


cagctggtca 


catggtgagg 


gtgggggtga 


60 


gggggcctct 


ctagcttgcg 


gcctgtgtct 


atggtcgggc 


cctctgcgtc 


cagctgctcc 


120 


ggaccgagct 


cgggtgtatg 


gggccgtagg 


aaccggctcc 


ggggccccga 


taacgggccg 


180 


cccccacagc 


accccgggct 


ggcgtgaggg 


tctcccttga 


tctgagaatg 


gctacctctc 


240 


gatatgagcc 


agtggctgaa 


attggtgtcg 


gtgcctatgg 


gacagtgtac 


aaggcccgtg 


300 


atccccacag 


tggccacttt 


gtgccctcaa 


gagtgtgaga 


gtccccaatg 


gaggaggagg 


360 


tggaggaggc 


cttcccatca 


gcacagttcg 


tgaggtggct 


ttactgaggc 


gactggaggc 


420 


ttttgagcat 


cccaatgttg 


tccggctgat 


ggacgtctgt 


gccacatccc 


gaactgaccg 


480 


ggagatcaag 


gtaaccctgg 


tgtttgagca 


tgtagaccag 


gacctaagga 


catatctgga 


540 


caaggcaccc 


ccaccaggct 


tgccagccga 


aacgatcaag 


gtgagtgggg 


ttggtaggca 


600 


ttganaggtg 


gattgggacc 


ttt 








623 


<210> 23 

<211> 502 

<212> DNA 

<213> Homo sapiens 












<400> 23 
agccctccca 


gtttccgcgc 


gcgtctttgg 


caactaatca 


caterer tcraqcr 

v w 33 v - ZD ZD ZD 


Qtcrcrcrcrcrtcra 

ZD ZD ZD ZD ZD ZD *-~z> 


60 


gggggcctct 


ctagcttgcg 


gcctgtgtct 


atggtcgggc 


cctctgcgtc 


cagctgctcc 


120 


ggaccgagct 


cgggtgtatg 


gggccgtagg 


aaccggctcc 


ggggccccga 


taacgggccg 


180 


cccccacagc 


accccgggct 


ggcgtgaggg 


tctcccttga 


tctgagaatg 


gctacctctc 


240 


gatatgagcc 


agtggctgaa 


attggtgtcg 


gtgcctatgg 


gacagtgtac 


aaggcccgtg 


300 


atccccacag 


tggccacttt 


gtgccctcaa 


gagtgtgaga 


gtccccaccc 


acctctcctt 


360 


ttgaggcttc 


tccttctcct 


tcccatttct 


ctacactaag 


gggtatgttc 


cctcttgtcc 


420 


ctttccctac 


ctttatattt 


ggggtccttt 


tttatacagg 


aaaaacaaaa 


caaagaaata 


480 



aagtcgacgc ggccgcgaat tc 



502 



<210> 24 

<211> 1148 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> - 

<222> (1) . . (1148) 

<223> "n" can be any nucleotide 'a 1 , ' c' , ' g' or ' t ' 
<400> 24 

catcatatga ggtggacagg aagcccagcc aagccatggg ggccgacccc tcccntggat 60 

tcacttgcnt ttgagccaca caccctccag ccactaccca tagcagttat gggggtgtgt 12 0 

cctgggaaga ctcctttctg ctccccaaaa ccccaaggcc tggctcgggg ccactggagc 180 

cgcaggcggg acatatgtgt gaccggccct ctgcccctgg cagccccgcg ctgtgtactg 240 

taaggacgtg ctggacatcg agcagttctc cactgtgaag ggcgtcaatc tggaccacac 3 00 

agacgacgac ttctactcca agttctccac gggctctgtg tccatcccat ggcaaaacga 360 

gatgatagaa acagaatgct ttaaggagct gaacgtgttt ggacctaatg gtaccctccc 420 

gccagatctg aacagaaacc accctccgga accgcccaag aaagggctgc tccagagact 480 

cttcaagcgg cagcatcaga acaattccaa gagttcgccc agctccaaga ccagttttaa 540 

ccaccacata aactcaaacc atgtcagctc gaactccacc ggaagcagct agtttcggct 600 

ctggcctcca agtccacagt ggaaccagcc cagacccttc tccttagaag tggaagtagt 66 0 

ggagcccctg ctctggtggg gctgccaggg gagaccccgg gagccgggga aggaggccgt 72 0 

ccatcccgtc gacgtagaac ctcgaggttt ctcaaagaaa tttccactca ggtctgtttt 78 0 

ccgaggcggc cccggccggg gtggattgga tttgtctttg gtgaacattg caatagaaat 84 0 

ccaattggat acgacaactt gcacgtattt taatagcgtc ataactagaa ctgaattttg 900 

tctttatgat ttttaaagaa aagttttgta aatttctcta ctgtctcagt ttacattttg 96 0 

tatatttgta tttaaatgaa agtgagactt tgagggtgta tattttctgt gcagccactg 102 0 

ttaagccatg tgttccaagg cattttagcg gggagggggt tatcaaaaaa aaaaaaatgt 1080 

gactcaagac ttccagagcc tcaaatgaga aaatgtcttt attaaatgta gaaagtgatc 1140 

catacttc 1148 



<210> 25 

<211> 1679 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> - 

<222> (1) . . (1679) 

<223> "n" can be any nucleotide 'a*, 'c' , 'g' or 't' 
<400> 25 

ccaagattct ctgacctcag cgttccagga gcnccattca gcctttgact aggcaggtcg 60 

gtcaacgtcc agccgggtcc aggcatccta ttgcatctta tgttccactc ctgaagagtg 120 

ggcattttcc tgtgtcctcc cacacctgca ctctcccaag gctcttgtgg tcactctgag 180 

atggcagatt ggggtccctg ttgtccttgg acagatgaga atgccgagag ctcgtatgcc 240 

tnggccaagg gcacacagca aggccgggtg cccatgcggc tgtcccaggg acccactgac 3 00 

cctgctgtcc ccctcaggcc acattaggat ctcagacctg ggcttggctg tgaagatccc 360 

cgagggagac ctgatccgcg gccgggtggg cactgttggc tacatggctc cagaggtcct 420 

gaacaaccag aggtacggcc tgagccccga ctactggggc cttggctgcc tcatctatga 480 

gatgatcgag ggccagtcgc cgttccgcgg ccgcaaggag aaggtgaagc gggaggaggt 540 

ggaccgccgg gtcctggaga cggaggaggt gtactcccac aagttctccg aggaggccaa 6 00 

gtccatctgc aagatgctgc tcacgaaaga tgcgaagcag aggctgggct gccaggagga 660 

gggggctgca gaggtcaaga gacacccctt cttcaggaac atgaacttca agcgcttaga 720 

agccgggatg ttggaccctc ccttcgttcc agacccccgc gctgtgtact gtaaggacgt 780 

gctggacatc gagcagttct ccactgtgaa gggcgtcaat ctggaccaca cagacgacga 840 

cttctactcc aagttctcca cgggctctgt gtccatccca tggcaaaacg agatgataga 900 

aacagaatgc tttaaggagc tgaacgtgtt tggacctaat ggtaccctcc cgccagatct 960 

gaacagaaac caccctccgg aaccgcccaa gaaagggctg ctccagagac tcttcaagcg 1020 

gcagcatcag aacaattcca agagttcgcc cagctccaag accagtttta accaccacat 1080 

aaactcaaac catgtcagct cgaactccac cggaagcagc tagtttcggc tctggcctcc 1140 

aagtccacag tggaaccagc ccagaccctt ctccttagaa gtggaagtag tggagcccct 1200 

gctctggtgg ggctgccagg ggagaccccg ggagccgggg aaggaggccg tccatcccgt 1260 

cgacgtagaa cctcgaggtt tctcaaagaa atttccactc aggtctgttt tccgaggcgg 1320 

ccccggccgg ggtggattgg atttgtcttt ggtgaacatt gcaatagaaa tccaattgga 1380 



tacgacaact 


tgeaegtatt 


ttaatagcgt 


cataactaga 


actgaatttt 


gtctttatga 


1440 


tttttaaaga 


aaagttttgt 


aaatttctct 


actgtctcag 


tttacatttt 


gtatatttgt 


1500 


atttaaatga 


aagtgagact 


ttgagggtgt 


atattttctg 


tgcagccact 


gttaagecat 


1560 


gtgttccaag 


gcattttagc 


ggggaggggg 


ttatcaaaaa 


aaaaaaaatg 


tgactcaaga 


1620 


cttccagagc 


ctcaaatgag 


aaaatgtctt 


tattaaatgt 


agaaagtgat 


ccatacttc 


1679 


<210> 26 

<211> 897 

<212> DNA 

<213> Homo sapiens 












<220> 

<222> (1) . 

V. j£ O ^ 11 


. . (897) 


nucleotide 


'a', 'c' , 


»g» or »t' 






<400> 26 

C* c a era t- f r* t- 


r"*t~ era fT*t~ r-*a cr 
i_y ci ^ v_ ^_ ciy 


cgttccagga 


gcnccattca 


gectttgact 


aggcaggtcg 


60 




cty v^uyyy v., v— 


aggcatccta 


ttgeatctta 


tgttccactc 


ctgaagagtg 


120 


rr err* Pit" t~ t" t~ CC 

y y t.. l» l» l> W 


t - cit"cr't~r , r i t~ rr 

t-VJ UM w \* Vp- l~ V«- w 


cacacctgca 


ctctcccaag 


gctcttgtgg 


tcactctgag 


180 


atggcagatt 


ggggtccctg 


ttgtccttgg 


acagatgaga 


atgecgagag 


ctcgtatgcc 


240 


tnggecaagg 


gcacacagca 


aggcegggtg 


cccatgcggc 


tgtcccaggg 


acccactgac 


300 


cctgctgtcc 


ccctcaggcc 


acattaggat 


ctcagacctg 


ggcttggctg 


tgaagatccc 


360 


cgagggagac 


ctgatccgcg 


gccgggtggg 


cactgttggc 


tacatggctc 


cagaggtcct 


420 


gaacaaccag 


aggtaeggee 


tgagccccga 


ctactggggc 


cttggctgcc 


tcatctatga 


480 


gatgatcgag 


ggccagtcgc 


cgttccgcgg 


cegcaaggag 


aaggtgaagc 


gggaggaggt 


540 


ggaccgccgg 


gtcctggaga 


eggaggaggt 


gtactcccac 


aagttctccg 


aggaggecaa 


600 


gtccatctgc 


aagatggtga 


gctcctggtg 


gccagatgcc 


accctcaagc 


tggtggctcc 


660 


cctccctggg 


cctggcccca 


gtctgtcccc 


agaacagcaa 


acaggctgaa 


gggacagggg 


720 


tctgagcatg 


ggggtggggg 


ttgcagccca 


ccaagctaga 


gttgagggca 


ctccttgctg 


780 


- aggactgggg 


tggtcagegg 


agacttccag 


gagaaagect 


gggtggggca 


gggacaccca 


840 


gtaaccaagg 


gaagaggggt 


gaggggaaca 


gtgtggaaca 


ccctcacatc 


cagectg 


897 



<210> 27 
<211> 1224 



<212> DNA 

<213> Homo sapiens 



<400> 27 
tgccgccgcg 


acccttggcg 


cctgcccctg 


caacgggagc 


cccactgcag 


gccccaccat 


60 


ggcgccgttc 


ctgcgcatcg 


ccttcaactc 


ctatgagctg 


ggctccctgc 


aggccgagga 


120 


cgaggcgaac 


cagcccttct 


gtgccgtgaa 


gatgaaggag 


gcgctcagca 


cagagcgtgg 


180 


gaaaacactg 


gtgcagaaga 


agccgaccat 


gtatcctgag 


tggaagtcga 


cgttcgatgc 


240 


ccacatctat 


gaggggcgcg 


tcatccagat 


tgtgctaatg 


cgggcagcag 


aggagccagt 


300 


gtctgaggtg 


accgtgggtg 


tgtcggtgct 


ggccgagcgc 


tgcaagaaga 


acaatggcaa 


360 


ggctgagttc 


tggctggacc 


tgcagcctca 


ggccaaggtg 


ttgatgtctg 


ttcagtattt 


420 


cctggaggac 


gtggattgca 


aacagtctat 


gcgcagtgag 


gacgaggcca 


agttcccaac 


480 


gatgaaccgc 


cgcggagcca 


tcaaacaggc 


caaaatccac 


tacatcaaga 


accatgagtt 


540 


tatcgccacc 


ttctttgggc 


aacccacctt 


ctgttctgtg 


tgcaaagact 


ttgtctgggg 


600 


cctcaacaag 


caaggctaca 


aatgcaggca 


atgtaacgct 


gccatccaca 


agaaatgcat 


660 


cgacaagatc 


atcggcagat 


gcactggcac 


cgcggccaac 


agccgggaca 


ctatattcca 


720 


gaaagaacgc 


ttcaacatcg 


acatgccgca 


ccgcttcaag 


gttcacaact 


acatgagccc 


780 


caccttctgt 


gaccactgcg 


gcagcctgct 


cctgcccgct 


ccccacgata 


agcaccagtg 


840 


ggactgtggt 


gacttctgct 


gctggccccg 


cccctgcccc 


cagagcgtcc 


ttggctgccg 


900 


tctggccggg 


ctctcatggt 


acttcctctg 


tgaactgtgt 


gtgaatctgc 


ttttcctctg 


960 


c c 1 1 cggagg 


gaaat tgtaa 


at cc tgtgtt 


tcattacttg 


aatgtagtta 


tctattgaaa 


1020 


atatatatta 


tatacataga 


catatatata 


tatataatag 


gctgtatata 


ttgctcagta 


1080 


gagaaaaacc 


atgggggact 


ggtgatatgt 


tgatcttttt 


caaaaaaata 


tatatatgac 


1140 


aaaaaaaaaa 


aaaaaaggag 


cacaagctgt 


ttgaaccacc 


aggtttattt 


gtgtgtctaa 


1200 


ataaacacca 


aatagtacca 


aaaa 








1224 


<210> 28 

<211> 1424 

<212> DNA 

<213> Homo sapiens 












<400> 28 
ttttttgcgt 


atgtattatg 


atgtatgtaa 


aaatacataa 


tctttccata 


tgcattatga 


60 


tatatataaa 


actaaggtaa 


caagttgtga 


ggagtgggta 


ggttggcttg 


gatagtgggt 


120 



a <?gtagggtt 


ggaggaggca 


aatgatatgg 


tggaacaagg 


accttgaaat 


caatccaaaa 


180 


cccaggtttt 


cctaggaagg 


ccacccggaa 


cccatggtaa 


gccaactgtt 


gcgcagggat 


240 


agtgcctcag 


caggagactt 


ggcagaaggc 


agacagaagg 


aagatgggaa 


cactggtagt 


300 


cctggcagcg 


ttgaggaggc 


tccagcagag 


atccagtgct 


aagggcccta 


gaggggctgg 


360 


tggcatcccc 


tcaatcttgg 


tcctctctcc 


ccagagttgt 


gtgggacccc 


a gggtatcta 


420 


gcgccagaga 


tccttaaatg 


ctccatggat 


gaaacccacc 


caggctatgg 


caaggaggtc 


480 


gacctgtgag 


ttcctggtct 


ccccctccct 


cccgtgcttg 


ctgtcctttg 


ctgggtctgc 


540 


ccgtcaccta 


gtcccgcctg 


actccaatct 


cttttccaag 


ctctgggcct 


gtggggtgat 


600 


cttgttcaca 


ctcctggctg 


gctcgccacc 


cttctggcac 


cggcggcaga 


tcctgatgtt 


660 


acgcatgatc 


a tgg a gggcc 


agtaccagtt 


cagttccccc 


gagtgggatg 


accgttccag 


720 


cactgtcaaa 


gacctgatct 


ccaggctgct 


gcaggtggat 


cctgaggcac 


gcctgacagc 


780 


tgagcaggcc 


ctacagcacc 


ccttctttga 


gcgttgtgaa 


ggcagccaac 


cctggaacct 


840 


caccccccgc 


cagcggttcc 


gggtggcagt 


gtggacagtg 


ctggctgctg 


gacgagtggc 


900 


cctaagcacc 


catcgtgtac 


ggccactgac 


caagaatgca 


ctgttgaggg 


acccttatgc 


960 


gctgcggtca 


gtgcggcacc 


tcatcgacaa 


ctgtgccttc 


cggctctacg 


ggcactgggt 


1020 


aaagaaaggg 


gagcagcaga 


a ccgggcggc 


tctctttcag 


caccggcccc 


ctgggccttt 


1080 


tcccatcatg 


ggccctgaag 


aggagggaga 


ctctgctgct 


ataactgagg 


atgaggccgt 


1140 


gcttgtgctg 


ggctaggacc 


tcaaccccag 


ggattcccag 


gaagcagaac 


tctccagaag 


1200 


aagggttttg 


atcattccag 


ctcctctggg 


ctctggcctc 


a ggcccacta 


atgatcctgc 


1260 


taccctcttg 


aagaccagcc 


cggtacctct 


ctccccactg 


gccaggactc 


tgagatcaga 


1320 


gctggggtgg 


aagggagcca 


ttctgaacgc 


cacgcctggc 


ccggtcagtg 


ctgcatgcac 


1380 


tgcatatgaa 


ataaaatctg 


ctacacgcca 


gggaaaatga 


ggta 




1424 


<210> 29 

<211> 2027 

<212> DNA 

<213> Homo sapiens 












<400> 29 
gcggccgcgg 


agtatcctgg 


agctgcagac 


agtgcgggcc 


tgcgcccagt 


cccggctgtc 


60 


ctcgccgcga 


cccctcctca 


gccctgggcg 


cgcgcacgct 


ggggccccgc 


ggggctggcc 


120 


gcctagcgag 


cctgccggtc 


gaccccagcc 


a gcgcagcga 


cggggcgctg 


cctggcccag 


180 



gcgcacacgg 


aagtgcgctt 


ctctgaagta 


gctttggaaa 


gtagagaaga 


aaatccagtt 


240 


tgcttcttgg 


agaacactgg 


acagctgaat 


aaatgcagta 


tctaaatata 


aaagaggact 


300 


gcaatgccat 


ggctttctgt 


gctaaaatga 


ggagctccaa 


gaagactgag 


gtgaacctgg 


360 


aggcccctga 


gccaggggtg 


gaagtgatct 


tctatctgtc 


ggacagggag 


cccctccggc 


420 


tgggcagtgg 


agagtacaca 


gcagaggaac 


tgtgcatcag 


ggctgcacag 


gcatgccgta 


480 


tctctcctct 


ttgtcacaac 


ctctttgccc 


tgtatgacga 


gaacaccaag 


ctctggtatg 


540 


ctccaaatcg 


caccatcacc 


gttgatgaca 


agatgtccct 


ccggctccac 


taccggatga 


600 


ggttctattt 


caccaattgg 


catggaacca 


acgacaatga 


gcagtcagtg 


tggcgtcatt 


660 


ctccaaagaa 


gcagaaaaat 


ggctacgaga 


aaaaaaagat 


tccagatgca 


acccctctcc 


720 


ttgatgccag 


ctcactggag 


tatctgtttg 


ctcagggaca 


gtatgatttg 


gtgaaatgcc 


780 


tggctcctat 


tcgagacccc 


aagaccgagc 


aggatggaca 


tgatattgag 


aacgagtgtc 


840 


tagggatggc 


tgtcctggcc 


atctcacact 


atgccatgat 


gaagaagatg 


cagttgccag 


900 


aactgcccaa 


ggacatcagc 


tacaagcgat 


atattccaga 


aacattgaat 


aagtccatca 


960 


gacagaggaa 


ccttctcacc 


aggatgcgga 


taaataatgt 


tttcaaggat 


ttcctaaagg 


1020 


aatttaacaa 


caagaccatt 


tgtgacagca 


gcgtgtccac 


gcatgacctg 


aaggtgaaat 


1080 


acttggctac 


cttggaaact 


ttgacaaaac 


attacggtgc 


tgaaatattt 


gagacttcca 


1140 


tgttactgat 


ttcatcagaa 


aatgagatga 


attggtttca 


ttcgaatgac 


ggtggaaacg 


1200 


ttctctacta 


cgaagtgatg 


gtgactggga 


atcttggaat 


ccagtggagg 


cataaaccaa 


1260 


atgttgtttc 


tgttgaaaag 


gaaaaaaata 


aactgaagcg 


gaaaaaactg 


gaaaataaag 


1320 


acaagaagga 


tgaggagaaa 


aacaagatcc 


gggaagagtg 


gaacaatttt 


tcattcttcc 


1380 


ctgaaatcac 


tcacattgta 


ataaaggagt 


ctgtggtcag 


cattaacaag 


caggacaaca 


1440 


agaaaatgga 


actgaagctc 


tcttcccacg 


aggaggcctt 


gtcctttgtg 


tccctggtag 


1500 


atggctactt 


ccggctcaca 


gcagatgccc 


atcattacct 


ctgcaccgac 


gtggcccccc 


1560 


cgttgatcgt 


ccacaacata 


cagaatggct 


gtcatggtcc 


aatctgtaca 


gaatacgcca 


1620 


tcaataaatt 


gcggcaagaa 


ggaagcgagg 


aggggatgta 


cgtgctgagg 


tggagctgca 


1680 


ccgactttga 


caacatcctc 


atgaccgtca 


cctgctttga 


gaagtctgag 


caggtgcagg 


1740 


gtgcccagaa 


gcagttcaag 


aactttcaga 


tcgaggtgca 


gaagggccgc 


tacagtctgc 


1800 


acggttcgga 


ccgcagcttc 


cccagcttgg 


gagacctcat 


gagccacctc 


aagaagcaga 


1860 


tcctgcgcac 


ggataacatc 


agcttcatgc 


taaaacgctg 


ctgccagccc 


aagccccgag 


1920 



gttcgtctcc 


ctgtgccaga 


gccaggctgt 


atcccatcag 


taatgtgctg 


agacccagat 


1980 


cgaccaaaac 


acgctgactg 


acttaaacaa 


agtggaccct 


cccccca 




Z UZ7 


<210> 30 

<211> 1609 

<212> DNA 

<213> Homo sapiens 












<400> 30 
gccgcgctgg 


tggcggcggc 


gcgtcgttgc 


agttgcgcca 


tctgtcagga 


gcggagccgg 


b U 


cgaggagggg 


gctgccgcgg 


gcgaggagga 


ggggtcgccg 


cgagccgaag 


gccttcgaga 


120 


cccgcccgcc 


gcccggcggc 


gagagtagag 


gcgaggttgt 


tgtgcgagcg 


gcgcgtcctc 


ion 
180 


tcccaccccrg 


gcgcgccgcg 

J J ZJ 


cttctcccag 


cgcaccgagg 


accgcccggg 


cgcacacaaa 


240 


QCCQCCQCCC 


gcgccgcacc 


gcccgcggcc 


gccgcccgcg 


ccagggaggg 


attcggccgc 


300 


ccrggccgggg 

ZJ^ZJ ZJZJZJZ} 


acaccccggc 


gccgccccct 


cggtgctctc 


ggaaggccca 


ccggctcccg 


360 


qqcccqccqq 


ggaccccccg 


gagccgcctc 


ggccgcgccg 


gaggagggcg 


gggagaggac 


420 


catqtqaqtq 


qqctccqgaq 

3 J w ZJ ZJ ZJ 


cctcagcgcc 


gcgcagtttt 


tttgaagaag 


caggatgctg 


480 


atctaaacgt 


ggaaaaagac 


cagtcctgcc 


tctgttgtag 


aagacatgtg 


gtgtatataa 


540 


agtttgtgat 


cgttggcgga 

ZJ ZJ ZJ ZJ ZJ 


aattttggaa 


tttagataat 


gggctgtgtg 


caatgtaagg 


600 


ataaagaagc 


aacaaaactg 


acggaggaga 


gggacggcag 


cctgaaccag 


agctctgggt 


660 


accgctatgg 


cacagacccc 


acccctcagc 


actaccccag 


cttcggtgtg 


acctccatcc 


720 


ccaactacaa 


caacttccac 


gcagccgggg 


gccaaggact 


caccgtcttt 


ggaggtgtga 


780 


actcttcgtc 


tcatacgggg 


accttgcgta 


cgagaggagg 


aacaggagtg 


acactctttg 


840 


tggcccttta 


tgactatgaa 


gcacggacag 


aagatgacct 


gagttttcac 


aaaggagaaa 


900 


aatttcaaat 


attgaacagc 


tcggaaggag 


attggtggga 


agcccgctcc 


ttgacaactg 


960 


gagagacagg 


ttacattccc 


agcaattatg 


tggctccagt 


tgactctatc 


caggcagaag 


1020 


agtggtactt 


tggaaaactt 


ggccgaaaag 


atgctgagcg 


acagctattg 


tcctttggaa 


1080 


acccaagagg 


tacctttctt 


atccgcgaga 


gtgaaaccac 


caaaggtgcc 


tattcacttx 


1140 


ctatccgtga 


ttgggatgat 


atgaaaggag 


accatgtcaa 


acattataaa 


attcgcaaac 


1200 


ttgacaatgg 


tggatactac 


attaccaccc 


gggcccagtt 


tgaaacactt 


cagcagcttg 


1260 


tacaacatta 


ctcagagaga 


gctgcaggtc 


tctgctgccg 


cctagtagtt 


ccctgtcaca 


1320 


aagggatgcc 


aaggcttacc 


gatctgtctg 


tcaaaaccaa 


agatgtctgg 


gaaatccctc 


1380 



gagaatccct gcagttgatc aagagactgg gaaatgggca gtttggggaa gtatggatgg 1440 

gtatgctgag actcaattac tctcttatta gcttccccgt ttggaagatc ccaaacacca 1500 

aagatggaag gtgaaaataa agactgcgtg accgggaaga aagtttgaat tactaatagt 1560 

ggggaataat aatttcagtt ttggttttaa cattctggaa ttcctaaaa 1609 



<210> 31 

<211> 1995 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> - 

<222> (1) . . (1995) 

<223> "n" can be any nucleotide 'a', 'c' , 'g' or r t' 



<400> 31 

gccgcgctgg tggcggcggc gcgtcgttgc agttgcgcca tctgtcagga gcggagccgg 60 

cgaggagggg gctgccgcgg gcgaggagga ggggtcgccg cgagccgaag gccttcgaga 120 

cccgcccgcc gcccggcggc gagagtagag gcgaggttgt tgtgcgagcg gcgcgtcctc 180 

tcccgcccgg gcgcgccgcg cttctcccag cgcaccgagg accgcccggg cgcacacaaa 24 0 

gccgccgccc gcgccgcacc gcccgcggcc gccgcccgcg ccagggaggg attcggccgc 300 

cgggccgggg acaccccggc gccgccccct cggtgctctc ggaaggccca ccggctcccg 360 

ggcccgccgg ggaccccccg gagccgcctc ggccgcgccg gaggagggcg gggagaggac 420 

catgtgagtg ggctccggag cctcagcgcc gcgcagtttt tttgaagaag caggatgctg 480 

atctaaacgt ggaaaaagac cagtcctgcc tctgttgtag aagacatgtg gtgtatataa 540 

agtttgtgat cgttggcgga aattttgaca gggtctcact ctgtcaccca ggctgacacg 600 

atcatggctc actacaatct ctgccttcct gcctcaaggg ttcttccttg agcacctcag 66 0 

cctcccaagt agctgggacc acaggaattt agataatggg ctgtgtgcaa tgtaaggata 72 0 

aagaagcaac aaaactgacg gaggagaggg acggcagcct gaaccagagc tctgggtacc 780 

gctatggcac agaccccacc cctcagcact accccagctt cggtgtgacc tccatcccca 840 

actacaacaa cttccacgca gccgggggcc aaggactcac cgtctttgga ggtgtgaact 900 

cttcgtctca tacggggacc ttgcgtacga gaggaggaac aggagtgaca ctctttgtgg 960 

ccctttatga ctatgaagca cggacagaag atgacctgag ttttcacaaa ggagaaaaat 102 0 

ttcaaatatt gaacagctcg gaaggagatt ggtgggaagc ccgctccttg acaactggag 1080 



agacaggtta cattcccagc aattatgtgg ctccagttga ctctatccag gcagaagagt 1140 

ggtactttgg aaaacttggc cgaaaagatg ctgagcgaca gctattgtcc tttggaaacc 1200 

caagaggtac ctttcttatc cgcgagagtg aaaccaccaa aggtgcctat tcactttcta 1260 

tccgtgattg ggatgatatg aaaggagacc atgtcaaaca ttataaaatt cgcaaacttg 132 0 

acaatggtgg atactacatt accacccggg cccagtttga aacacttcag cagcttgtac 1380 

aacattactc agagagagct gcaggtctct gctgccgcct agtagttccc tgtcacaaag 1440 

ggatgccaag gcttaccgat ctgtctgtca aaaccaaaga tgtctgggaa atccctcgag 1500 

aatccctgca gttgatcaag agactgggaa atgggcagtt tggggaagta tggatgggta 156 0 

cctggaatgg aaacacaaaa gtagccataa agactcttaa accaggcaca atgtcccccg 1620 

aatcattcct tgaggaagcg cagatcatga agaagctgaa gcacgacaag ctggtccagc 1680 

tctatgcagt ggtgtctgag gagcccatct acatcgtcac cgagtatatg aacaaaggtt 1740 

gggcaacacc tctcctgtct ccagctcaca gtgccttaag gggttgttta ggggagagaa 1800 

atggaagttt cctacttgct acttttctag tttctgcctg ggtcaagtat tcccattagg 1860 

aaccaccagt tatgtgctcg ttaatgaaaa cattttttaa aacagactaa ccttgcgttt 1920 

accccacccc aaatccttat gaaatgccaa atacttttta catgttatgt gtgtcagaaa 1980 

ttcatncttc tntcc 1995 

<210> 32 

<211> 2590 

<212> DNA 

<213> Homo sapiens 

<400> 32 

gcacgagact ggaactgcct gcggggcatt gggagcgccc agacctggag ctgctggaaa 60 

gagtacccag caagggagag cctgggactt ggagctgcta gagaagggtg ctgggagcct 120 

cccgcttacg tatggaaagt gtctttgtct ctcctggagc tgcacaagag gaggaaagcc 180 

ctgactgagc ctgaggcccg atactaccta cggcaaattg tgcttggctg ccagtacctg 240 

caccgaaacc gagttattca tcgagacctc aagctgggca accttttcct gaatgaagat 3 00 

ctggaggtga aaatagggga ttttggactg gcaaccaaag tcgaatatga cggggagagg 360 

aagaagaccc tgtgtgggac tcctaattac atagctcccg aggtgctgag caagaaaggg 420 

cacagtttcg aggtggatgt gtggtccatt gggtgtatca tgtatacctt gttagtgggc 480 

aaaccacctt ttgagacttc ttgcctaaaa gagacctacc tccggatcaa gaagaatgaa 540 



tacagtattc 


ccaagcacat 


caaccccgtg 


gccgcctccc 


tcatccagaa 


gatgcttcag 


600 


acagatccca 


ctgcccgccc 


aaccattaac 


gagctgctta 


atgacgagtt 


ctttacttct 


660 


ggctatatcc 


ctgcccgtct 


ccccatcacc 


tgcctgacca 


ttccaccaag 


gttttcgatt 


720 


gctcccagca 


gcctggaccc 


cagcaaccgg 


aagcccctca 


cagtcctcaa 


taaaggcttg 


780 


gagaaccccc 


tgcctgagcg 


tccccgggaa 


aaagaagaac 


cagtggttcg 


agagacaggt 


840 


gaggtggtcg 


actgccacct 


cagtgacatg 


ctgcagcagc 


tgcacagtgt 


caatgcctcc 


900 


aagccctcgg 


agcgtgggct 


ggtcaggcaa 


gaggaggctg 


aggatcctgc 


ctgcatcccc 


960 


atcttctggg 


tcagcaagtg 


ggtggactat 


tcggacaagt 


acggccttgg 


gtatcagctc 


1020 


tgtgataaca 


gcgtgggggt 


gctcttcaat 


gactcaacac 


gcctcatcct 


ctacaatgat 


1080 


ggtgacagcc 


tgcagtacat 


agagcgtgac 


ggcactgagt 


cctacctcac 


cgtgagttcc 


1140 


catcccaact 


ccttgatgaa 


gaagatcacc 


ctccttaaat 


atttccgcaa 


ttacatgagc 


1200 


gagcacttgc 


tgaaggcagg 


tgccaacatc 


acgccgcgcg 


aaggtgatga 


gctcgcccgg 


1260 


ctgccctacc 


tacggacctg 


gttccgcacc 


cgcagcgcca 


tcatcctgca 


cctcagcaac 


1320 


ggcagcgtgc 


agatcaactt 


cttccaggat 


cacaccaagc 


tcatcttgtg 


cccactgatg 


1380 


gcagccgtga 


cctacatcga 


cgagaagcgg 


gacttccgca 


cataccgcct 


gagtctcctg 


1440 


gaggagtacg 


gctgctgcaa 


ggagctggcc 


agccggctcc 


gctacgcccg 


cactatggtg 


1500 


gacaagctgc 


tgagctcacg 


ctcggccagc 


aaccgtctca 


aggcctccta 


atagctgccc 


1560 


tcccctccgg 


actggtgccc 


tcctcactcc 


cacctgcatc 


tggggcccat 


actggttggc 


1620 


tcccgcggtg 


ccatgtctgc 


agtgtgcccc 


ccagccccgg 


tggctgggca 


gagctgcatc 


1680 


atccttgcag 


gtgggggttg 


ctgtataagt 


tatttttgta 


catgttcggg 


tgtgggttct 


1740 


acagccttgt 


ccccctcccc 


ctcaacccca 


ccatatgaat 


tgtacagaat 


atttctattg 


1800 


aattcggaac 


tgtcctttcc 


ttggctttat 


gcacattaaa 


cagatgtgaa 


tattcttttt 


1860 


cttgtatttc 


ctgaggggtg 


ccagggcctg 


ggatccagcg 


aacatctctg 


cttcatcagc 


1920 


cccaggctgc 


ccagcctctg 


ccagtcttgt 


gggggaaagg 


gggtgacagt 


gtctctctgt 


1980 


ggaccaggct 


ggagtgcagt 


ggcatgatcc 


tggctcactg 


cagcctcgaa 


ctcctgggct 


2040 


caagtgattc 


tcccacctca 


gcctcccaag 


cagctgggac 


tacaggcgtg 


cgccaccatg 


2100 


cctggctaat 


tttacaaatt 


ttttgtagaa 


atggggtgtt 


gccatgttgg 


ccaggctggt 


2160 


ctcgaactcc 


tgagctcaag 


tgatcctctc 


actcagcctc 


ccaaaatgct 


gggattacag 


2220 



gtgtgagcca 


ctgcacccag 


cctgattctg 


aggccagcca 


caggctcagc 


tcttcagtga 


2280 


gccagcacgg 


agaccatctg 


tgtggcatcc 


agcccacctc 


acctccctgt 


ggccccaggg 


2340 


satggctcct 


ggcctctgag 


tctggcgggt 


agtagggcag 


gaagaggctc 


tcagaggcgc 


2400 


agctcctcat 


ggctcggtgc 


gtgtggagga 


gcagccgtgg 


ggagcggttt 


gtgagtactg 


2460 


gacgaagcca 


tcaggacttg 


gcgagtgcct 


gtcgcacctc 


aactgggagc 


ttcttgtatg 


2520 


gtgcctcttg 


tctcacagca 


cggagcaggt 


ctcgcactga 


tgtcccctta 


tagggaccgg 


2580 


actttctcag 












2590 


<210> 33 

<211> 1096 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) 
<223> "n" 


(1096) 
can be any 


nucleotide 


'a', »c' , 


•g» or 't» 






<400> 33 
ggctcctgga 


tccggctacc 


tggcagaggc 


tcctggccac 


tgttcgcagg 


tcttcccttg 


60 


ctctgaaagc 


agcagaggct 


ctgctcacgg 


gcaggctagg 


ctttcatcac 


ggtaggatag 


120 


ggaaggccat 


ggctctgttg 


cctccttttc 


ttgcctctca 


cagattggaa 


gtatctaggg 


180 


acagtgggtg 


gctaggacag 


tgctggctgc 


agggggtctg 


ggagcgtkgg 


cctcacagtg 


240 


gccttctcta 


tcctctgcaa 


caccctccag 


ccgaattctc 


aacatacctc 


aacttctgcc 


300 


gctccctgcg 


gtttgacgac 


aagcccgact 


actcttacct 


acgtcagctc 


ttccgcaacc 


360 


tcttccaccg 


gcagggcttc 


tcctatgact 


acgtctttga 


ctggaacatg 


ctgaaattcg 


420 


gggcttcctc 


gagccaggct 


cagccccgtg 


acagccccat 


gacagcgaag ggacctttct 


480 


gtccccgccc 


ctgtccctgt 


gctgggccca 


cgtactcacc 


cacgtactgg 


tgcccggctc 


540 


ccctgggcac 


ccagagcccc 


ccagataggc 


cggtggagga 


ggtggaggag 


ctgtcccccc 


600 


aaaactactg 


gcctgtggtc 


tggactccag 


ggccccattt 


ctgatgtcgc 


caggtgtgcc 


660 


tgagcccatc 


ggggccaggc 


ctgaggaagt 


gtttcttggg 


aggatgggat 


gaccccctgt 


720 


tcccaagaga 


tggcagcaca 


gtggaggcca 


tggtggaaaa 


ggccctgcca 


tggggtcctt 


780 


gagggccagg 


acagcctgag 


ggagggatgg 


tggccactgc 


ccacaagggg 


cctggtggga 


840 


acgggtccca 


ggacagactc 


atagctagac 


cccgttggcg 


gcctctgtgt 


tgaaccagaa 


900 



ctcattaaac 


acctcctctt 


gcttcaaaaw 


rgtgtgcctc 


tttcatggca 


gggccctcag 


960 


ccaccctgct 


agatggttag 


gaccaaggct 


ctgttctcct 


ggaagccaag 


gtcggcacat 


1020 


tggtcttggg 


cttctcttct 


ctctgggttt 


cttgttcact 


aaggagtaac 


acagaggtca 


1080 


ggcagagaat 


gggggg 










1096 


<210> 34 

<211> 940 

<212> DNA 

<213> Homo sapiens 












<400> 34 
ggctcctgga 


tccggctacc 


tggcagaggc 


tcctggccac 


tgttcgcagg 


tcttcccttg 


60 


ctctgaaagc 


agcagaggct 


ctgctcacgg 


gcaggctagg 


ctttcatcac 


ggtaggatag 


120 


ggaaggccat 


ggctctgttg 


cctccttttc 


ttgcctctca 


cagattggaa 


gtatctaggg 


180 


acagtgggtg 


gctaggacag 


tgctggctgc 


agggggtctg 


ggagcgtkgg 


cctcacagtg 


240 


gccttctcta 


tcctctgcaa 


caccctccag 


ccgaattctc 


aacatacctc 


aacttctgcc 


300 


gctccctgcg 


gtttgacgac 


aagcccgact 


actcttacct 


acgtcagctc 


ttccgcaacc 


360 


tcttccaccg 


gcagggcttc 


tcctatgact 


acgtctttga 


ctggaacatg 


ctgaaattcg 


420 


gggcttcctc 


gagccaggct 


cagccccgtg 


acagccccat 


gacagcgaag 


ggacctttct 


480 


gtccccgccc 


ctgtccctgt 


gctgggccca 


cgtactcacc 


cacgtactgg 


taaggatcct 


540 


ctgaggtctg 


gcttttccaa 


aatttgccac 


ttgaccagtg 


agcgcaggag 


gccatggtgg 


600 


aaaaggccct 


gccatggggt 


ccttgagggc 


caggacagcc 


tgagggaggg 


atggtggcca 


660 


ctgcccacaa 


ggggcctggt 


gggaacgggt 


cccaggacag 


actcatagct 


agaccccgtt 


720 


ggcggcctct 


gtgttgaacc 


agaactcatt 


aaacacctcc 


tcttgcttca 


aaawrgtgtg 


780 


cctctttcat 


ggcagggccc 


tcagccaccc 


tgctagatgg 


ttaggaccaa 


ggctctgttc 


840 


tcctggaagc 


caaggtcggc 


acattggtct 


tgggcttctc 


ttctctctgg 


gtttcttgtt 


900 


cactaaggag 


taacacagag 


gtcaggcaga 


gaatgggggg 






940 


<210> 35 

<211> 951 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) . 
<223> n n M 


. . (951) 
can be any 


nucleotide 


•a', »c» , 


! g' or 't' 







<400> 35 
ggctcctgga 


tccggctacc 


tggcagaggc 


tcctggccac 


tgttcgcagg 


tcttcccttg 


60 


ctctgaaagc 


agcagaggct 


ctgctcacgg 


gcaggctagg 


ctttcatcac 


ggtaggatag 


120 


ggaaggccat 


ggctctgttg 


cctccttttc 


ttgcctctca 


cagattggaa 


gtatctaggg 


180 


acagtgggtg 


gctaggacag 


tgctggctgc 


agggggtctg 


ggagcgtkgg 


cctcacagtg 


240 


gccttctcta 


tcctctgcaa 


caccctccag 


ccgaattctc 


aacatacctc 


aacttctgcc 


300 


gctccctgcg 


gtttgacgac 


aagcccgact 


actcttacct 


acgtcagctc 


ttccgcaacc 


360 


tcttccaccg 


gcagggcttc 


tcctatgact 


acgtctttga 


ctggaacatg 


ctgaaattcg 


420 


gcggccccct 


tcctgccagc 


cccctgccct 


tccctgtgga 


cggccccagg 


atgaactagg 


480 


gtgcagcccg 


gaatcccgag 


gatgtggacc 


gggagcggcg 


agaacacgaa 


cgcgaggaga 


540 


ggatggggca 


gctacggggg 


tccgcgaccc 


gagccctgcc 


ccctggccca 


cccacggggg 


600 


ccactgccaa 


ccggctccgc 


agtgccgccg 


agcccgtggc 


ttccacgcca 


gcctcccgca 


660 


tccagccggc 


tggcaatact 


tctcccagag 


cgatctcgcg 


ggtcgaccgg 


gagaggaagg 


720 


tgagtatgag 


gctgcacagg 


ggtgcgcccg 


ccaacgtctc 


ctcctcagac 


ctcactgggc 


780 


ggcaagaggt 


ctcccggatc 


ccagcctcac 


agacaagtgt 


gccatttgac 


catctcggga 


840 


agtgaggaga 


gcccccattg 


gaccagtgtt 


tgcttagtgt 


cttcactgta 


ttttctttaa 


900 


aaamaaaaam 


aaaaawaaam 


srcmaaaakw 


acmacwmaaa 


aacccagcac 


a 


951 


<210> 36 

<211> 2063 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) , 
<223> "n" 


. . (2063) 
can be any 


nucleotide 


'a', 'C , 


'g' or ' f 






<400> 36 
gcggccgccg 


gaaaagcgct 


tcggccacat 


ccagcagcag 


tagcagccgc 


aaggaccggg 


60 


actcgaaggc 


ccaccgcagc 


cggactaagt 


cgtccaagga 


gccgccttcg 


gcctacaagg 


120 


aaccgcccaa 


ggcctaccgg 


gaggacaaga 


ccgagcctaa 


ggcctacagg 


cggcggcggt 


180 


ccctcagccc 


actgggaggc 


cgggacgaca 


gcccggtgtc 


ccacagggcc 


tctcagagcc 


240 


tgaggagccg 


caagtccccc 


agcccggcag 


gaggtggcag 


cagcccctat 


tctcggcggc 


300 



tgccgcgctc 


cccgagcccc 


tacagtcgcc 


gccgctcccc 


cagctacagc 


cgccacagct 


i ez r\ 
joU 


cctacgagcg 


ggg cggcgac 


gtgtccccta 


gtccctacag 


cagcagcagc 


uggcgccgcu 


a o n 
ft ^ u 


ctcgcagtcc 


ctacagccct 


gtgctcagac 


ggtctggaaa 


atcccgaagc 


agaagecegt 


a q n 
ft o u 


atccatctag 


gcattcaaga 


tctcgtagca 


ggcacagatt 


gtctagatcc 


agaagtegtc 


Dfl U 


attctagtat 


ttctcctagc 


acactaactc 


tgaagagtag 


cctggcagct 


gaattgaaca 


oUU 


agaataaaaa 


agcacgagca 


gcagaggcag 


caagagccgc 


agaagcag eg 


aaagctgcag 


C C A 

o b U 


aagcaactaa 


ggctgctgag 


gctgctgcca 


aggctgcaaa 


agcttcaaac 


acttctacac 


Tin 


ctaccaaggg 


gaacacggaa 


actagtgcca 


gtgcatcaca 


aacaaaccat 


gtgaaggatg 


/oU 


tgaagaaaat 


taaaattgaa 


catgcacctt 


ctccctcaag 


tggtggaact 


ttaaaaaatg 


840 


acaaagcaaa 


aacaaagcca 


cctcttcagg 


taacgaaggt 


ggaaaataat 


ttgattgtag 


900 


ataaagccac 


caagaaagca 


gtcatagttg 


gaaaggagag 


taaatctget 


gctacaaagg 


960 


aggaatcagt 


atctcttaaa 


gagaaaacca 


aaccacttac 


accaagcata 


gg^gecaagg 


1020 


agaaggagca 


acatgtagct 


ttagtcacct 


ctacattacc 


accgttacct 


ttgcctccca 


1080 


tgctgcctga 


agataaagaa 


gctgatagct 


tacgaggaaa 


tatttcagta 


aaagcagtta 


1140 


aaaaagaagt 


agaaaagaaa 


ctccgatgtc 


ttcttgctga 


tttaccgctg 


ccccctgagc 


1200 


taccaggagg 


agatgatctt 


tcaaagagtc 


cagaggaaaa 


gaaaacagca 


acacagttac 


1260 


atagtaaaag 


gaggcctaag 


tatgtgcttg 


ctttctacct 


gctcttaaat 


tgaccagcag 


1320 


^ - - A—. i_ ^_ ^ _n_- n. _n_. 

tgattctggg 


tcatcagaag 


ttcataaaac 


actaaattaa 


ggtttaaaat 


aaaaaatgta 


1380 


cttattcttt 


caacttaaat 


atatgaattc 


tattagagtt 


ttgaaaaaaa 


teataactge 


1440 


ttgcattcct 


attcacaatg 


actaataaaa 


ccaaatttaa 


ttttewcteg 


taatttgtaa 


1500 


tgtattaatt 


tcctggggta 


ttgtatatgt 


taaagatact 


ttctgttatt 


aagagattga 


1560 


aataacacaa 


acactgaaat 


tgggcagagt 


agaagtcagc 


atttagtgag 


accaaataaa 


1620 


atxagtaatg 


ggcaagctgc 


uguttcctxt 


gc tec cage t 


ccattttctc 


ccataaacaa 


icon 


atacattctt 


cactttgcaa 


gagatggagt 


agaagaagtt 


ttgaaatttg 


tatcctaaat 


1 / 4U 


tagcttcaag 


taagtgccta 


aagagacctc 


tttcccttaa 


aacctgttaa 


tcagttaaag 


1800 


gcggggaaca 


ctggtgcctt 


tttttttttt 


tttttttaac 


ttcttaacca 


agggacagtg 


1860 


aagactttaa 


gttagatctg 


attttagaat 


tgcagttgag 


gtagtgccta 


gtgtgtgaat 


1920 


ttgaggtcat 


tttctaaact 


ggccgggcac 


agtggctcat 


gectgtaate 


ccagcacttt 


1980 



gggaggccca 


ggtgggagaa 


tcacttgagt 


ccaggagttt 


gataccagcc 


tgagcaacac 


2040 


agggaacccc 


atctctacca 


aaa 








2063 


<210> 37 

<211> 1393 

<212> DNA 

<213> Homo sapiens 












<400> 37 
ggccgggctt 


gcgcagcgct 


aggctcctcg 


ccgctcctag 


tctgcggcgg 


cggcggcggg 


60 


gagggcgcgg 


ccgcgggcgg 


ggctgagggc 


ggcgggggcg 


ggccgcccga 


gctgggaggg 


120 


cggcggcgcc 


gaggggagga 


gagcggccca 


tggacccgcg 


gggcccggcg 


ccccagactc 


180 


tgcgccgtcg 


ggacggagcc 


caagatgtcg 


gcctaggccg 


gggcgcgacg 


acgcggacgg 


240 


ggcggcgagg 


aggcgccgct 


gctgccgggg 


ctcgcagccg 


ccgagccccc 


gagggcgcgc 


300 


cctgacggac 


tggccgagcc 


ggcggtgaga 


ggccggcgcg 


tcgggagcgg 


gccgcgcggc 


360 


accatgtcgg 


ccaaggtgcg 


gctcaagaag 


ctggagcagc 


tgctcctgga 


cgggccctgg 


420 


cgcaacgaga 


gcgccctgag 


cgtggaaacg 


ctgctcgacg 


tgctcgtctg 


cctgtacacc 


480 


gagtgcagcc 


actcggccct 


gcgccgcgac 


aagtacgtgg 


ccgagttcct 


cgagtgggct 


54 0 


aaaccattta 


cacagctggt 


gaaagaaatg 


cagcttcatc 


gagaagactt 


tgaaataatt 


600 


aaagtaattg 


gaagaggtgc 


ttttggtgag 


gttgctgttg 


tcaaaatgaa 


gaatactgaa 


660 


cgaatttatg 


caatgaaaat 


cctcaacaag 


tgggagatgc 


tgaaaagagc 


agagaccgcg 


720 


tgcttccgag 


aggag eg eg a 


tgtgctggtg 


aacggcgact 


gccagtggat 


caccgcgctg 


780 


cactacgcct 


ttcaggacga 


gaaccacctg 


tacttagtca 


tggattacta 


tgtgggtggt 


840 


gatttactga 


ccctgctcag 


caaatttgaa 


gacaagcttc 


cggaagatat 


ggcgaggttc 


900 


tacattggtg 


aaatggtgct 


ggccattgac 


tccatccatc 


agcttcatta 


cgtgcacaga 


960 


gacattaaac 


ctgacaatgt 


ccttttggac 


gtgaatggtc 


atatccgcct 


ggctgacttt 


1020 


ggatcatgtt 


tgaagatgaa 


tgatgatggc 


actgtgcagt 


cctccgtggc 


cgtgggcaca 


1080 


cctgactaca 


tctcgccgga 


gatcctgcag 


gcgatggagg 


acggcatggg 


caaatacggg 


1140 


cctgagtgtg 


actggtggtc 


tctgggtgtc 


tgcatgtatg 


agatgctcta 


tggagaaacg 


1200 


ccgttttatg 


cggagtcact 


cgtggagacc 


tatgggaaga 


tcatgaacca 


tgaagagcga 


1260 


ttccagttcc 


catcccatgt 


cacggatgta 


tctgaagaag 


cgaaggacct 


catccagaga 


1320 


ctgagttgca 


tccaaagaac 


accataccta 


cagtgaagca 


tgggggaaac 


atcatgcttt 


1380 



ggggctgttt ttc 



1393 



<210> 38 

<211> 1244 

<212> DNA 

<213> Homo sapiens 

<400> 38 

ggccgggctt gcgcagcgct aggctcctcg ccgctcctag tctgcggcgg cggcggcggg 60 

gagggcgcgg ccgcgggcgg ggctgagggc ggcgggggcg ggccgcccga gctgggaggg 120 

cggcggcgcc gaggggagga gagcggccca tggacccgcg gggcccggcg ccccagactc 180 

tgcgccgtcg ggacggagcc caagatgtcg gcctaggccg gggcgcgacg acgcggacgg 240 

ggcggcgagg aggcgccgct gctgccgggg ctcgcagccg ccgagccccc gagggcgcgc 300 

cctgacggac tggccgagcc ggcggtgaga ggccggcgcg tcgggagcgg gccgcgcggc 360 

accatgtcgg ccaaggtgcg gctcaagaag ctggagcagc tgctcctgga cgggccctgg 420 

cgcaacgaga gcgccctgag cgtggaaacg ctgctcgacg tgctcgtctg cctgtacacc 480 

gagtgcagcc actcggccct gcgccgcgac aagtacgtgg ccgagttcct cgagtgggct 540 

aaaccattta cacagctggt gaaagaaatg cagcttcatc gagaagactt tgaaataatt 600 

aaagtaattg gaagaggtgc ttttggtgag gttgctgttg tcaaaatgaa gaatactgaa 660 

cgaatttatg caatgaaaat cctcaacaag tgggagatgc tgaaaagagc agagaccgcg 720 

tgcttccgag aggagcgcga tgtgctggtg aacggcgact gccagtggat caccgcgctg 780 

cactacgcct ttcaggacga gaaccacctg tacttagtca tggattacta tgtgggtggt 840 

gatttactga ccctgctcag caaatttgaa gacaagcttc cggaagatat ggcgaggttc 900 

tacattggtg aaatggtgct ggccattgac tccatccatc agcttcatta cgtgcacaga 960 

gacattaaac ctgacaatgt ccttttggac gtgaatggtc atatccgcct ggctgacttt 1020 

ggatcatgtt tgaagatgaa tgatgatggc actgtaggta tttttgttgg agattttcca 1080 

tttggttttg ggtttggcat atagtcagaa gggaagtttt caatttgagg tacaattaag 114 0 

aaaccaagta tattaattca gaaaatgaat ccattttgga gatagttgaa attttctgtt 12 00 

tggggagttt tgtttcccaa ataaaaatta agttggaaag caaa 1244 
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<400> 39 

gaattcccct gtgttagacg gtacaggtgg aagaagactg ctgtgtgcag gaggaatttg 6 0 

cagtgagact tcaaggaaga gaataagctc gccacataaa gaggaaacaa agagcaaccc 12 0 

agagttcaga cccaggaagc ggccgggagg gcaggagcga atcgggccgc cgccgccatg 180 

gagctgagag tcgggaacag gtaccggctg ggccggaaga tcggcagcgg ctccttcgga 240 

gacatctatc tcgtgggcat ccccaccatc agatggtgcg gggcagaggg ggactacaac 300 

gtcatggtga tggagctgct ggggccaagc ctggaggacc tcttcaactt ctgctccagg 36 0 

aaattcagcc tcaaaaccgt cctgctgctt gctgaccaaa tgatcagtcg catcgaatac 42 0 

attcattcaa agaacttcat ccaccgggat gtgaagccag acaacttcct catgggcctg 480 

gggaagaagg gcaacctggt gtacatcatc gacttcgggc tggccaagaa gtaccgggat 540 

gcacgcaccc accagcacat cccctatcgt gagaacaaga acctcacggg gacggcgcgg 600 

tacgcctcca tcaacacgca ccttggaatt gaacaatccc gaagagatga cttggagtct 66 0 

ctgggctacg tgctaatgta cttcaacctg ggctctctcc cctggcaggg gctgaaggct 72 0 

gccaccaaga gacagaaata cgaaaggatt agcgagaaga aaatgtccac ccccatcgaa 780 

gtgttgtgta aaggctaccc ttccgaattt gccacatacc tgaatttctg ccgttccttg 840 

cgttttgacg acaagcctga ctactcgtac ctgcggcagc ttttccggaa tctgttccat 900 

cgccagggct tctcctatga ctacgtgttc gactggaaca tgctcaaatt tggtgccagc 96 0 

cgggccgccg atgacgccga gcgggacgca agggaccgag aggagcggct gagacactcg 102 0 

cggaacccgg ctacccgcgg cctcccttcc acagcctccg gccgcctgcg ggggacgcag 1080 

gaaagtggct ccccccacac ccctcacccc tacctcacac acggctaaca cctccccccg 1140 

gcccgtctcc ggcatggaga gagagcggaa agtgagtatg cggctgcacc gcggggcccc 1200 

cgtcaacatc tcctcgtccg acctcacagg ccgacaagat acctctcgca tgtccacctc 1260 

acagattcct ggtcgggtgg cttccagtgg tcttcagtct gtcgtgcacc gatgagaact 1320 

ctccttattg ctgtgaaggg cagacaatgc atggctgatc tactctgtta ccaatggctt 1380 

tactagtgac acgtcccccg gtctaggatc gaaatgttaa caccgggagc tctccaggcc 1440 

actcacccag cgacgctcgt gggggaaaca tactaaacgg acagactcca agagctgcca 1500 

ccgctggggc tgcactgcgg ccccccacgt gaactcggtt gtaacggggc tgggaagaaa 1560 

agcagagaga gaattgcaga gaatcagact ccttttccag ggcctcagct ccctccagtg 162 0 

gtggccgccc tgtactccct gacgattcca ctgtaactac caatcttcta cttggttaag 1680 



acagttttgt 


atcattttgc 


taaaaattat 


tggcttaaat 


ctgtgtaaag 


aaaatctgtc 


1740 


tttttattgt 


ttcttgtctg 


tttttgcagt 


cttacaaaaa 


aaatgttgac 


taaggaattc 


1800 


tgagacaggc 


tggcttggag 


ttagtgtatg 


aggtggagtc 


gggcagggag 


aaggtgcagg 


1860 


tggatctcaa 


gggtgtgtgc 


tgtgtttgtt 


ttgcagtgtt 


ttattgtccg 


ctttggagag 


1920 


gagatttctc 


atcaaaagtc 


cgtggtgtgt 


gtgtgtgccc 


gtgtgtggtg 


ggacctcttc 


1980 


aacctgattt 


tggcgtctca 


ccctccctcc 


tcccgtaatt 


gacatgcctg 


ctgtcaggaa 


2040 


ctcttgaggc 


cctcggagag 


cagttaggga 


ccgcagctgc 


cgcggggcag 


gggtgcagtg 


2100 


ggtgttacca 


gggcaaagca 


ctgcgcgctt 


cttccccagg 


gaggtgggca 


ggcagctgag 


2160 


agcttggaag 


cagaggcttt 


gagaccctag 


caggacaatt 


gggagtccca 


ggattcaagg 


2220 


tggaagatgc 


gtttctggtc 


ccttgggaga 


ggactgtgaa 


ccgagagtgg 


ttactgtagt 


2280 


gtttgttgcc 


ttgctgcctt 


tgcactcagt 


ccattttctc 


agcactcaat 


gctcctgtgc 


2340 


ggattggcac 


tccgtctgta 


tgaatgcctg 


tgcttaaaac 


caggagcggg 


gctgtccttg 


2400 


ccacgtgcca 


agactagctc 


agaaaagccg 


gcaggmsrra 


aggacccacc 


ctgaggtgcc 


2460 


aaggagcagg 


tgactctccc 


aaccggaccc 


agaaccttca 


cggccagaaa 


gtagagtctg 


2520 


cgctgtgacc 


ttctgttggg 


cgcgtgtctg 


ttggtcagaa. 


gtgaagcagc 


gtgcgtgggg 


2580 


gccgagtccc 


accagaaggc 


aggtggcctc 


cgtgagctgg 


tgctgcccca 


ggctccatgc 


2640 


tgctgtgccc 


tgaggttccc 


aggatgcctt 


ctcgcctctc 


actccgcagc 


acttgggcgg 


2700 


tagcagtggc 


catgtgctcc 


caaccccaat 


gcgcagggca 


gtctgtgttc 


gtgggcactt 


2760 


cggctggacc 


ccatcacgat 


ggacgatgtt 


ccctttggac 


tctagggctt 


cgaaggtgtg 


2820 


caccttggtt 


ctcccttctc 


ctccccagag 


ttccccggat 


gccataactg 


gctggcgtcc 


2880 


cagaacacag 


ttgttcaccc 


ccccaccagc 


tggctggccg 


tctgcctgag 


cccatggatg 


2940 


ctttctcaat 


cctaggctgg 


ttactgtgta 


agcgttttgg 


agtacggggc 


cttgagcggg 


3000 


tgggagctgt 


gtgttgaagt 


acagagggag 


gttggggtgg 


gtcagagccg 


agttaagaga 


3060 


ttttctttgt 


tgctggaccc 


cttcttgaag 


gtagacgtcc 


cccacccgga 


gagacgtckm 


3120 


scttswrgaa 


rgkgscgcaa 


. gtttgctttt 


gtaaatatct 


gtggtcccga 


t 
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<400> 40 



cggggatgtg 


tggagtggtg 


gtcagctcta 


acgtgtccct 


tgcagacttt 


cgcagctcca 


60 


tcattcgatg 


acaagattct 


ggaggtggtc 


gccgtgttcg 


gcagcatgca 


gatggccgtc 


120 


tctcgagtca 


tcaggctaca 


gcatcatcgg 


atcgcccagt 


gtcgcacggt 


gaagatctcc 


180 


atccttgggg 


atgagggcgt 


gcctgtgcag 


gtggacggag 


aggcctgggt 


ccagccgcca 


240 


gggtacattc 


ggattgtcca 


caagaaccgg 


gcacagacac 


tgaccagaga 


cagggcattt 


300 


gagagcaccc 


tgaagtcctg 


ggaagacaag 


cagaagtgcg 


agctgccccg 


ccctccatcc 


360 


tgttccctgc 


acccggagat 


gctgtccgag 


gaggaggcca 


cccagatgga 


ccagtttggg 


420 


caggcagcag 


gggtcctcat 


tcacagtatc 


cgagaaatag 


ctcagtctca 


ccgggacatg 


480 


gagcaggaac 


tggcccacgc 


cgtcaatgcc 


agctccaagt 


ccatggaccg 


tgtgtatggc 


540 


aagcccagaa 


ccacagaggg 


gctcaactgc 


agcttcgtcc 


tggaaatggt 


gaataacttc 


600 


agagctctgc 


gcagtgagac 


ggagctgctg 


ctgtctggga 


agatggccct 


gcagctggat 


660 


ccgcctcaga 


aggagcagct 


ggggagtgct 


cttgccgaga 


tggaccgaca 


gctcaggagg 


720 


ctggcagaca 


ccccgtggct 


ctgccagtcc 


gcagagcccg 


gcgacgaaga 


gagtgtgatg 


780 


ctggatcttg 


ccaagcgcag 


tcgcagtggt 


aaattccgcc 


tcgtgaccaa 


gtttaaaaag 


840 


gagaaaaaca 


acaagaacaa 


agaagctcac 


agtagcctgg 


gagccccggt 


tcacctctgg 


900 


gggacagagg 


aggttgctgc 


ctggctggag 


cacctcagtc 


tctgtgagta 


taaggacatc 


960 


ttcacacggc 


acgacatccg 


gggctctgag 


ctcctgcacc 


tggagcggag 


ggacctcaag 


1020 


gacctgggcg 


tgaccaaggt 


gggccacatg 


aagaggatcc 


tgtgtggcat 


caaggagctg 


1080 


agccgcagcg 


cccccgccgt 


cgaggcctag 


cctctgtcct 


ctcagcctgt 


ggcctccaca 


1140 


tccccgccgc 


cgaggcctag 


cctccgccct 


ctcagcctgt 


ggcctctgcg 


cctcctgcca 


1200 


ctgaggccct 


gggcagatgc 


tgcagcccgc 


ccccttctca 


tggtgctact 


tcctctgtca 


1260 


gctacagaaa 


gcctccgtga 


caccgtccac 


cagagctctg 


gggtctcgaa 


cataacaaca 


1320 


cagctacctt 


tgaaacaaca 


ctttctccag 


ctcagagtca 


cctggggcac 


atgtgtcacg 


1380 


gccactcagc 


tctcgcccgc 


ctgtgctgtg 


ggccagggaa 


tccagcggcg 


tctggcctcc 


1440 


tgggcactgc 


ttgcctggcc 


tcgtgcttgg 


attgtcccgg 


gggctcctct 


ccgtgtgtcc 


1500 


ttctgtggcc 


gcaccgtgtg 


gctccgcctc 


ctggccccca 


gccagttctc 


agaaacgtgg 


1560 


ctggggccca 


gcacagcagc 


ctgcaagggc 


ccctgtttgt 


tgatgcagct 


tttgttgaac 


1620 


aaaaatcgtg 


ctctttcctg 


gtttgaaagt 


agcatggatg 


tttccagtct 


tgttgattgt 


1680 


aatttgacgt 


gaagagaaaa 


aaaaattcct 


cctgcgtgag 


ccaaggcagc 


gggtgctgtt 


1740 



tcccaggcag 


ggagcccctc 


cccggguguc 


acagggcccg 


tyctcctccc 


4- f*% /*t +- /-» /-i ^ 4— f-\ /-» 

LCCtCCatCC 




+— /—% ^ ^ y""* ^ y"**! y"*^ 

tCtCCCCtCC 


y*l y*T y~* y^t /*i 4"" y^* /~1 

cgctcctccc 


fr* y"< y^t y™l y~1 ^ /™t ^ 

LCCCCCCoCt 


gtgggctggg 


ydcytuty tt 


ttttty tttc 


i pen 


CyyaCgCuCL 


aggcgaguuc 


agcucggggr. 


y egagegaga 


Cayctcycca 


etc* t" t~ e+e*c+ 

yctytatccc 




tgcagacaga 


✓T/^c ^ V- yr ^ 4— 4~ 

ggacgcgugc 


cca cat. gage 


y l LCCuycyc 


f~T ST /~T --3 +— /-l 4— 

ggga.aau.yct. 


4/* /•< /■! t~ fret r+ 4— +~ 

tcctyyctct 




gggaaac t 1 1 


^ 4~ /*v y*n **\ -fr- 

CtCLyCCCdt 


uc uguggece 


c c agggag eg 


cggccc t.ggc 


ggcaggggcg 


o n a o 


gtttgacctc 


ttcagcccgt 


ccggtggcct 


ggaggeggag 


gctct cctga 


gtgtctgccc 


A X V U 


ctgcagtggc 


ttcttgtcgc 


ctgctgctgg 


gcgtgatgtc 


gctggaggtg 


y— i 4~- yr/^r y^i ^ y^<ryTy**r 

ctggcaggga 


zlbU 


ctctgatttg 


gtggtccgcg 


ctgcccctgc 


cctgcctctg 


tcctggctct 


gaactagtag 


*5 o o n 


atgatggtgc 


cagagggcag 


ggagctcgcc 


tggggagagg 


gctgtgcccc 


gtagggacag 


o o o n 


tgcccaggtg 


aaggatgccc 


ctggtcctcc 


agggcactga 


ctttgccctt 


cccccccgct. 




gatagtcatg 


gctcagaggt 


gcttgtaaat 


gtcttgggaa 


gaggtttctg 


taacccctgc 


o a n a 
24UU 


cctggtgtga 


ggaggaaatg 


gctctggcct 


ggctgcctgg 


ccgtggcttc 


tctttggctc 




ccaaagagaa 


ggacagtgtt 


gggagtatct 


gccgtggctt 


ctctttggct 


cccaaagaga 




aggacagtgt 


tgggagtatc 


tgccggcgct 


gtccaggtcc 


tttagtcagc 


gtcactccat 


O C O A 


ctgatgtgca 


gaagctgggc 


tgcacctgcg 


ggggtgggca 


tagaceggge 


tgggtctgea 




gcagcccctg 


gtcctgagca 


ggcggcagtg 


aacagcactg 


gcccacctcc 


cactcacagc 


**> T A A 

^ /DO 


ccctctgtcc 


cctctgcagt 


gcacccaggt 


gggcccctct 


gcgtgccttt 


gggtgctccc 


o "7 /r n 
z /bU 


ctctcgtggt 


cgttctggcc 


cgaggccctt 


agagtatgga 


ggctgageca 


ggccttgggt 


noon 


ttccccagca 


cagcctcctg 


tegctgeatg 


cacgtgttgg 


y-f — > ^ 4~ 4~ 4~ 4~ STS~V fl 

ga tttt egga 


cgaaagaccc 




tcccacgctc 


tgttggtgga 


cttagctgcc 


tcactggaag 


tgatgtgggt 


ggaaggtggt 


O Q A A 


tgtatgttac 


cttttccacc 


+_^4_— -,+-4--_i-+- 

CCtCdtLyCL 


t cccccagaa 


cat. ugcagau 


ggggg^t-ggc 


1 A A A 
jUUU 


agagggagaa 


ataagccagc 


cacggcagtc 


gcttggtttc 


ccaggtggaa 


eggge caaca 




CayydyaLya 


t.gggaacct.g 


Lcccycaycc 


cct.gcat.yac 


Cat tyycect 


yc tggee t-gg 




/■iv^r - ^ 4"~ y*r 4-" /^/"▼/■r 

cgat.gr.gggc 


a uccuggggc 


ecu. uagggee 


ccagaacaag 


y^ y— | y^f y^ f*TfT /™t "3 ""^ 

CCCCayyCaa 


/t i™i 4— r*ti*r ^ o /~t 4- 4- 

gc tyyaaCLt 


")i on 
Jldu 


gggtggggag 


gggacatgag 


gaggataaac 


agctgactgt 


ggcttcaagg 


acatcagggc 


3240 


caccccaagt 


cctcagtgtc 


ctactcctgg 


caaggagttg 


ggtttggatc 


aaaagtgttt 


3300 


aaaattaata 


tgttgtcagt 


gattagaaca 


acactgttta 


cataaaaacc 


atttttctaa 


3360 


ttctaacaag 


ttagaatgtg 


aggaaggaat 


gaacatgagt 


gtttaggaac 


ctgccctttg 


3420 



gtgctgggct 


ggcgtcccgc 


actggggtgt 


cctcgctgtc 


tgggggctgc 


tctgctgccc 


3480 


cggcccaggt 


ccccttgtgg 


tgttgccaga 


cgggcctcat 


ggtctgctgt 


gcagagagag 


3540 


gcaggaagga 


tccctgaaga 


gtcttggaga 


aaaggttctg 


tgccctcagg 


tggggcttac 


3600 


cccctcgtat 


ttataatctt 


aatttatata 


gtgaccaccg 


tggaaacaaa 


cgcctcttgt 


3660 


attgtcatgt 


acatagtcca 


tacctgagtg 


ctgtacataa 


gttgttctgt 


gtataaataa 


3720 


aacaagcctg 


tttttgatct 


tea 
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<220> 
<221> - 
<222> (1) . 
<223> "n" 


. . (1830) 
can be any 


nucleotide 


■a', 'c' , 


• g » or ' t ' 






<400> 41 
ctctttgtct 


ccagcgccca 


gcactggnct 


ggcaaaacct 


gagacgcccg 


gtacatgttg 


60 


gccaaatgaa 


tgaaccagat 


tcagaccggc 


agggegctgt 


ggtttaggag 


gggcctgggg 


120 


tttctcccag 


gaggtttttg 


ggcttgeget 


ggagggctct 


ggactcccgt 


ttgcgccagt 


180 


ggcctgcatc 


ctggtcctgt 


cttcctcatg 


tttgaatttc 


tttgetttec 


tagtctgggg 


240 


agcagggagg 


agccctgtgc 


cctgtcccag 


gatccatggg 


taggaacacc 


atggacaggg 


300 


agagcaaacg 


gggccatctg 


tcaccagggg 


cttagggaag 


gccgagccag 


cctgggtcaa 


360 


agaagtcaaa 


ggggctgcct 


ggaggaggca 


gcctgtcagc 


tggtgcatca 


gaggctgtgg 


420 


ccaggccagc 


tgggctcggg 


gagcgccagc 


ctgagaggag 


cgcgtgagcg 


tegegggage 


480 


ctcgggcacc 


atgagcgacg 


tggctattgt 


gaaggagggt 


tggctgeaca 


aacgagggga 


540 


gtacatcaag 


acctggcggc 


cacgctactt 


cctcctcaag 


aatgatggca 


ccttcattgg 


600 


ctacaaggag 


cggccgcagg 


atgtggacca 


aegtgagget 


cccctcaaca 


acttctctgt 


660 


ggcgcagtgc 


cagctgatga 


agaeggageg 


gccccggccc 


aacaccttca 


tcatccgctg 


720 


cctgcagtgg 


accactgtca 


tcgaacgcac 


cttccatgtg 


gagactcctg 


aggageggga 


780 


ggagtggaca 


accgccatcc 


agactgtggc 


tgacggcctc 


aagaagcagg 


aggaggagga 


840 


gatggacttc 


cggtcgggct 


cacccagtga 


caactcaggg gctgaagaga 


tggaggtgtc 


900 


cctggccaag 


cccaagcacc 


gcgtggcatt 


ggggggcegg 


gcaggtcctg 


cccatgtgtc 


960 



ccctcactct 


gtcagccagc 


cgccctgggc 


tgtctgtcac 


cagctatctg 


tcatctctct 


1020 


ggggccctgg 


gcctcagttc 


aacctggtgg 


caccagatgc 


aacctcacta 


tggtatgctg 


1080 


gccagcaccc 


tctcctgggg 


gtggcaggca 


cacagcagcc 


ccccagcact 


aaggccgtgt 


1140 


ctctgaggac 


gtcatcggag 


gctgggcccc 


tgggatggga 


ccagggatgg 


gggatgggcc 


1200 


agggtttacc 


cagtgggaca 


gaggagcaag 


gtttaaattt 


gttattgtgt 


attatgttgt 


1260 


tcaaatgcat 


tttgggggtt 


tttaatcttt 


gtgacaggaa 


agccctcccc 


cttccccttc 


1320 


tgtgtcacag 


ttcttggtga 


ctgtcccacc 


gggagcctcc 


ccctcagatg 


atctctccac 


1380 


ggtagcactt 


gaccttttcg 


acgcttaacc 


tttccgctgt 


cgccccaggc 


cctccctgac 


1440 


tccctgtggg 


ggtggccatc 


cctgggcccc 


tccacgcctc 


ctggccagac 


gctgccgctg 


1500 


ccgctgcacc 


acggcgtttt 


tttacaacat 


tcaactttag 


tatttttact 


attataatat 


1560 


aatatggaac 


cttccctcca 


aattcttcaa 


taaaagttgc 


ttttcaaaww 


tttggctcac 


1620 


tttgctgggt 


ggaagagtgg 


gtggccaggg 


agggagtggg 


gagtcctggg 


agggaagcag 


1680 


catcctcaga 


gcagctggtc 


ctccccagct 


cctcctggtg 


ggcaccgcac 


cccaacaggt 


1740 


ttggggacag 


gctgtgtggt 


gggccgaggc 


gggagtatac 


aggcctgttc 


ccaggggcag 


1800 


cctcccatgg 


aaggtgttcc 


acccccatct 
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<400> 42 
gagagtattc 


tctcagagcc 


tgctttccac 


tgggacctag 


ttgttcctgg 


actattccgt 


60 


gaccccatga 


gcacttacta 


tgtagttctc 


gtggattcag 


cagcaggtcg 


ccttgtgttt 


120 


ccccttctct 


tcgttggtgt 


gtgcatatgt 


cagtgcttcc 


cccagcaccc 


cagcgtgtac 


180 


tttatttttt 


ccttttgatt 


tgaggatata 


tgatccaggg 


gaaatttcag 


tttggtataa 


240 


ctactttaat 


tagccataat 


tattcattct 


aagtttttgc 


tcagaaacaa 


atggcactgg 


300 


aaagaaattc 


tttgttaaag 


ggagaaagct 


aagcagttgc 


ttttttggag 


gaggctttat 


360 


atcggtagcc 


tcatctcatg 


ttttgatttt 


gagaaggcga 


aaagcctaaa 


caggatctcc 


420 


ttgactccag 


agattaaggc 


ctttcacgtc 


tggatttttt 


ctccataggt 


catctctgaa 


480 


tttgagcaat ggtgaaacgg 


aatctgtgaa 


aaccatgatt 


gtccatgatg 


atgtagaaag 


540 


tgagccggcc 


atgaccccat 


ccaaggaggg 


cactctaatc 


gtccgccaga 


ctcagtccgc 


600 



tagtagcaca 


ctccagaaac 


acaaatcttc 


ctcctccttt 


acacctttta 


tagaccccag 


660 


attactacag 


atttctccat 


ctagcggaac 


aacagtgaca 


tctgtggtgg 


gattttcctg 


720 


tgatgggatg 


agaccagaag 


ccataaggca 


agatcctacc 


cggaaaggct 


cagtggtcaa 


780 


tgtgaatcct 


accaacacta 


ggccacagag 


tgacaccccg 


gagattcgta 


aatacaagaa 


840 


gaggtttaac 


tctgagattc 


tgtgtgctgc 


cttatgggga 


gtgaatttgc 


tagtgggtac 


900 


agagagtggc 


ctgatgctgc 


tggacagaag 


tggccaaggg 


aaggtctatc 


ctcttatcaa 


960 


ccgaagacga 


tttcaacaaa 


tggacgtact 


tgagggcttg 


aatgtcttgg 


tgacaatatc 


1020 


tggcaaaaag 


gataagttac 


gtgtctacta 


tttgtcctgg 


ttaagaaata 


aaatacttca 


1080 


caatgatcca 


gaagttgaga 


agaagcaggg 


atggacaacc 


gtaggggatt 


tggaaggatg 


1140 


tgtacattat 


aaagttgtaa 


aatatgaaag 


aatcaaattt 


ctggtgattg 


ctttgaagag 


1200 


ttctgtggaa 


gtctatgcgt 


gggcaccaaa 


gccatatcac 


aaatttatgg 


cctttaagtc 


1260 


atttggagaa 


ttggtacata 


agccattact 


ggtggatctc 


actgttgagg 


aaggccagag 


1320 


gttgaaagtg 


atctatggat 


cctgtgctgg 


attccatgct 


gttgatgtgg 


attcaggatc 


1380 


agtctatgac 


atttatctac 


caacacatat 


ccagtgtagc 


atcaaacccc 


atgcaatcat 


1440 


catcctcccc 


aatacagatg 


gaatggagct 


tctggtgtgc 


tatgaagatg 


agggggttta 


1500 


tgtaaacaca 


tatggaagga 


tcaccaagga 


tgtagttcta 


cagtggggag 


agatgcctac 


1560 


atcagtagca 


tatattcgat 


ccaatcagac 


aatgggctgg 


ggagagaagg 


ccatagagat 


1620 


ccgatctgtg 


gaaactggtc 


acttggatgg 


tgtgttcatg 


cacaaaaggg 


ctcaaagact 


1680 


aaaattcttg 


tgtgaacgca 


atgacaaggt 


gttctttgcc 


tctgttcggt 


ctggtggcag 


1740 


cagtcaggtt 


tatttcatga 


ccttaggcag 


gacttctctt 


ctgagctggt 


agaagcagtg 


1800 


tgatccaggg 


attactggcc 


tccagagtct 


tcaagatcct 


gagaacttgg 


aattccttgt 


1860 


aactggagct 


cggagctgca 


ccgagggcaa 


ccaggacagc 


tgtgtgtgca 


gacctcatgt 


1920 


gttgggttct 


ctcccctcct 


tcctgttcct 


cttatatacc 


agtttatccc 


cattcttttt 


1980 


ttttttctta 


ctccaaaata 


aatcaaggct 


gcaatgcagc 


tggtgctgtt 


cagattctac 


2040 


catcaggtgc 


tataagtgtt 


tgggattgag 


catcatactg 


gaaagcaaac 


acctttcctc 


2100 


cagctccaga 


attccttgtc 


tctgaatgac 


tctgtcttgt 


gggtgtctga 


cagtggcgac 


2160 


gatgaacatg 


ccgttggttt 


tattggcagt 


gggcacaagg 


a <jgtgagaag 


tggtggtaaa 


2220 


aggagcggag 


tgctgaagca 


gagagcagat 


ttaatatagt 


aacattaaca 


gtgtatttaa 


2280 


ttgacatttc 


ttttttgtaa 


tgtgacgata 


tgtggacaaa 


gaagaagatg 


caggtttaag 


2340 



aagttaatat 


ttataaaatg 


tgaaagacac 


agtfcactagg 


a c a a c c t. u c T- 


tgtgggtggg 


0 a n n 


gcttgggaga 


tggggtgggg 


tgggttaagg 


ggtcccattt 


4.-4.4.4- A4.1.4.A 

ugcc tec teg 


gattcggggu 


z4o U 


gggggtcctg 


gccaagaacc 


*^ /**r 4— ^ +*■ 4* 4— 

CagtCatttL 


LCtyuy t-aCC 


aggu tycc c.a 


"-"i 4" f% +— 

oatCaCy tgc 


z DzU 


agatggttct 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaggaaa 


aaaaaaaaga 


aaaagaaaac 


ZDoU 


gtgtgcattt 


tgtataatgg 


ccagaacttt 


gtcgtgtgac 


agtat tagca 


c tgcctcagt 




4_ _ _ y~r^r 4- 4- 4- 

taaaggttta 


_ 4- 4- 4— 4- 4- X- i— 4- 

atttttgttx 


aaacctagac 


gtgcaacaaa 


agttttacca 


cagtctgcac 


z /UU 


ttgcagaaga 


aagaaaaaaa 


ttcaaaccac 


4- .~ 4- 4- 4- 4- 4- 4- 

atgtttattt 


4-4-4-4-4-4-4- — . ,~ ~ 

ttctxtcgcc 


tacctcattg 


Z /bO 


ttctcaatgc 


attgagaggt 


_ 4- 4- 4- — > r~r 4-4-4- 

gatttagttu 


_ 4- 4— _. 4-4-4-4-4— 

atatgtttct 


ggaagaaacc 


— 1 +- *- -» -» +- 4- 4— 4- 

attaatgttt 


1 0 0 r\ 


— 4— 4— 4— _ _ A_ _ A_ 

aatttaatct 


taataccaaa 


acgaccagat 


4— _ _ —.4— 4— 4— — _ 

tgaagtttga 


_ 4- 4- 4- 4- _ 4- 4- — - 4- 

cttttattgt 


cacaaatcag 


O O O A 

2 880 


caggcacaag 


aactgtccat 


gaagatggga 


aatagcctta 


aggctgatgc 


_ _,4_ 4_ 4— a _ 4— 4- a 

agcttacuta 


294 0 


caagtttaga 


aaccagaatg 


^—4-4—4— .-—4— 4- 4- 4- 4— 

ctttgttttt 


accagattca 


ccattagagg 


ttgatggggc 


3000 


aactgcagcc 


catgacacaa 


gatctcattg 


ttctcgatgt 


agagggg t tg 


gtagcagaca 


3060 


ggtggttaca 


ttagaatagt 


cacacaaact 


gttcagtgtt 


gcaggaacct 


tttcttgggg 


3120 


gtgggggagt 


4—4— ~_ _ 4— 4— 4_ 4— _ 

ttccctttcc 


taaaaatgca 


atgcactaaa 


n a 4— 4- 4—4-4— aa 

actattttaa 


_ _ i_ -_4_ n — _ 4- 4— 

gaatgtagtt 


3180 


aattctgctt 


attcataaag 


tgggcatctt 


ctgtgtttta 


ggtgtaatat 


cgaagtcctg 


3240 


gcttttctcg 


4— 4—4-4- .-.4— _ 4- 

ttttctcact 


4— « 4- « 4- M 4— 4— 

tgctctcttg 


4-4— M 4— M 4_ _,4_ 4— 4— 

ttctctgttt 


4— 4-4— 4— _ A a«»a 

ttttaaacca 


4— 4— 4-4— ~«4— 4-4— 

attttacttt 


3300 


atgaatatat 


tcatgacatt 


tgtaataaat 


gtcttgagaa 


agaatttgtt 


tcatggctca 


3360 


tggtcatcac 


tcaagctccc 


gtaaggatat 


taccgtctca 


ggaaaggatc 


aggactccat 


3420 


gtcacagtcc 


tgccatctta 


ctttcctctt 


gtcggagttc 


t gg a gtgOT a 


aataactggc 


3480 


attatgggcc 


gctttaaccc 


aggcattcaa 


aagaaac 
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<400> 43 
cttaaactca 


ctggttgcct 


accttctgct 


ttttggtacc 


tggggtgata 


gttgtgactg 


D U 


cttctcaccc 


ttctctttta 


atccctctga 


tgttacctga 


ccatgtaatt 


gtgcacgctt 


120 


tgtggaattt 


taagcctgtc 


agagttttca 


tttcctgctt 


gaactgattt 


ctgtacttct 


180 


ccctctcccc 


ttctttctcc 


cgcgcttcct 


tgtactgtgc 


attcctcatc 


aacgatggct 


240 


tctcggactc 


cacgaaactg 


cgctgtactg 


aa gggcg aa g 


tggatctgac 


cgcactggcc 


300 



aaagagcttc 


gagcagtgga 


agatgtacgg 


ccacctcaca 


aagtaacgga 


ctactcctca 


"5 C f\ 

-36U 


tccagtgagg 


agtcggggac 


gacggatgag 


gaggacgacg 


atgtggagca 


ggaagggg c t 




gacgagtcca 


cctcaggacc 


agaggacacc 


agagcagcgt 


catctctgaa 


tttgagcaat 


4 8 0 


ggtgaaacgg 


aatctgtgaa 


aaccatgatt 


gtccatgatg 


atgtagaaag 


tgagccggcc 


r~ a r\ 

b4 U 


atgaccccat 


ccaaggaggg 


cactctaatc 


gtccgccaga 


ctcagtccgc 


tagtagcaca 


(~ r\ r\ 


ctccagaaac 


acaaatcttc 


ctcctccttt 


acacctttta 


tagaccccag 


attactacag 


c c r\ 
66 0 


atttctccat 


ctagcggaac 


aacagtgaca 


tctgtggtgg 


gatttxcctg 


tgatgggatg 


720 


agaccagaag 


ccataaggca 


agatcctacc 


cggaaaggct 


cagtggtcaa 


tgtgaatcct 


780 


accaacacta 


ggccacagag 


tgacaccccg 


gagattcgta 


aatacaagaa 


gaggtttaac 


840 


tctgagattc 


tgtgtgctgc 


cttatgggga 


gtgaatttgc 


tagtgggtac 


agagagtggc 


900 


ctgatgctgc 


tggacagaag 


tggccaaggg 


aaggtctatc 


ctcttatcaa 


ccgaagacga 


960 


tttcaacaaa 


tggacgtact 


tgagggcttg 


aatgtcttgg 


tgacaatatc 


tggcaaaaag 


1020 


gataagttac 


gtgtctacta 


tttgtcctgg 


t'taagaaata 


aaatacttca 


caatgatcca 


1080 


gaagttgaga 


agaagcaggg 


atggacaacc 


gtaggggatt 


tggaaggatg 


tgtacattat 


1140 


aaagttgtaa 


aatatgaaag 


aatcaaattt 


ctggtgattg 


ctttgaagag 


ttctgtggaa 


1200 


gtctatgcgt 


gggcaccaaa 


gccatatcac 


aaatttatgg 


cctttaagtc 


atttggagaa 


1260 


ttggtacata 


agccattact 


ggtggatctc 


actgttgagg 


aaggccagag 


gttgaaagtg 


1320 


atctatggat 


cctgtgctgg 


attccatgct 


gttgatgtgg 


attcaggatc 


agtctatgac 


1380 


atttatctac 


caacacatat 


ccagtgtagc 


atcaaacccc 


atgcaatcat 


catcctcccc 


1440 


aatacagatg 


gaatggagct 


tctggtgtgc 


tatgaagatg 


agggggttta 


tgtaaacaca 


1500 


tatggaagga 


tcaccaagga 


tgtagttcta 


cagtggggag 


agatgcctac 


atcagtagca 


IbbO 


tatattcgat 


ccaatcagac 


aatgggctgg 


ggagagaagg 


ccatagagat 


ccgatctgtg 


1620 


gaaactggtc 


acttggatgg 


tgtgttcatg 


cacaaaaggg 


ctcaaagact 


aaaatucutg 


1 C O A 


tgtgaacgca 


atgacaaggt 


gttctttgcc 


tctgttcggt 


ctggtggcag 


cagtcaggtt 


1/40 


tatttcatga 


ccttaggcag 


gacttctctt 


ctgagctggt 


agaagcagtg 


tgatccaggg 


1800 


attactggcc 


tccagagtct 


tcaagatcct 


gagaacttgg 


aattccttgt 


aactggagct 


1860 


cggagctgca 


ccgagggcaa 


ccaggacagc 


tgtgtgtgca 


gacctcatgt 


gttgggttct 


1920 


ctcccctcct 


tcctgttcct 


cttatatacc 


agtttatccc 


cattcttttt 


ttttttctta 


1980 



ctccaaaata 


aatcaaggct 


gcaatgcagc 


tggtgctgtt 


cagattctac 


catcaggtgc 


2040 


tataagtgtt 


tgggattgag 


catcatactg 


gaaagcaaac 


acctttcctc 


cagctccaga 


2100 


attccttgtc 


tctgaatgac 


tctgtcttgt 


gggtgtctga 


cagtggcgac 


gatgaacatg 


2160 


ccgttggttt 


tattggcagt 


gggcacaagg 


aggtgagaag 


tggtggtaaa 


aggagcggag 


2220 


tgctgaagca 


gagagcagat 


ttaatatagt 


aacattaaca 


gtgtatttaa 


ttgacatttc 


2280 


ttttttgtaa 


tgtgacgata 


tgtggacaaa 


gaagaagatg 


caggtttaag 


aagttaatat 


2340 


ttataaaatg 


tgaaagacac 


agttactagg 


ataacttttt 


tgtgggtggg 


gcttgggaga 


2400 


tggggtgggg 


tgggttaagg 


ggtcccattt 


tgtttctttg 


gatttggggt 


gggggtcctg 


2460 


gccaagaact 


cagtcatttt 


tctgtgtacc 


aggttgccta 


aatcatgtgc 


agatggttct 


2520 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaggaaa 


aaaaaaaaga 


aaaagaaaac 


gtgtgcattt 


2580 


tgtataatgg 


ccagaacttt 


gtcgtgtgac 


agtattagca 


ctgcctcagt 


taaaggttta 


2640 


atttttgttt 


aaacctagac 


gtgcaacaaa 


agttttacca 


cagtctgcac 


ttgcagaaga 


2700 


aagaaaaaaa 


ttcaaaccac 


atgtttattt 


tttttttgcc 


tacctcattg 


ttcttaatgc 


2760 


attgagaggt 


gatttagttt 


atatgttttt 


ggaagaaacc 


attaatgttt 


aatttaatct 


2820 


taataccaaa 


acgaccagat 


tgaagtttga 


cttttattgt 


cacaaatcag 


caggcacaag 


2880 


aactgtccat 


gaagatggga 


aatagcctta 


aggctgatgc 


agtttactta 


caagtttaga 


2940 


aaccagaatg 


ctttgttttt 


accagattca 


ccattagagg 


ttgatggggc 


aactgcagcc 


3000 


catgacacaa 


gatctcattg 


ttctcgatgt 


agaggggttg 


gtagcagaca 


ggtggttaca 


3060 


ttagaatagt 


cacacaaact 


gttcagtgtt 


gcaggaacct 


tttcttgggg 


gtgggggagt 


3120 


ttcccttttc 


taaaaatgca 


atgcactaaa 


actattttaa 


gaatgtagtt 


aattctgctt 


3180 


attcataaag 


tgggcatctt 


ctgtgtttta 


ggtgtaatat 


cgaagtcctg 


gcttttctcg 


3240 


ttttctcact 


tgctctcttg 


ttctctgttt 


ttttaaacca 


attttacttt 


atgaatatat 


3300 


tcatgacatt 


tgtaataaat 


gtcttgagaa 


agaatttgtt 


tcatggctca 


tggtcatcac 


3360 


tcaagctccc 


gtaaggatat 


taccgtctca 


ggaaaggatc 


aggactccat 


gtcacagtcc 


3420 


tgccatctta 


ctttcctctt 


gtcggagttc 


tggagtggga 


aataactggc 


attatgggcc 


3480 


gctttaaccc 


aggcattcaa 


aagaaac 
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ctctaatcgt 


ccgccagagt 


acagttgacc 


aaaagcgtgc 


cagccatcat 


gagagcaatg 


60 


gctttgcggt 


tcgcattcac 


ctcttgccag 


atctcttaca 


gcaaagccat 


tcctcctcca 


120 


cttcctccac 


ctcctcctcc 


ccatcctcca 


gccagccgac 


acccaccatg 


tccccacaga 


180 


caccccaggg 


acaagctcac 


tgctaatgag 


actcagtccg 


ctagtagcac 


actccagaaa 


240 


cacaaatctt 


cctcctcctt 


tacacctttt 


atagacccca 


gattactaca 


gatttctcca 


300 


tctagcggaa 


caacagtgac 


atctgtggtg 


ggattttcct 


gtgatgggat 


gagaccagaa 


360 


gccataaggc 


aagatcctac 


ccggaaaggc 


tcagtggtca 


atgtgaatcc 


taccaacact 


420 


aggccacaga 


gtgacacccc 


ggagattcgt 


aaatacaaga 


agaggtttaa 


ctctgagatt 


480 


ctgtgtgctg 


ccttatgggg 


agtgaatttg 


ctagtgggta 


cagagagtgg 


cctgatgctg 


540 


ctggacagaa 


gtggccaagg 


gaaggtctat 


cctcttatca 


accgaagacg 


atttcaacaa 


600 


atggacgtac 


ttgagggctt 


gaatgtcttg 


gtgacaatat 


ctggcaaaaa 


ggataagtta 


660 


cgtgtctact 


atttgtcctg 


gttaagaaat 


aaaatacttc 


acaatgatcc 


agaagttgag 


720 


aagaagcagg 


gatggacaac 


cgtaggggat 


ttggaaggat 


gtgtacatta 


taaagttgta 


780 


aaatatgaaa 


gaatcaaatt 


tctggtgatt 


gctttgaaga 


gttctgtgga 


agtctatgcg 


840 


tgggcaccaa 


agccatatca 


caaatttatg 


gcctttaagt 


catttggaga 


attggtacat 


900 


aagccattac 


tggtggatct 


cactgttgag 


gaaggccaga 


ggttgaaagt 


gatctatgga 


960 


tcctgtgctg 


gattccatgc 


tgttgatgtg 


gattcaggat 


cagtctatga 


catttatcta 


1020 


ccaacacata 


tccagtgtag 


catcaaaccc 


catgcaatca 


tcatcctccc 


caatacagat 


1080 


ggaatggagc 


ttctggtgtg 


ctatgaagat 


gagggggttt 


atgtaaacac 


atatggaagg 


1140 


atcaccaagg 


atgtagttct 


acagtgggga 


gagatgccta 


catcagtagc 


atatattcga 


1200 


tccaatcaga 


caatgggctg 


gggagagaag 


gccatagaga 


tccgatctgt 


ggaaactggt 


1260 


cacttggatg 


gtgtgttcat 


gcacaaaagg 


gctcaaagac 


taaaattctt 


gtgtgaacgc 


1320 


aatgacaagg 


tgttctttgc 


ctctgttcgg 


tctggtggca 


gcagtcaggt 


ttatttcatg 


1380 


accttaggca 


ggacttctct 


tctgagctgg 


tagaagcagt 


gtgatccagg 


gattactggc 


1440 


ctccagagtc 


ttcaagatcc 


tgagaacttg 


gaattccttg 


taactggagc 


tcggagctgc 


1500 


accgagggca 


accaggacag 


ctgtgtgtgc 


agacctcatg 


tgttgggttc 


tctcccctcc 


1560 


ttcctgttcc 


tcttatatac 


cagtttatcc 


ccattctttt 


tttttttctt 


actccaaaat 


1620 


aaatcaaggc 


tgcaatgcag 


ctggtgctgt 


tcagattcta 


ccatcaggtg 


ctataagtgt 


1680 



ttgggattga gcatcatact ggaaagcaaa cacctttcct ccagctccag aattccttgt 1740 

ctctgaatga ctctgtcttg tgggtgtctg acagtggcga cgatgaacat gccgttggtt 1800 

ttattggcag tgggcacaag gaggtgagaa gtggtggtaa aaggagcgga gtgctgaagc 1860 

agagagcaga tttaatatag taacattaac agtgtattta attgacattt cttttttgta 1920 

atgtgacgat atgtggacaa agaagaagat gcaggtttaa gaagttaata tttataaaat 1980 

gtgaaagaca cagttactag gataactttt ttgtgggtgg ggcttgggag atggggtggg 2040 

gtgggttaag gggtcccatt ttgtttcttt ggatttgggg tgggggtcct ggccaagaac 2100 

tcagtcattt ttctgtgtac caggttgcct aaatcatgtg cagatggttc taaaaaaaaa 2160 

aaaaaaaaaa aaaaaaggaa aaaaaaaaag aaaaagaaaa cgtgtgcatt ttgtataatg 2220 

gccagaactt tgtcgtgtga cagtattagc actgcctcag ttaaaggttt aatttttgtt 2280 

taaacctaga cgtgcaacaa aagttttacc acagtctgca cttgcagaag aaagaaaaaa 2340 

attcaaacca catgtttatt ttttttttgc ctacctcatt gttcttaatg cattgagagg 2400 

tgatttagtt tatatgtttt tggaagaaac cattaatgtt taatttaatc ttaataccaa 2460 

aacgaccaga ttgaagtttg acttttattg tcacaaatca gcaggcacaa gaactgtcca 2520 

tgaagatggg aaatagcctt aaggctgatg cagtttactt acaagtttag aaaccagaat 2580 

gctttgtttt taccagattc accattagag gttgatgggg caactgcagc ccatgacaca 264 0 

agatctcatt gttctcgatg tagaggggtt ggtagcagac aggtggttac attagaatag 2700 

tcacacaaac tgttcagtgt tgcaggaacc ttttcttggg ggtgggggag tttccctttt 2 760 

ctaaaaatgc aatgcactaa aactatttta agaatgtagt taattctgct tattcataaa 2820 

gtgggcatct tctgtgtttt aggtgtaata tcgaagtcct ggcttttctc gttttctcac 2880 

ttgctctctt gttctctgtt tttttaaacc aattttactt tatgaatata ttcatgacat 2940 

ttgtaataaa tgtcttgaga aagaatttgt ttcatggctc atggtcatca ctcaagctcc 3000 

cgtaaggata ttaccgtctc aggaaaggat caggactcca tgtcacagtc ctgccatctt 306 0 

actttcctct tgtcggagtt ctggagtggg aaataactgg cattatgggc cgctttaacc 312 0 

caggcattca aaagaaac 313 8 
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ccatggatgg taacttctcc agcaatcaga gcgctccccc tcacatcagt ggcatgcttc 60 

atggagatat gctcctctca ctgccctctg caccagcaac atggattgtc agctctccat 120 

cctcctcctt ctcagctgct ctgttctcga cagcttcggg gaactgattc cgcagccttc 180 

caatgaagtc aatctactgg attcaaaaac aattcaaggg gagctgggct ggatctctta 240 

tccatcacat gggtgggaag agatcagtgg tgtggatgaa cattacacac ccatcaggac 3 00 

ttaccaggtg tgcaatgtca tggaccacag tcaaaacaat tggctgagaa caaactgggt 360 

ccccaggaac tcagctcaga agatttatgt ggagctcaag ttcactctac gagactgcaa 42 0 

tagcattcca ttggttttag gaacttgcaa ggagacattc aacctgtact acatggagtc 480 

tgatgatgat catggggtga aatttcgaga gcatcagttt acaaagattg acaccattgc 540 

agctgatgaa agtttcactc aaatggatct tggggaccgt attctgaagc tcaacactga 600 

gattagagaa gtaggtcctg tcaacaagaa gggattttat ttggcatttc aagatgttgg 660 

tgcttgtgtt gccttggtgt ctgtgagagt atacttcaaa aagtgcccat ttacagtgaa 720 

gaatctggct atgtttccag acacggtacc catggactcc cagtccctgg tggaggttag 780 

agggtcttgt gtcaacaatt ctaaggagga agatcctcca aggatgtact gcagtacaga 840 

aggcgaatgg cttgtaccca ttggcaagtg ttcctgcaat gctggctatg aagaaagagg 900 

ttttatgtgc caagcttgtc gaccaggttt ctacaaggca ttggatggta atatgaagtg 960 

tgctaagtgc ccgcctcaca gttctactca ggaagatggt tcaatgaact gcaggtgtga 1020 

gaataattac ttccgggcag acaaagaccc tccatccatg gcttgtaccc gacctccatc 1080 

ttcaccaaga aatgttatct ctaatataaa cgagacctca gttatcctgg actggagttg 1140 

gcccctggac acaggaggcc ggaaagatgt taccttcaac atcatatgta aaaaatgtgg 1200 

gtggaatata aaacagtgtg agccatgcag cccaaatgtc cgcttcctcc ctcgacagtt 1260 

tggactcacc aacaccacgg tgacagtgac agaccttctg gcacatacta actacacctt 1320 

tgagattgat gccgttaatg gggtgtcaga gctgagctcc ccaccaagac agtttgctgc 1380 

ggtcagcatc acaactaatc aggctgctcc atcacctgtc ctgacgatta agaaagatcg 1440 

gacctccaga aatagcatct ctttgtcctg gcaagaacct gaacatccta atgggatcat 1500 



attggactac 


gaggtcaaat 


actatgaaaa 


gcaggaacaa 


gaaacaagtt 


ataccattct 


1560 


gagggcaaga 


ggcacaaatg 


ttaccatcag 


tagcctcaag 


cctgacacta 


tatacgtatt 


1620 


ccaaatccga 


gcccgaacag 


ccgctggata 


tgggacgaac 


agccgcaagt 


ttgagtttga 


1680 


aactagtcca 


gactctttct 


ccatctctgg 


tgaaagtagc 


caagtggtca 


tgatcgccat 


1740 


ttcagcggca 


gtagcaatta 


ttctcctcac 


tgttgtcatc 


tatgttttga 


ttgggaggtt 


1800 


ctgtggctat 


aagtcaaaac 


atggggcaga 


tgaaaaaaga 


cttcattttg 


gcaatgggca 


1860 


tttaaaactt 


ccaggtctca 


ggacttatgt 


tgacccacat 


acatatgaag 


accctaccca 


1920 


agctgttcat 


gagtttgcca 


aggaattgga 


tgccaccaac 


atatccattg 


ataaagttgt 


1980 


tggagcagtc 


ctgacttctg 


aacagctcca 


tgatgcagaa 


nggtttagtc 


tggctggttt 


2040 


taatgtttcc 


tcacaaggag 


tgcacttttc 


tccagcacgg 


agcctgccgg 


tagcaaatgc 


2100 


<210> 46 

<211> 1479 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) . 
<223> M n" 


. . (1479) 
can be any 


nucleotide 


'a', 'c' , 


•g' or 't» 






<400> 46 
gtgagtgagt 


ggccgtattg 


ttcctnnttc 


atttcgcatt 


tcttgatagc 


gcctacattt 


60 


gaacacattt 


tcatatcacc 


tcacatcact 


tagatatcct 


tnccatgaag 


tacacatttt 


120 


ggggttgggt 


tgctgtagta 


aaactaaaaa 


atgcagataa 


agtgtttgcc 


atgaaaatat 


180 


tgaataaatg 


ggaaatgctg 


aaaagagctg 


agacagcatg 


ttttcgtgaa 


gaaagggatg 


240 


tattagtgaa 


tggagacaat 


aaatggatta 


caaccttgca 


ctatgctttc 


caggatgaca 


300 


ataacttata 


cctggttatg 


gattattatg 


ttggtgggga 


tttgcttact 


ctactcagca 


360 


aatttgaaga 


tagattgcct 


gaagatatgg 


ctagatttta 


cttggctgag 


atggtgatag 


420 


caattgactc 


agttcatcag 


ctacattatg 


tacacagaga 


cattaaacct 


gacaatatac 


480 


tgatggatat 


gaatggacat 


attcggttag 


cagattttgg 


ttcttgtctg 


aagctgatgg 


540 


aagatggaac 


ggttcagtcc 


tcagtggctg 


taggaactcc 


agattatatc 


tctcctgaaa 


600 


tccttcaagc 


catggaagat 


ggaaaaggga 


gatatggacc 


tgaatgtgac 


tggtggtctt 


660 


tgggggtctg 


tatgtatgaa 


atgctttacg 


gagaaacacc 


attttatgca 


gaatcgctgg 


720 



tggagacata 


cggaaaaatc 


atgaaccaca 


aagagaggtt 


tcagtttcca 


gcccaagtga 


780 


ctgatgtgtc 


tgaaaatgct 


aaggatctta 


ttcgaaggct 


catttgtagc 


agagaacatc 


840 


gacttggtca 


aaatggaata 


gaagacttta 


agaaacaccc 


atttttcagt 


ggaattgatt 


900 


gggataatat 


tcggaactgt 


gaagcacctt 


atattccaga 


agttagtagc 


ccaacagata 


960 


catcgaattt 


tgatgtagat 


gatgattgtt 


taaaaaattc 


tgaaacgatg 


cccccaccaa 


1020 


cacatactgc 


attttctggc 


caccatctgc 


catttgttgg 


ttttacatat 


actagtagct 


1080 


gtgtactttc 


tgatcggagc 


tgtttaagag 


ttacggctgg 


tcccacctca 


ctggatcttg 


1140 


atgttaatgt 


tcagaggact 


ctagacaaca 


acttagcaac 


tgaagcttat 


gaaagaagaa 


1200 


ttaagcgcct 


tgagcaagaa 


aaacttgaac 


tcagtagaaa 


acttcaagag 


tcaacacaga 


1260 


ctgtccaagc 


tctgcagtat 


tcaactgttg 


atggtccact 


aacagcaagc 


aaagatttag 


1320 


aaataaaaaa 


cttaaaagaa 


gaaattgaaa 


aactaagaaa 


acaagtaaca 


gaatcaagtc 


1380 


atttggaaca 


gcaacttgaa 


gaagctaatg 


ctgtgaggca 


agaactagat 


gatgctttta 


1440 


gacaaatcaa 


ggcttatgaa 


aaacaaatca 


aaacgttac 






1479 


<210> 47 

<211> 1223 

<212> DNA 

<213> Homo sapiens 












<400> 47 
cccagggtcc 


ccgaggacga 


agttgaccct 


gaccgggccg 


tctcccagtt 


ctgaggcccg 


60 


ggtcccactg 


gaactcgcgt 


ctgagccacc 


gtcccggacc 


cccggtgccc 


gccggtccgc 


120 


agaccctgca 


ccgggcttgg 


actcgcagcc 


gggactgacg 


tgtagaacaa 


tcgtttctgt 


180 


tggaagaagg 


gtttttccct 


tccttttggg 


gtttttgttg 


cctttttttt 


ttcttttttc 


240 


tttgtaaaat 


tttggagaag 


ggaagtcgga 


acacaaggaa 


ggaccgctca 


cccgcggact 


300 


cagggctggc 


ggcgggactc 


caggaccctg 


ggtccagcat 


ggaggtggtg gacccgcagc 


360 


agctgggcat 


gttcacggag 


ggcgagctga 


tgtcggtggg 


tatggacacg 


ttcatccacc 


420 


gcatcgactc 


caccgaggtc 


atctaccagc 


cgcgccgcaa 


gcgggccaag 


ctcatcggca 


480 


agtacctgat 


gggggacctg 


ctgggggaag 


gctcttacgg 


caaggtgaag 


gaggtgctgg 


540 


actcggagac 


gctgtgcagg 


agggccgtca 


agatcctcaa 


gaagaagaag 


ttgcgaagga 


600 


tccccaacgg 


ggaggccaac 


gtgaagaagg 


aaattcaact 


actgaggagg 


ttacggcaca 


660 


aaaatgtcat 


ccagctggtg 


gatgtgttat 


acaacgaaga 


gaagcagaaa 


atgtatatgg 


720 



tgatggagta 


ctgcgtgtgt 


ggcatgcagg 


aaatgctgga 


cagcgtgccg 


gagaagcgtt 


780 


tcccagtgtg 


ccaggcccac 


gggtcgccct 


cccggagagg 


tggccgccat 


gcttctgtgc 


840 


cgaccacgcc 


ccaggacctc 


cggagcgccc 


tgcagggccg 


ggcaggggga 


cagcagggac 


900 


cgggcgcagc 


cctcccccct 


cggccgcccg 


gcagtgcacg 


cggcttgttg 


acttcgcagc 


960 


cccgggcgga 


gccttcccgg 


gcgggcgtgg 


gaggagggag 


gcggcctcca 


tgcactttat 


1020 


gtggagacta 


ctggccccgc 


ccgtggcctc 


gtgctccgca 


gggcgcccag 


cgccgtccgg 


1080 


cggccccgcc 


gcagaccagc 


tggcgggtgt 


ggagaccagg 


ctcctgaccc 


cgccatgcat 


1140 


gcagcgccac 


ctggaagccg 


cgcggccgct 


ttggtttttt 


gtttggttgg 


ttccattttc 


1200 


tttttttctt 


ttttttttta 


aga 








1223 


<210> 48 

<211> 1154 

<212> DNA 

<213> Homo sapiens 












<400> 48 
cccagggtcc 


ccgaggacga 


agttgaccct 


gaccgggccg 


tctcccagtt 


ctgaggcccg 


60 


ggtcccactg 


gaactcgcgt 


ctgagccacc 


gtcccggacc 


cccggtgccc 


gccggtccgc 


120 


agaccctgca 


ccgggcttgg 


actcgcagcc 


gggactgacg 


tgtagaacaa 


tcgtttctgt 


180 


tggaagaagg 


gtttttccct 


tccttttggg 


gtttttgttg 


cctttttttt 


ttcttttttc 


240 


tttgtaaaat 


tttggagaag 


ggaagtcgga 


acacaaggaa 


ggaccgctca 


cccgcggact 


300 


cagggctggc 


ggcgggactc 


caggaccctg 


ggtccagcat 


ggaggtggtg 


gacccgcagc 


360 


agctgggcat 


gttcacggag 


ggcgagctga 


tgtcggtggg 


tatggacacg 


ttcatccacc 


420 


gcatcgactc 


caccgaggtc 


atctaccagc 


cgcgccgcaa 


gcgggccaag 


ctcatcggca 


480 


agtacctgat 


gggggacctg 


ctgggggaag 


gctcttacgg 


caaggtgaag 


gaggtgctgg 


540 


actcggagac 


gctgtgcagg 


agggccgtca 


agatcctcaa 


gaagaagaag 


ttgcgaagga 


600 


tccccaacgg 


ggaggccaac 


gtgaagaagg 


aaattcaact 


actgaggagg 


ttacggcaca 


660 


aaaatgtcat 


ccagctggtg 


gatgtgttat 


acaacgaaga 


gaagcagaaa 


atgtatatgg 


720 


tgatggagta 


ctgcgtgtgt 


ggcatgcagg 


aaatgctgga 


cagcgtgccg 


gagaagcgtt 


780 


tcccagtgtg 


ccaggcccac 


gggtacttct 


gtcagctgat 


tgacggcctg 


gagtacctgc 


840 


atagccaggg 


cattgtgcac 


aaggacatca 


agccggggaa 


cctgctgctc 


accaccggtg 


900 


gcaccctcaa 


aatctccgac 


ctgggcgtgg 


ccgaggtagg 


cacgtgctag 


ggggggccct 


960 



ggggcgcccc ctcccgggca ctccctgagg gctgcacggc accgccacag gcactgcacc 102 0 
cgcagaccag ctggcgggtg tggagaccag gctcctgacc ccgccatgca tgcagcgcca 1080 
cctggaagcc gcgcggccgc tttggttttt tgtttggttg gttccatttt ctttttttct 1140 



<210> 49 

<211> 930 

<212> DNA 

<213> Homo sapiens 

<400> 49 

accggtcccc agcccacccc tgagttccca gacaacagat tatggaccga gagactactc 60 

ccttgggttt actctggctc atccaagtca tacccagcaa actcctccca tccctgcagg 120 

taaaggattt cctgtctcag ctcaggagca gcaataggag attttctatc ccagagtcag 180 

gccaaggagg gacagaaatg gatggcttta ggagaaccat agaaaaccag cactctcgta 24 0 

atgatgtcat ggtttctgag tggctaaaca aactgaatct agaggagcct cccagctctg 300 

ttcctaaaaa atgcccgagc cttaccaaga ggagcagggc acaagaggag caggttccac 360 

aagcctggac agcaggcaca tcttcagatt cgatggccca acctccccag actccagaga 420 

cctcaacttt cagaaaccag atgcccagcc ctacctcaac tggaacacca agtcctggac 480 

cccgagggaa tcagggggct gagagacaag gcatgaactg gtcctgcagg accccggagc 540 

caaatccagt aacagggcga ccgctcgtta acatatacaa ctgctctggg gtgcaagttg 600 

gagacaacaa ctacttgact atgcaacaga caactgcctt gcccacatgg ggcttggcac 660 

cttcgggcaa ggggaggggc ttgcagcacc ccccaccagt aggttcgcaa gaaggcccta 720 

aagatcctga agcctggagc aggccacagg gttggtataa tcatagcggg aaataaagca 780 

ccttccaagc ttgcctccaa gagttacgag ttaaggaaga gtgccacccc ttgaggcccc 840 

tgacttcctt ctagggcagt ctggcctgcc cacaaactga ctttgtgacc tgtcccccag 900 

gagtcaataa acatgatgga atgctaaaaa 930 

<210> 50 

<211> 2616 

<212> DNA 

<213> Homo sapiens 



tttttttttt aaga 



1154 



<400> 50 

taagagacag ggtcttgccc 



tgttgccaat 



gctggagtgc 



agtggcacaa 



tcatagctca 



60 



ctgcagcctc gacctcccag 



gcttatgcag 



tcctcccatc 



tcagcctccc 



aagtaaccgg 



120 



gactgcaggc 


gcatgccacc 


atggtcagct 


aatttaaaaa 


aaaaacgccx 


ttggcfcgggc 


ion 


aaagtggatc 


acatctgtaa 


tcccagcacc 


tagggatgee 


aaggcaagaa 


/^T *"> 4** 4^ /■>«■ 4— +— 4*" 

gat ugcuxgc 


o a n 


gagcccagaa 


gttcgagacc 


agectgggea 


acatggtgaa 


^ /"* ^ ^ •*> /■< y"^ ^ « 


taccaaaaaa 


n r\ 


atgtaaaaat 


tagccatatt 


tgacctcaag 


tctagacaga 


actuc texgu 


acac uuuaga 


*5 c rt 


gaggagcaag 


caagggagct 


gtacaggaga 


ctaagggaaa 


aaccccgaga 


ccagcgaact 


/ion 


gagggtgaca 


gtcaggaaat 


ggtacggctg 


ctgettcagg 


caat tcagag 


cttcgagaag 


4o U 


aaagtgcgag 


tgatccatac 


gcagctcagt 


aaaactgtgg 


tttgeaagea 


gaaggcgctg 


D4U 


gaactgttgc 


ccaaggtgga 


agaggtggtg 


agcttaatga 


atgaggatga 


gaagactgtt 


600 


gtccggctgc 


aggagaagcg 


gcagaaggag 


ctctggaatc 


tcctgaagat 


tgcttgtagc 


c c r\ 


aaggtccgtg 


gtcctgtcag 


tggaagcccg 


gatagcatga 


atgcctctcg 


acttagecag 


72 0 


cctgggcagc 


tgaugtctca 


gccctccacg 


gcctccaaca 


gcttacctga 


gccagccaag 


*7 O A 


aagagtgaag 


aactggtggc 


tgaagcacat 


aacctctgca 


ccctgctaga 


aaatgecata 


840 


caggacactg 


tgagggaaca 


agaccagagt 


ttcacggccc 


tagactggag 


ctggttacag 


900 


acggaagaag 


aagagcacag 


ctgcctggag 


caggcctcat 


gatgtggggg 


gactcgaccc 


960 


cctgacatgg 


ggcagcccat 


ageaggcett 


gtgcagtggg 


gggactcgac 


cccctgacat 


1020 


ggggctgcct 


ggagcaggcc 


gcgtgacgtg 


gggctgcctg 


gccgcggctc 


tcacatggtg 


1080 


gttcctgctg 


cactgatggc 


ccaggggtct 


ctggtatcca 


gatggagctc 


tcgcttcctc 


1140 


agcagctgtg 


actttcaccc 


aggacccagg 


acgcagccct 


ccgtgggcac 


tgccggcgcc 


12 00 


ttgtctgcac 


actggaggtc 


ctccattaca 


gaggcccagc 


gcacatcgct 


ggccccacaa 


T O C f\ 


acgttcaggg 


gtacagccat 


ggcagctcct 


tcctctgccg 


tgagaaaagt 


gcttggagta 


1 320 


cggtttgcca 


cacacgtgac 


tggacagtgt 


ccaattcaaa 


tctttcaggg 


cagagtccga 


ljo U 


gcagcgcttg 


gtgacagcct 


gtcctctcct 


gctctccaaa 


ggccctgctc 


cctgfcccfcct 


144 U 


cucacc Lt.dC 


age c. tgugt. t 


c c t- u c t gga l. 


4- /"i y^f /^| ^ ^ /"i ^ 

tCayCLLCtC 


cuaaacagac 


ag ut uaau ua 




tagttgcggc 


ctggccccat 


ccucacut.ee 




t cactgctgc 


uaaaau uyuy 




tttttaccta 


ctactttggt 


ggttgtcctc 


ttttcggcaa 


agttggagcg 


agtgccaagc 


1620 


tctccatctg 


tggtcctttc 


tgecaagage 


gactcatagt 


aaccaggatg 


ggagagcagc 


1680 


tgccttattc 


tgaatcccaa 


aaattacttg 


ggggtgattg 


tcacagagga 


gggacagaaa 


1740 


gggtatctgc 


tgaccaccag 


cctgcctacc 


catgcccatg 


tctccattcc 


tgctcaagcg 


1800 



tgtgtgctgg 


gccggggagt 


ccctgtctct 


cacagcatct 


agcagtatta 


ttaaatggat 


1860 


tcattttaaa 


aatagctcct 


atattttgta 


acatgtctca 


aacactcata 


ctgggttcca 


1920 


caatccactg 


ttagaatacc 


tatggttagg 


gcttctgaac 


taaaataatg 


gaaaatttta 


1980 


acaatttgta 


tagtgcctgg 


atcattacta 


gtgccataac 


cctgcttctt 


caacatttca 


2040 


cagaacttct 


cttttatata 


aaggcaagag 


cacaaaatga 


gttcagatga 


tcacaaacag 


2100 


gtgagttttg 


ttggagaaga 


aagttggagt 


aggagacttt 


cacaagtggt 


ttccatggag 


2160 


atagaatgaa 


gcattctgtg 


gtcaagtaag 


tttagggagc 


tattcatgtt 


tcacttgctt 


2220 


tgtggagatt 


cacactatgc 


actgggaaag 


tatctgaaaa 


gtcttataat 


aaagaaacag 


2280 


gcttaacttt 


gtgtaagaac 


actgtttatc 


aatgtcattt 


ggctatagaa 


acattttctc 


2340 


ctgctgattg 


tgtgtgtgaa 


acatgtatta 


acattccaat 


gaactagcat 


ttaataaagc 


2400 


acaattttgg 


aaaccctggt 


aaatgacagt 


gggaaataac 


acccgaaagg 


caaggacggg 


2460 


cagattgggg 


agggaaagga 


tgttgggcta 


agggctgtga 


gcttatgtta 


caggcaactg 


2520 


agccactgaa 


gaattttgac 


gaagaaaatg 


ccaaccaaag 


cagtcatttt 


aaaagtttat 


2580 


ggctgttcag 


ttacaggaca 


agttgtgaaa 


agaaag 






2616 


<210> 51 

<211> 1323 

<212> DNA 

<213> Homo sapiens 












<400> 51 
gcgccgagcc 


ggtttccccg 


ccggtgtccg 


agaggcgccc 


ccggcccggc 


cgcccccagc 


60 


cccagccccg 


ccgggccccg 


ccccccgtcg 


agtgcatgag 


gttgacgcta 


ctttgttgca 


120 


cctggaggga 


agaacgtatg 


ggagaggaag 


gaagcgagtt 


gcccgtgtgt 


gcaagctgcg 


180 


gccagaggat 


ctatgatggc 


cagtacctcc 


aggccctgaa 


cgcggactgg 


cacgcagact 


240 


gcttcaggtg 


ttgtgactgc 


agtgcctccc 


tgtcgcacca 


gtactatgag 


aaggatgggc 


300 


agctcttctg 


caagaaggac 


tactgggccc 


gctatggcga 


gtcctgccat 


gggtgctctg 


360 


agcaaatcac 


caagggactg 


gttatggtgg 


ctggggagct 


gaagtaccac 


cccgagtgtt 


420 


tcatctgcct 


cacgtgtggg 


acctttatcg 


gtgacgggga 


cacctacacg 


ctggtggagc 


480 


actccaagct 


gtactgcggg 


cactgctact 


accagactgt 


ggtgaccccc 


gtcatcgagc 


540 


agatcctgcc 


tgactcccct 


ggctcccacc 


tgccccacac 


cgtcaccctg 


gtgtccatcc 


600 


cagcctcatc 


tcatggcaag 


cgtggacttt 


cagtctccat 


tgaccccccg 


cacggcccac 


660 



cgggctgtgg 


caccgagcac 


tcacacaccg 


tccgcgtcca 


gggagtggat 


ccgggctgca 


720 


tgagcccaga 


tgtgaagaat 


tccatccacg 


tcggagaccg 


gatcttggaa 


atcaatggca 


780 


cgcccatccg 


aaatgtgccc 


ctggacgaga 


ttgacctgct 


gattcaggaa 


accagccgcc 


840 


tgctccagct 


gaccctcgag 


catgaccctc 


acgatacact 


gggccacggg 


ctggggcctg 


900 


agaccagccc 


cctgagctct 


ccggcttata 


ctcccagcgg 


ggaggcgggc 


agctctgccc 


960 


ggcagaaacc 


tgtcttgagg 


agctgcagca 


tcgacaggtc 


tccgggcgct 


ggctcactgg 


1020 


gctccccggc 


ctcccagcgc 


aaggacctgg 


gtcgctctga 


gtccctccgc 


gtagtctgcc 


1080 


ggccacaccg 


catcttccgg 


ccgtcggacc 


tcatccacgg 


ggaggtgctg 


ggcaagggct 


1140 


gcttcggcca 


ggctatcaag 


gtacagagca 


tgccagggtc 


tcagttggac 


agtctgggtg 


1200 


ggacccctcc 


atcctccttc 


cttcccagtc 


tatggaaaca 


cagtggaagg 


ggtatctggc 


1260 


tttcagactc 


cctggccagt 


gccctctcct 


cccttggcct 


cctggagcta 


attaggaaca 


1320 


ggg 
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<211> 1262 
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<400> 52 
gcgccgagcc 


ggtttccccg 


ccggtgtccg 


agaggcgccc 


ccggcccggc 


cgcccccagc 


60 


cccagccccg 


ccgggccccg 


ccccccgtcg 


agtgcatgag 


gttgacgcta 


ctttgttgca 


120 


cctggaggga 


agaacgtatg 


ggagaggaag 


gaagcgagtt 


gcccgtgtgt 


gcaagctgcg 


180 


gccagaggat 


ctatgatggc 


cagtacctcc 


aggccctgaa 


cgcggactgg 


cacgcagact 


240 


gcttcaggtg 


ttgtgactgc 


agtgcctccc 


tgtcgcacca 


gtactatgag 


aaggatgggc 


300 


agctcttctg 


caagaaggac 


tactgggccc 


gctatggcga 


gtcctgccat 


gggtgctctg 


360 


agcaaatcac 


caagggactg 


gttatggtgg 


ctggggagct 


gaagtaccac 


cccgagtgtt 


420 


tcatctgcct 


cacgtgtggg 


acctttatcg 


gtgacgggga 


cacctacacg 


ctggtggagc 


480 


actccaagct 


gtactgcggg 


cactgctact 


accagactgt 


ggtgaccccc 


gtcatcgagc 


540 


agatcctgcc 


tgactcccct 


ggctcccacc 


tgccccacac 


cgtcaccctg 


gtgtccatcc 


600 


cagcctcatc 


tcatggcaag 


cgtggacttt 


cagtctccat 


tgaccccccg 


cacggcccac 


660 


cgggctgtgg 


caccgagcac 


tcacacaccg 


tccgcgtcca 


gggagtggat 


ccgggctgca 


720 


tgagcccaga 


tgtgaagaat 


tccatccacg 


tcggagaccg 


gatcttggaa 


atcaatggca 


780 



cgcccatccg 


aaatgtgccc 


ctggacgaga 


ttgacctgct 


gattcaggaa 


accagccgcc 


840 


tgctccagct 


gaccctcgag 


catgaccctc 


acgatacact 


gggccacggg 


ctggggcctg 


900 


agaccagccc 


cctgagctct 


ccggcttata 


ctcccagcgg 


ggaggcgggc 


agctctgccc 


960 


ggcagaaacc 


tgtcttcgca 


aggacctggg 


tcgctctgag 


tccctccgcg 


tagtctgccg 


1020 


gccacaccgc 


atcttccggc 


cgtcggacct 


catccacggg 


gaggtgctgg 


gcaagggctg 


1080 


cttcggccag 


gctatcaagg 


tacagagcat 


gccagggtct 


cagttggaca 


gtctgggtgg 


1140 


gacccctcca 


tcctccttcc 


ttcccagtct 


atggaaacac 


agtggaaggg 


gtatctggct 


1200 


ttcagactcc 


ctggccagtg 


ccctctcctc 


ccttggcctc 


ctggagctaa 


ttaggaacag 


1260 


gg 
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<400> 53 
tgagtaaatc 


gatacatcat 


acgcgcgctc 


ctctggccgc 


ccctccctcc 


gacgatcggg 


60 


gaccctggcg 


ggcggcagga 


ggacatggcc 


agcgacgccg 


tgcagagtga 


gcctcgcagc 


120 


tggtccctgc 


tagagcagct 


gggcctggcc 


ggggcagacc 


tggcggcccc 


cggggtacag 


180 


cagcagctgg 


agctggagcg 


ggagcggctg 


cggcgggaaa 


tccgcaagga 


gctgaagctg 


240 


aaggagggtg 


ctgagaacct 


gcggcgggcc 


accactgacc 


tgggccgcag 


cctgggcccc 


300 


gtagagctgc 


tgctgcgggg 


ctcctcgcgc 


cgcctcgacc 


tgctgcacca 


gcagctgcag 


360 


gagctgcacg 


cccacgtggt 


gcttcccgac 


ccggcggcca 


cccacgatgg 


cccccagtcc 


420 


cctggtgcgg 


gtggccccac 


ctgctcggcc 


accaacctga 


gccgcgtggc 


gggcctggag 


480 


aagcagttgg 


ccattgagct 


gaaggtgaag 


cagggggcgg 


agaacatgat 


ccagacctac 


540 


agcaatggca 


gcaccaagga 


ccggaagctg 


ctgctgacag 


cccagcagat 


gttgcaggac 


600 


agtaagacca 


agattgacat 


catccgcatg 


caactccgcc 


gggcgctgca 


ggccgaccag 


660 


ctggagaacc 


aggcagcccc 


ggatgacacc 


caagggagtc 


ctgacctggg 


ggctgtggag 


720 


ctgcgcatcg 


aagagctgcg 


gcaccacttc 


cgagtggagc 


acgcggtggc 


cgagggtgcc 


780 


aagaacgtac 


tgcgcctgct 


cagcgctgcc 


aaggccccgg 


accgcaaggc 


agtcagcgag 


840 


gcccaggaga 


aattgacaga 


atccaaccag 


aagctggggc 


tgctgcggga 


ggctctggag 


900 


cggagacttg 


gggagctgcc 


cgccgaccac 


cccaaggggc 


ggctgctgcg 


agaagagctc 


960 



gctgcggcct 


cctccgctgc 


cttcagcacc 


cgcctggccg 


ggccctttcc 


cgccacgcac 


1020 


tacagcaccc 


tgtgcaagcc 


cgcgccgctc 


acagggaccc 


tggaggtacg 


agtggtgggc 


1080 


tgcagagacc 


tcccagagac 


catcccgtgg 


aaccctaccc 


cctcaatggg 


gggacctggg 


1140 


accccagaca 


gccgcccccc 


cttcctgagc 


cgcccagccc 


ggggccttta 


cagccgaagc 


1200 


ggaagcctca 


gtggccggag 


cagcctcaaa 


gcagaagccg 


agaacaccag 


tgaagtcagc 


1260 


actgtgctta 


agctggataa 


cacagtggtg 


gggcagacgt 


cttggaagcc 


atgtggcccc 


1320 


aatgcctggg 


accagagctt 


cactctggag 


ctggaaaggg 


cacgggaact 


ggagttggct 


1380 


gtgttctggc 


gggaccagcg 


gggcctgtgt 


gccctcaaat 


tcctgaagtt 


ggaggatttc 


1440 


ttggacaatg 


agaggcatga 


ggtgcagctg 


gacatggaac 


cccagggctg 


cctggtggct 


1500 


gaggtcacct 


tccgcaaccc 


tgtcattgag 


aggattcctc 


ggctccgacg 


gcagaagaaa 


1560 


attttctcca 


agcagcaagg 


gaaggcgttc 


cagcgtgcta 


ggcagatgaa 


catcgatgtc 


1620 


gccacgtggg 


tgcggctgct 


ccggaggctc 


atccccaatg 


ccacgggcac 


aggcaccttt 


1680 


agccctgggg 


cttctccagg 


atccgaggcc 


cggaccacgg 


gtgacatatc 


ggtggagaag 


1740 


ctgaacctcg 


gcactgactc 


ggacagctca 


cctcagaaga 


gctcgcggga 


tcctccttcc 


1800 


agcccatcga 


gcctgagctc 


ccccatccag 


gaatccactg 


ctcccgagct 


gccttcggag 


1860 


acccaggaga 


ccccaggccc 


cgccctgtgc 


agccctctga 


ggaagtcacc 


tctgaccctc 


1920 


gaagatttca 


agttcctggc 


ggtgctgggc 


cggggtcatt 


ttgggaaggt 


gctcctctcc 


1980 


gaattccggc 


ccagtgggga 


gctgttcgcc 


atcaaggctc 


tgaagaaagg 


ggacattgtg 


2040 


gcccgagacg 


aggtggagag 


cctgatgtgt 


gagaagcgga 


tattggcggc 


agtgaccagt 


2100 


gcgggacacc 


ccttcctggt 


gaacctcttc 


ggctgtttcc 


agacaccgga 


gcacgtgtgc 


2160 


ttcgtgatgg 


agtactcggc 


cggtggggac 


ctgatgctgc 


acatccacag 


cgacgtgttc 


2220 


tctgagcccc 


gtgccatctt 


ttattccgcc 


tgccgcctgc 


caccgccctt 


tgtgcccacg 


2280 


ctgtccggcc 


gcaccgacgt 


cagcaacttc 


gacgaggagt 


tcaccgggga 


ggcccccaca 


2340 


ctgagcccgc 


cccgcgacgc 


gcggcccctc 


acagccgcgg 


agcaggcagc 


cttcctggac 


2400 


ttcgacttcg 


tggccggggg 


ctgctagccc 


cctcccctgc 


ccctgcccct 


gcccctgccc 


2460 


gagagctctt 


agtttttaaa 


aaggcctttg 


ggatttgccg 


gatccttgca 


tcctcaaa 


2518 
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<220> 
<221> - 



<222> (1) . 
<223> "n" 


, . (1464) 
can be any 


nucleotide 


' a ' . ' c ' . 


' g 1 or ' t ' 






<400> 54 
fccracrtaaatc 


catacatcat 


accrccrccrctc 
y ^*y y 


ctctcrCTCccrp 

» y y ^» ^*y 


ccctccctcc 

Vrf V* \*r W Vrf I— ' V\r 


craccratccfCTcr 


60 


cr a p p c t - crcr c cr 


crcr p crcr p a crcr a 


crcr a c a t~ crcrp p 


acipcrapcrppcj 

c-y v^yciv_yv_\^.y 


t cr p a cracr t* era 

uy ^ ciy ciy <— y ci 


erect ccr cacrc 


120 


tcrcrtpppfccrp 


t acracrpacr pt 

l— CAM \_. d.y V_. 


cr crcrp p t crcrp p 

y y y ^» v_. ^-y y ^— * 


crcrcrcr p acra p p 


t* crcr p crcr p p c c 

l^y y ^>y y ^ V-» \*r 


pcrcrcrcrtacacr 

v—y y y y *-av_ay 


180 


p a cr p a cr p t~ crcr 


a cr p t* crcr 3 cr p cr 
ny *_« *-y y ciy ^*y 


crcr a cr p crcr p t* cr 
y y ciy *-y y >-y 


pcrcrpcrcrcra a a 

*w>HH V— ' y y y cicici 


t~ p per pa a crcr a 

i« w y \u> aciy y ci 


cr p t cr a acr p t~ cr 

y ^* v— y uay v_. L.M 


240 


^ a crcr a cr crcr 1" cr 


p t~ era era aprh 
u uy ciy aau u u 


cr per cr per crcrp p 


a ppa pt~era pp 


t~ er cr er p p cr p a er 
uy y y u.u-y u>ciy 


p p t~ ererer p p p p 

v_. v_. L- y y y v_. v_. v_. 


300 


cr t* a cr a cr p t~ cr c 
y uc*y ciy ^ y 


1~ crpt~ rrppiererer 
uyu>uyuyyyy 


pt~ ppt* per ppt p 
v_. i_ v_ v_ l_ v_. y v_.y v_ 


prrrri" cera cc 
uyu^ u. v_.y ci ^— - 


i^y ^— uy ^•ci^'Uci 


crpacrpt"crpacr 
y V— ciy v_ L- y v_. ciy 


360 


rracrpt"PTPa ppt 
y ciy u uy u»ciu»y 


pppa pert - crcr t~ 
uuuciuy uyy u 


yUrUuu*uuycm> 


y y y y uucl 


pppa pria f- cm 

uuu-ciu-yci uyy 


v_. v_ v_ v_. v_ ciy uuu 


420 


uouyy uy UAjy 


pt I - ptpt pppra p* 
y uyy u u u u ex u 


u uy ^ u uy y u u 


ciu uciciu u uy ct. 


cr r* r* rr r* cr t~ pt pt p 1 
y u uy uy uyy u 


CTCTCTC P* t" PTPTS5 PT 


*± o yj 


aaprpaert"t" crcr 
a ciy ^>c*y u u y y 


ppat~t~craPTPt" 
u uci u uy ciy u u 


era a crcr t* era an 
y ciciyy uy ctciy 


pa crcr rrnrr per cr 
<~dyyyyyt-yy 


a er a a p a t~ era t~ 
ciyciciv_.ciL.yci u 


P'P' APT^ p 1 P« t" ^5 P* 

v_. v_. ay ci u u u ct u 




ciy L-dciLyy 


y u ct u u ci ciy y ci 


p pctct a a rr "h cr 
u u>y y ctcty u uy 


u> uy u» uy ciu.ciy 


pe , parTP'^PT3 f~ 
v_.v_.v_ ciy v_ ciy ci u 


cr f- t~erp , apipra c 
y u uy u ciy y ci u 


600 


acrt" aacra rra 


a era t~ t~cra pa t~ 
ciy ci o i_ y c*. v_. ci i_- 


pat - pprrrs t~ n 


fiaapl- p err pc 
ci ci n_. u k_ v_y 


r/Pjfrpnphpypa 
y y y u.y ^ uy u ci 


PTPT P 1 P PT P P ^ PT 

y y v v_y ci v_ v_ ciy 


o o u 


pt~neracra a pp 
v_ uy y ciy ciciu u 


a ptpt p* ;=i pre* p 1 p p* 
ciy y UrCiy u-u-^u- 


rrera t* era czicc 
y y ci uy ctuctv^ u 


pa a erer rr a ert* p 
uciciyyy ay uu 


p t~ era p p t~ rrerrr 
u. uyctuuuyyy 


PTPT P t~ PT t~ PTPT a PT 

yycuy uyyciy 


72 0 


p» f- crnacpi t~ per 
v_ i-y u*y ^-»ci u. v^y 


a a cr a cr p t* cr p cr 
0 ciy ciy ^» L^y v_ y 


CTPa PPa Pt~ t~ P 

y V—- C*. \^ CL L> l_ 


per a cr t - crcra cr p 
^*y ciy \— y y ciy v-» 


a ccjcct c?i~ acre 
ci v_y v_ y y L.y y v_. 


prra PTPTPTt" PTPP 

^y^yyy uy ll 


780 


aarraa pert" a P 
ci ciy ci d v—y L. CI V_» 


t~ ctpctp p t~ erp t~ 

3 y v_. v_. L. l_. 


paerpriPTTTPP 


a a nerp pp prrer 
ciciy y V— V— v— \— y y 


^ e 1 P 1 PTP'3 Pi ptpi p» 
ci v_ v_ y v_ ciciy y u 


a er t* paPTPpraer 
ciy uuciy uy ciy 


O *± \J 


geccaggaga 


aat tgacaga 


atccaaccag 


a acr c t crcrcrcr c 

a ay v— i-y y y y 


t cr c t cr c cr cr cr a 

*-y ^ "—y v-yyy ci 


crcr c t p t - crcr acr 


900 


ecrcracrac 1 1 cr 


cr cr cr a cr p t cr c c 
y y y ciy v-.i_-yv_.v_. 


ccrppcracpap 


p p p a acrcrcrcrp 
w d c*. y y y y 


crcr p t cr p t CTPcr 
y y ^*y ^y y 


acra acra crpt" p 

ciy ciciy ciy v_- 1— v_ 


960 


gctgcggcct 


cctccgctgc 


cttcagcacc 


c cr c c t cr cr c c cr 


ggece tttcc 


cgccacgcac 


1020 


tacagcaccc 


tcrtocaacrcc 


cgcgccgctc 


acagggaccc 


tQcracrcrtaccr 
*-yy«yy ^ CAV — y 


acr t crcr t crcr cr c 


1080 


tgeagagace 


tcccacracrac 


catccccrtcrcr 


aaccctaccc 


c c t caa t crcrcf 


cr cr era p p tcr crcr 
y y y ciu- u uy y y 


1140 


accccagaca 


gccgcccccc 


ct tec t gage 


ccr cccacr ccc 


crcr crcr c c 1 1 1 - a 

z_j r*j _*i 7_1 w l«> w% 


pacrppcraacrp 

v*ay V— . y ci c*y >_ 


1200 


ggaagectea 


gtggccggag 


cagcctcaaa 


geagaagecg 


agaacaccag 


tgaagtcagc 


1260 


actgtgctta 


agctggataa 


cacacactga 


gcccgccccg 


cgacgcgcgg 


cccctcacag 


1320 


ccgcggagca 


ggcagccttc 


ctggacttcg 


acttcgtggc 


egggggctge 


tagccccctc 


1380 


ccctgcccct 


gcccctgccc 


ctgcccgaga 


gctcttagtt 


tttaaaaagg 


cctttgggat 


1440 


ttgeeggate 


cttgcatcct 


caaa 
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<220> 

<221> - 



<222> (1) . 

z. o 11 


. . (1080) 

L*cLIl ctiiy 




1 a 1 1 « 1 

a- / C , 


y ui l. 






<400> 55 

¥~ /**T /"T ^ 

LuygyyaCtc 


aLLCCtLtat 


4— /"I /— t 4-* 4" — 1 *t ^ 

CCCattayCa 


^^4- _4-4-4-4-/-i4- 


yCaCatctyy 


CaCatyCayy 


O u 


gattgtcctg 


ggccctgcac 


agatggtaaa 


caatcagtcc 


tacc t ccgcg 


gggcactcct 




ggtggtgagg 


tagctccagg 


t ccaaaaggt 


cacaagaggt 


catgttct cc 


agctgtggga 


loU 


gccccaggag 


agaggcaagg 


cgnncu t ugg 


ggtcaagcaa 


agcc tccxgg 


tggagggcag 


o a n 


gtx taagcac 


gagatgc txg 


agaaggty tx 


CyCtyaaydy 


ayaaatyy ty 


yy cay ay yet. 


inn 
o u u 


uc cgcgcgcu 


acxgacgtac 


cca tcaggac 


agcgagcccx 


gc ugccagcc 


aaggee ugca 


jOU 


tatgcagaat 


gacgatgcct 


gccttggtgc 


tgcttccccg 


agtgctgcct 


cctggtcaag 




gagaagtgca 


gagagtaagg 


tgtcct tatg 


ttggaaactc 


aagtggaagg 


aagatttggt 


/ion 


CL.yyut.ut.at. 


UCCCayayCC 




ayttcoy tat 


ytyayatata 


/~T ^ ^ 4^ /-» ^ a a a ^ 

yattLLaaaa 


r a n 


aLt l. i_ciy y i_y 


fT /-i -J- j-i +- <T /-i r-i f- +- 

y t_ l. o ty l, u 


4- i^j- 4- 4- 4- 4— /— ( 

aty LL L-y l_ L. L. 


/-<4-/— t^-t|-4-i— «-3+-4- 
CLUUL t^ClLt 


4- pf- pa a (TCI 

ItLt U^adyy 


na a a f" etne* f~ a 
y cidct tyy ua 


no 

D U U 


aggtggcatt 


gtctcatggc 


tctcgttttt 


ggggtcatgg 


ggagggtagc 


accaggcata 


660 


gccacttttg 


ccctgaggga 


ctcctgtgtg 


cttcacatca 


ctgagcactc 


atttagaagt 


720 


gagggagaca 


gaagtctagg 


cccagggatg 


gctccagttg 


gggatccagc 


aggagaccct 


780 


ctgcacatga 


ggctggttta 


ccaacatcta 


ctccctcagg 


atgagcgtga 


gecagaagea 


840 


gctgtgtatt 


taaggaaaca 


agcgttcctg 


gaattaattt 


ataaatttaa 


taaatcccaa 


900 


tataatccca 


gctagtgctt 


tttccttatt 


ataatttgat 


aaggtgatta 


taaaagatac 


960 


atggaaggaa 


gtggaaccag 


atgcagaaga 


ggaaatgatg 


gaaggactta 


tggtatcaga 


1020 


taccaatatt 


taaaagtttg 


tataataata 


aagagtatga 


ttgtggttca 


aggataaaaa 


1080 
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<400> 56 



tcgggctctg 


cgtctgcaca 


gatacttcga 


gtctccaagg 


agacttctgc 


ctgttcattt 


60 


ctgctgctgt 


cagtggcggg 


gtgggggggt 


ggattttgaa 


tgcctcttgg 


gtggtgtctg 


120 


ggatcgttgc 


aggaaggttc 


taagggctca 


ggagtgtgag 


tggcccaggc 


acctgccgtc 


180 


agcctgtctt 


ctgtcgtccg 


cctgtcgtgg 


gcagccggag 


aggcgcgcgg 


ccgtggtggg 


240 


agcccaggac 


cccactgagc 


ccccacgcct 


gtctcgcagc 


ctgagcggtg 


catccccgtt 


300 


cctgggcgag 


accaagcagg 


agacgctcac 


caacatctca 


gccgtgaact 


acgacttcga 


360 


cgaggagtac 


ttcagcaaca 


ccagcgagct 


ggccaaggac 


ttcattcgcc 


ggctgctcgt 


420 


caaagatccc 


aagcggagaa 


tgaccattgc 


ccagagcctg 


gaacattcct 


ggattaaggc 


480 


gatccggcgg 


cggaacgtgc 


gtggtgagga 


cagcggccgc 


aagcccgagc 


ggcggcgcct 


540 


gaagaccacg 


cgtctgaagg 


agtacaccat 


caagtcgcac 


tccagcttgc 


cgcccaacaa 


600 


cagctacgcc 


gacttcgagc 


gcttctccaa 


ggtgctggag 


gaggcggcgg 


ccgccgagga 


660 


gggcctgcgc 


gagctgcagc 


gcagccggcg 


gctctgccac 


gaggacgtgg 


aggcgctggc 


720 


cgccatctac 


gaggagaagg 


aggcctggta 


ccgcgaggag 


agcgacagcc 


tgggccagga 


780 


cctgcggagg 


ctacggcagg 


agctgctcaa 


gaccgaggcg 


ctcaagcggc 


aggcgcagga 


840 


ggaggccaag 


ggcgcgctgc 


tggggaccag 


cggcctcaag 


cgccgcttca 


gccgcctgga 


900 


gaaccgctac 


gaggcgctgg 


ccaagcaagt 


agcctccgag 


atgcgcttcg 


tgcaggacct 


960 


cgtgcgcgcc 


ctggagcagg 


agaagctgca 


gggcgtggag 


tgcgggctgc 


gctaggcgca 


1020 


gtggggtggg 


ccaggcccca 


ggacagccgg 


agctcggcct 


gcggtggggg 


cgcttcctgt 


1080 


ggacgctgcg 


cctcccatcg 


cccgggtgcc 


tgtccttgcc 


cagcgccacc 


aggctggagg 


1140 


cggagtggga 


ggagctggag 


ccaggcccgt 


aagttcgcag 


gcaggggtgg 


gtgtgggacg 


1200 


gggctgcttc 


tctacacagc 


ctctacgctg 


gccttcacct 


tcacccctgc 


atcgtcggtg 


1260 


accctgggac 


cctccaggca 


gcgtggcctg 


tggcaccgtg 


agggttggga 


cccaccgagg 


1320 


cgcagaggcg 


gcccgaatgc 


agccctggtt 


caggcccgga 


ggagggtttg 


cgggtagttg 


1380 


cacggacaat 


tcggcggggt 


gctgcctgtt 


gctgccatta 


gcccaggagg 


aggtcgtggg 


1440 


acggggaggg 


tgggatggac 


ggcggacagg 


cagtccccac 


gctgctgggt 


ggcgccgggc 


1500 


ttggtggggt 


cttccactgt 


gtgcccttct 


cgccgaggcc 


ggtcccccgg 


gtgtggggtg 


1560 


ccctgctgcg 


gactcctccg 


cgagccccat 


cgtcgcgcct 


gtggacgcct 


aggcaagagc 


1620 


ggccctctgc 


agccaagaga 


aataaaatac 


tggcttccag 


ataaa 
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cctaaatcaa 


atagtagtag 


cttttaaaaa 


aattactaaa 


cttaatcaac 


actatttgga 


60 


aagggggcta 


gagtcagata 


ttatgatcag 


ttgatggcta 


gctcaaggaa 


tttttagaaa 


120 


tccccttccc 


tacctcccca 


gaatgtaccc 


tacagccaaa 


gtctcagcag 


cctacaggga 


180 


aggaggctga 


ggagcaccct 


acatcagctc 


ccctcaccca 


ttccctgctg 


cctccaaccc 


240 


ctttatgggt 


ggtttcccat 


ttcatctttg 


atttaggggt 


gagactgcac 


tgcacaaggc 


300 


tgcctgccag 


cggaaccggg 


ctgtgtgcca 


gcttctggtg 


gatgcaggag 


catctctgag 


360 


aaagacggac 


tccaagggta 


agacacctca 


agaaagagca 


cagcaggctg 


gggacccaga 


420 


cttggctgct 


tacctagaaa 


gccgtcagaa 


ctataaggtc 


attggccatg 


aggacctgga 


480 


aactgctgtt 


tgaccctggt 


attcgggcaa 


agaggacatg 


agcaagcgta 


tcacatctgc 


540 


cctccctgca 


attgggcagc 


tcccctggaa 


gaagctgatg 


gaattcatat 


atctgtctct 


600 


ctcctgcaag 


attctacctg 


agaccatgcc 


actagctttt 


aagggctacc 


aagatgtaca 


660 


acagaacatg 


atagcccatt 


gagaaggagg 


caggatacct 


ggagatttgt 


ggaatacagt 


720 


acgagttcca 


caaaatttga 


tccttattgc 


ttccagcaag 


tagcatgaac 


ttctgtgttc 


780 


acctgtataa 


tttattttaa 


agattcaaag 


gatgttcgta 


taaatggcac 


tgctccatcc 


840 


tccccctatg 


cattggtttt 


tttccctgta 


ccatacaatt 


ctactgtaac 


tacccatcaa 


900 


cttaaagaaa 


aatattatct 


cttctcttta 


cattcagtct 


tggaagacca 


caagattgtc 


960 


tgaaggcctt 


ctaaaacctt 


ctgaatgtcc 


tgcagaaata 


taactgtaaa 


accacttcca 


1020 


tttctaagac 


taaatatatc 


aagactattt 


agtgactctc 


tctgcatgtc 


cccctcaccc 


1080 


gccaaccctc 


cgtttcatta 


tataggagct 


gggaagtgcc 


acatggataa 


tgtcaacttg 


1140 


tgtgctatat 


ctctgaggaa 


tggtgaggtg 


gcatgggaga 


tgtctgtgct 


tggaggtacc 


1200 


tcagagaggt 


aacccagggg 


tcagcccagg 


ctgctgggct 


gtagccaata 


gccatgcagg 


1260 


actggttcag 


cttgggctgt 


ctgtacagct 


ccgtactgcc 


tatgtgtagc 


catctttgcc 


1320 


ttttgctgca 


atagaagatg 


agcaaaggat 


taaacagagg 


cccacagcta 


gtttgcagaa 


1380 


ccactcaatt 


ttaagtgctg 


tttaaattgc 


agagcaaata 


atcctgtgtg 


ggaactgtgg 


1440 


ttacaggaaa 


tggagcactc 


taacaatgtt 


tacttctaaa 


ctttgttgaa 


tgataataga 


1500 


aagcacccta 


attgacttgg 


aaaaaaaaaa 


cagcaaaagc 


aaaagtagca 


acatatgtca 


1560 



ctv^ct L-d L.y l_ d 


p* i~ rra aaha ptpt 
w uy ctctci Layy 


aaapa prt - p 1 a t" 
ctdctwety wwctw 


f- ctct aah pt t~ I - pt 
wy y ctct ty w ^-y 


ct cty cty yv^L 


aat - acrp t" a tcr 


1620 




LaL cty yauaL 


cty uy y wy cty d 


rrrrs pt p* p* p* p< a t~ 
y y cty w w w^ w ct w 


L. L. L. cty y tuui. 


hcttttaaat 


1680 


t- t* t-t-rrrrt- t- 1 - t- 
l. l. u Lyy LULL 




cty i_ctywwwwL. 


y ci w w wet cty ctct 


P 1 a ^ 3 CTPI C t" i~ PT 

v_ ctct cty y w l> uy 


i~ t*crt" a t"cracrt" 

l« l~y wd 


1740 


LLLaL uy wet 


pra ht"hah ptptpt 
yet l. w L.ct wy y y 


a t - PTP i P , t~PTPTa t~ 
cti.yL>L> wy y ci w 


v-ct l w wcty ctcty 


y ct l. y i_ o wctct 


ctattattta 


1800 


l. w ciy y www ctct 


o rrrrt" p*PTt~ art" 
cty y w wy l» ci w i_ 


t* pra haspppp 
i>y ci l> ct ct w w w w 


Ci. L. W L- L> W W CI l_y 


uctuyyyy octy 


frfaatatat 


I860 


tattttatct 


actttatttt 


tcccttttca 


gaaagtcctt 


agtgcaaacc 


accattggaa 


1920 


tctagtcaga 


aatgtctgtc 


agatagttag 


aattgtaaca 


tctaaacctg 


ccacggatcg 


1980 


aatggtactt 


acaggtacct 


ctcttaggga 


ctctgtgatc 


cctaaaatat 


cagaagaaaa 


2040 


tgtctgtctt 


tctgtccaaa 


T~at"P*t~ap ,, T"T" pt 


apf 4- *"r ptpt ptpt t~ 

etc w ty yy yy t. 


a 
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<400> 58 
gcagccgcat 


CLaCyyCayc 


/i/Trt /-» *-» /~t /~*f*tf~rr* 

cycc-ccLyyt. 


tegggge ug w 


y cty v^y y t_ u v_y 


PTPTPT P* P'PTPrPTPrPT 




tgggcggcgg 


tgeggeggge 


99CCyaCyct 


cctcutcyyc 




ptp^ptptp' p* ahrrp 

ycyyt-.t-cit.yt- 


19 0 


gtggggcggc 


gcggctgggg 


cyyccyyycc 


rtrra pft - i - ptp> o t~ 

y y cty ULy^LL. 


P" P 1 P'PTPTPTPTP* P* P* 

t-.^v_y y y y lll 


PTP'prr^ ^ pra ptptpt 

gcgcugaggg 


1 AO 
xou 


ccccgccgcg 


gccgccgctg 


P* ^ PTP* t~ ^* P< t* PTP* 

LLyLLUL wy o 


t'"T~PTP'PrP''t~Prt't~ 

w wy wy w wy w w 


PTP , P , PTP , i~PTP , i - PT 

y oi^y \~ L.y c L.y 


P*P , P , PTP 1 PfP i P , ^PT 

uL-L.y ty^u uy 




gcgctgccgc 


cgcccccgcc 


r~( fTZ P'PTPf P* P" P 1 P* 

c w y *~y y v- w w w 


y y ci y c t y Q- ci 


(~r f- pfTPTP 1 1* t~ P 1 P 1 

y I'^yy ^ l l.i— ^> 


PT P* PT PTPTPT P* P* P* 3 

yt.yyyyct-wct 


"^00 
-j \j \j 


gcgtgagtct 


ctacctgagc 


/-f a /-Tfra p'prapTPT 
y cty y civ— y cty y 


1~ pt c ct f r* rr ct c* *K 

uy ^— y >— ^-y y u 


pra t~ P'PTPrt - p 1 t~ t~ 
y ctL^yy l. \_ l. u. 


pra t~ PTP*a pt a a p 1 
y ct L- y cty ct ct v_« 


J o V 


tttattatgt 


gagaaatgac 


OULdLL cty w W 


aphaprrptrt" 
ClL. uctL^y LLUL 


dLLL L L u cty u 


tiy i i-cty L*cn- 


490 


ccagtgagac 


aaatttcctg 


p*ap*1~tT i ap , p i f' 

W Ct W L> W CI W W L- 


yy^ctL-y^ryctci 


y ^•^■^*c*ciyy i»- 


era ahaha a prr' 
y ctct t>ct L- ctcty v* 


480 


tgggattcca 


agtggacaat 


pt t* i~ t" t~ ptpt a a 
y w w i— wy y wctct 




P'P'^lPJ'PTt" P33P 


at-fhrtcrt-t-r 

ct i,i,i,(>/Ly iw- 1— V- 


54 0 


agggggaagt 


tccacgcact 


t"t~at~p , apTt~prt - 
i_ i_ ci i_ w cty i_ y l. 


l. LLyy y L-cty ct 


np , 1~t*i~p , p , t~pj"h 
y^LLL^ULy l> 


apt* ptpt paaan 
ci L-y y wet ctcty 


600 


tagattctga 


agttatgata 


p , 1~aat~crp , a.cir' 
w l» ci ci k_y w cty w 


L>WCtCtW I— Ly ClU 


cty l. cxcici i— 


t"paaaaaat"t" 

L>WClCtCtClClCt I— 


660 


ttaccgtctt 


aaattttaaa 


p«pTa a rrrr3 a a a 
s_»y ctcty y ctct ctct 


l. y uy ^LQL>CIC1 


aaaaff-f- pra a 
ctctcictk.. l. uy ctct 


na ar/haaaaa 
yctcty l> ci ct ct ct ct 


720 


cttcagcctt 


ggacaaaaac 


actagcagaa 


ctatttatga 


tcctgtacat 


gcagctccaa 


780 


ccacttctac 


gcgtgtgttt 


tatattagtg 


taggggtttg 


ttgtgcagta 


atatttctcg 


840 


tagcaataat 


attagctgtt 


ttgcaccttc 


atagtatgaa 


aaggattgaa 


ctggatgaca 


900 


ggtattgtac 


atattttggg 


aaagaaaaaa 


aatgaaagca 


gttatttgta 


tatatgtggg 


960 



agcccataca 


catctgatga 


cagtggtgca 


gggaaaggag 


ggaggatgat 


taagccccag 


1020 


ccaaaggaaa 


aataagatga 


cctaatcact 


gtctctggtt 


tctctgaact 


tatttttatt 


1080 


ttttaaaaat 


taaggtc 
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<220> 
<221> - 
<222> (1) . 
<223> "n" 


. . (3382) 
can be any 


nucicot lue 


a , c , 


y OIT C 






<400> 59 
gcagccgcat 


ctacggcagc 


cgcccccggc 


ccggggcugt 


y dgcggc t.cy 


gggccggggg 


D u 


tgggcggcgg 


tgcggcgggc 


yyccyaCyct 


/■< ^ ^ <*r /^r /~i 

CCCCctcyyc 


ggcggcggcg 


y egg cca uy c 


1 


gtggggcggc 


gcggctgggg 


cggccgggcc 


ggagttgcct 


c c cggggc cc 


gege tgaggg 


loU 


ccccgccgcg 


gccgccgctg 


ctgct tctgc 


ttgcgccgtt 


gccgctgctg 


cccgcgcctg 




gcgctgccgc 


cgcccccgcc 


ccgcggcccc 


cggagctgca 


gucggc tucc 


gcggggccca 


inn 

jUU 


gcgtgagtct 


ctacctgagc 


gaggacgagg 


LyCyCCyycc 


yatcyy tctt 


yacycayaac 


i ^ n 

jOU 


tttattatgt 


gagaaatgac 


cn uaucaguc 


*?* 4— *t 4* 4* 

actacyctcc 


acccu t cage 


ccgccagcac 


z u 


ccagtgagac 


aaatttcctg 


cac t tcacc t 


ggca cgcgaa 


ycccaayy tt 


^**p *-* ^ 4~ ^ 

yddLdtadyC 


ft O V 


tgggattcca 


agtggacaat 


gccccggcaa 


+- r*r r~r *^ 4- 4~~ /*i 

cgy a uacgcc 


ccayy tcaac 


aittc uy etc 


Oft U 


agggggaagt 


tccacgcact 


4— 4— i ^ 

LUatcay cgt 


c 1- eg g g c aya 


yccuccctyt 


actyycaaay 


c n r» 


tagattctga 


agttatgata 


+~ ^ ^ 4- a rr/-» 

CUaatyCayC 


+■ /~< ^ a /~» ♦* 4— /r n /-i 

CCa.aCUL.ydC 


dy Caad LUC U 


t~r^aaaaaa+"t* 
UUddddddLL 


oou 


ttaccgtctt 


aaattttaaa 


Lyciciyydcictci 


l_y LyLLaLcta 


aadctt L, t_y ctel 


na a rT t~ a a a a a 
y day Laaada 


*7 9 n 


cttcagcctt 


ggacaaaaac 


0 /~i +- 3 <T r—l /-y -3 -3 

a. C t. dy C dy dd 


t-tatt Udcyd 




it/" 1 a (T o t" oa a 
y Lay L LUUda 


7 ft n 


ccacttctac 


gcgtgtgttt 


LaLaL Uciy i_y 


Lci y y y y <- t-y 


L-L.y uy Lay 


dLaLLLULUy 




tagcaataat 


attagctgtt 


4— 4- rtpa 4- 4- /— » 


d L. dy L. d L.y oa 


a a rr«r a t* 4- /-ra a 
acty y d l. i_y dd 


y y L.y dLd 




gcattagtgc 


cagcagtagt 


tcccaagggc 


tgtctcagcc 


atccacccag 


acgactcagt 


960 


atctgagagc 


agacacgccc 


aacaatgcaa 


ctcctatcac 


cagctcctag 


ttatcctacc 


1020 


ttgcggatag 


agaagaacga 


cttgagaagt 


gtcactcttt 


tggaggccaa 


aggcaaggtg 


1080 


aaggatatag 


caatatccag 


agagaggata 


actctaaaag 


atgtactcca 


agaaggtact 


1140 



i~ f~ f~ t~r rx rx r* rr t~ a 
LLLyyyLy td 


4- 1" t - f" pp3 h rrrr 
LtttLLdtyy 


ydttttddtd 


na t~ rra a a a a <t 
y d ty dddddy 


ah ppaaat" aa 
a t l Laaa taa 


a rra a a r* a a 
ay aaaaaLdd 


1200 


ana f* t~ f~ rr t~ r* a 

^LdLLL.^ L. V_. Ct 


aaar*a<Ti~i~aa 
dddLdy t tdd 


a na traarrph 
dy a 1 1 ddy i— 


i— ^— y ddd u 


apcrf- rra paa f 
dy y L.y ci Vw aa 


rra t*crr , 1~r , ar i t" 


1260 


y dddy t ty l ct 


ay l ty ty ayy 


tLtttdtLdL 


arraaafpht"p 
dydddLL l ll 


L LLL LdL LdL 


f- r*a i~ rr t" rr t" rr t~ 
LLdLy Ly uy l 


1320 


a t~ ana aaa a rr 
d t dy ddy ddy 


rranaaa arTr*/** 
y dy dada^LL 


j j tyatd 


L UyLLU tdLa 


■f- rra a t" t* CI CI CJCT 

LyddLLyyyy 


y dd L L L t ddd 


1380 




y dCay ty Cad 


yLLdy Ldydy 


/~r /"'/"•aaf^aaf - ^ 
yLLddtddLL 


p -a p a rrrr r* a a t~ 
LdL dy y l d d l 


4-4-p4-p— jppaa 
L L L LLdy Ldd 


144 0 


/—r 3 P P i~~ rTCT 4— 3 /"< 

yat-OLyy tat- 


aciaf rrrr ril-af 1 
aLa ty y LLdL 


4- a«a 4- 4- /-«• r~( f~t 

1 1 ay d t ty 1 1 


4- /t j— (~*cr a a i~ rr a 
ty tyyddtyd 


rr pt" a p p 4- rrrr r* 
yLLdLLLyyL 


p a rr a a rrrrrr a a 
Lay ddy y y dd 


U. VJ VJ 


p 4- pa 4- P p a Z""' a 


-j p r± /~* \~ rrrr r* 
aayaCCLyyC 


^ /T rrrr a a 
LyCCdyyadL 


4- fr \~ rr\~ t" rrrrrrr* 

t-y t.y t Lyyy l 


p 4- 4- 4- (-TP- a rrr~ rr 
lll Ly y dy Ly 


a r>rr r« t~ rr T - rrrrrr 
dLy l Ly Lyyy 


XjDU 




4— /—i 4— /t/t/tp /-» a /r 

t cty yy LLdy 


dLLLLL tdty 


4- /-T/-T a pa f- +• era 
tyy aLa t ty d 


r* r* r* r* t - 1~ pnan 
L L L L L L Ly Cty 


a t~ rrrrr* r*rrr* a i~ 
d Ly y l Ly Ld t 


i con 


dCCLg dddy cl 


4- /TP 4- 4- -5 p n«a 

tyy t taccya. 


af a err* r* r* z> rr r* 
d Lay CCtdy t 


LddLLadLLy 


t"pp1"p;af"aaa 
lll Ly d Ly dd 


■h t- a 1- -h i- rr n 1- rr 
L Ld L L Ly L Ly 


X O O \J 


ty ocyy CC Ly 


4™ 4*" p 4™ /— * 

t tgctgggcc 


LLayaLCCay 


ayy ay aygee 


p *^ 4— 4— p -fi /-» 

Cddy t t t cay 


p ^ p 4" /"Y/T 4— 3 p 

Cay C Ly g tdC 


1 / *iU 


dgt.ycct.ddC 


ay ag t t tea t 


y cay CCC Lyy 


gggccLacgu 


p 4— ip p 4— p p 4— P 

C ty dC LLC LC 


4* p p ^> 4— p p p ^ 

LCCddLCCCd 


lOUU 


caccatcagg 


aagaaggtgc 


c LyLcggggc 


ccacL tgaag 


cccgLcaggg 


— i 4— <^ 4— 4™ 4— 

aLyCLLLy La 


loou 


L C tddCdCdd 


cgccaacaga 


agcacat LCy 


tc t tccay aa 


a /—l p^rf— ^r^t p 4— 

CaCCy Lyect 


4— -a /^r a a a t - p 4- 
Lay aaa Ly C L 




t Lay aa cc ty 


aa/-^f-+-+-+-+-aa 

aactttttaa 


gacay ac LLa 


dLdaLy LyyC 


3 4-- a 4-4-4-4-p4-- a 

dLaLLLLCLa 


i^r n f* ^ f" p a P f 4— 

y a LaLCaCLL 




t cat tagg C t 


gaactgaaag 


4- 4- 4- 4- +- /-t4- -3 

gg l l l l ugua 


..f.f.4.4.4.4. rrrr 

aaLLLLLLyy 


/—i p 4— 4— 4— 4— 

CCdadaLLLL 


4— 4~ /^i --5 4— ^ 

LLaaaaCaLa 


o n a n 


Cttacfc t tgg 


actaggggta 


ca llc l taca 


■^i *-\ ^ * ^ ^— * *-* 

aaaLaaaLaa 


acag tt t t ta 


addLLyLLLd 


Z1UU 


/~r a p a p a /t ^ ^ ^ 

y dCdCdy dtd 


4-4-4- rrrra aH-a 
L 1 tyy ddt to. 


<t/-» +■ a +" 4- 4— 

yCLdLCLLdy 


p-p- p p a a /~" f/ - rrr> 

yyccaaCLyc 


1 1 1 1 td 1 1 1 1 


4-t-4- a p4-4-p-j4- 

LLtdCCLCdL 


o i £ n 

Z1DU 


Cddyy ty d ty 


4/* a a 4~~ /~t **5 /™i 4— 4— 

tddy ty dC t t 


4— «■ 4— 4— 4- --j /t 3 /»» ^ 

Ly L L Lay dCd 


p 3 p- al-a+^ff- p- 

Cdy a. td 1 1 cy 


pr a a 4}~ h a /~r t~* r~ a 

y d d 1 1 dy Ltd 


4— p 4/- 4— ^ /^r 4— /-rp p 

t L L Ldy Ly LL 


^ ^ z u 


n -3 /-if- ryp 4— 4-4—4- 

dciC tyCLLLL 


tdtttttttd 


LltLd Ltddy 


rrhrrairfhaarr 
y t y d t y tddy 


4-p--jp4-p-appf- 
LydLLLdLLL 


L Ldddy L L L L 




4-4-4- 3rT 4- rT 4-4--a 


ttttttatCa 


/— • 4— ^ *~t 4— /-» 4— nfrrr 

CLatLtLyyy 


a a a 4— n 4— 4— 4~/-r 

aaa tyy l t ty 


4— p 4— 4- p -a a/Ta f~ 
LL L L Lddy d L 


rrr* aafapf H" 
yLddLdLLLL 




t"r<t~t-arrt~aaa 
LL, t Lay Laaa 


rrrr <^r 
y y aaddaLay 


La Ldddddy d 


4- —j p p 4- pp 4- p 4- 

LatL tyy LLL 


y LL L Ly lata 


a rra aaa rrrr r* a 
dy ddddy y Ld 


*± u w 


ahafha rr a rrrr 
d td t Lay ay y 


a a <ra aaahhh 
ddy dddd 1 1 1 


3 a a rra aaann 
dddy ddddy t 


■J- a rrarrrfa aaa 
tdy dy y dddd 


dddddL l l l l 


t tddddd LdL 


<6 *± D U 


1 1 d 1 1 dy d dy 


P33aph rrr* r+ 
LaaaL LyLLL 


4— 4— t~r /~* -3 4— nrra a 

l Ly Ld Ly y dd 


a a e* i~ p; 4- +- -3 4- 
ddL ty 1 1 td t 


4- 4- 4- +- +- +- pant" 
L L L L L LLdy L 


rra aaa rrrr a a t~ 
y ddddy y dd t 


D ^. \J 


t~r , t~rrr , 't~t~t~ r*rr 
LLtyttttLy 


ty 1 1 1 1 ty y y 


a a arrnarrrra a 
dddy Layyda 


p j- rra rri~ h pa h 
Lty ay 1 1 a t 


tdLdl-^ O V_ L>d 


a t~ t~ t~crrrr , acra 
d l> l> L>yyuaya 


2 580 


aattagcctt 


tctgtgaacc 


agatgtggtt 


tggggcagat 


ctgtagtaaa 


caatggtgat 


2640 


tttatttatt 


tttactctct 


ggaaaaggag 


ataatacaat 


tccagaaagt 


gaactcatat 


2700 


ttctaaggtt 


aagattccct 


tttattgeae 


ctagaatagt 


getatgeaca 


gagcgggtgc 


2760 


ttgagttgtt 


gtcgtttttt 


gtttgttttt 


taaatgtaaa 


ctggtaaatt 


ttgtgcttat 


2820 



cttcaaggct 


ggcttaagta 


taaaattgtt 


ttttaaacac 


ttgaaaaatt 


aaaggatttg 


2880 


ttttatatta 


tgacagtatt 


gaaattattt 


ttcataatga 


atgattggtt 


attgtgtctg 


2940 


gtaagtcttt 


gaacattcaa 


cagccagaca 


tttgtgtttt 


atttcatgat 


gttccagtca 


3000 


agttccaaag 


ccctaacaca 


gttaagctgg 


ctcagactcc 


aggttctagt 


aaaaagttgg 


3060 


aattaatgtt 


ataaggaagt 


attaaaacac 


tgaaacattt 


ctccagaacc 


agcaagtaag 


3120 


ggatatgtat 


gtatttatgc 


tcagttttag 


ttggcctaaa 


gcagagttga 


atgggctttc 


3180 


taaatagcta 


ggcctgcagg 


tacctgccac 


tactcccatc 


ttcagaggta 


tataagggag 


3240 


aatgtgtagc 


agttngaggc 


ttttgctgtt 


tttaaaaaag 


ccttatgaat 


cagcagcaca 


3300 


tcgggaaaaa 


taggctcaca 


tagtacctgg 


gttttcccaa 


gtaagccaag 


ggcatgattt 


3360 


ctgtggtaca 


ttttatttaa 


ca 








3382 


<210> 60 

<211> 2195 

<212> DNA 

<213> Homo sapiens 












<400> 60 
ckwkkttact 


tcagacatgg 


gacggtctct 


gtagttacag 


tggggcatta 


agtaagggtg 


60 


tgtgtgttgc 


tggggatctg 


agaagtcgat 


ctttgagctg 


agcgctggtg 


aaggagaaac 


120 


aagccatgga 


aggaaaggtg 


ccaagtggtc 




ctccagggca 


aaggccttgg 


180 


gcaggtggga 


atcctgattt 


gttcctgaaa 


ggtagtttgg 


ctgaatcatt 


cctgagaagg 


240 


ctggagaggc 


cagcaggaaa 


caaaacccag 


caaggccttt 


tgtcgtgagg 


gcattaggga 


300 


gctggaggga 


ttttgagcag 


cagagggaca 


taggttgtgt 


tagtgtttga 


gcaccagccc 


360 


tctggtcccc 


tgtgtagatt 


tagaggacca 


gactcaggga 


tggggcttga 


gggaggttag 


420 


graaggaagg 


gggctttgga 


tcattgcagg 


agctatgggg 


attccagaaa 


tgttgaggga 


480 


acggaggagt 


agggggtaaa 


caaggattcc 


tagcctggaa 


ccagtgccca 


agtcctgagt 


540 


cttccaggac 


cacaggcagc 


cttaagcctg 


gtccccatac 


acaggctgaa 


gtggcagttc 


600 


cagcggctgt 


ccctgcggca 


gaggctgagg 


ccgaggtgac 


gctgcgggag 


ctccaggaag 


660 


ccctggagga 


ggaggtgctc 


acccggcaga 


gcctgagccg 


ggagatggag 


gccatccgca 


720 


cggacaacca 


gaacttcgcc 


agtcaactac 


gcgaggcaga 


ggctcggaac 


cgggacctag 


780 


aggcacacgt 


ccggcagttg 


caggagcgga 


tggagttgct 


gcaggcagag 


ggagccacag 


840 


ctgtcacggg 


ggtccccagt 


ccccgggcca 


cggatccacc 


ttcccatcta 


gatggccccc 


900 



cggccgtggc tgtgggccag tgcccgctgg tggggccagg ccccatgcac cgccgccacc 960 

tgctgctccc tgccagggtc cctaggcctg gcctatcgga ggcgctttcc ctgctcctgt 1020 

tcgccgttgt tctgtctcgt gccgccgccc tgggctgcat tgggttggtg gcccacgccg 1080 

gccaactcac cgcagtctgg cgccgcccag gagccgcccg cgctccctga accctagaac 1140 

tgtcttcgac tccggggccc cgttggaaga ctgagtgccc ggggcacggc acagaagccg 12 00 

cgcccaccgc ctgccagttc acaaccgctc cgagcgtggg tctccgccca gctccagtcc 1260 

tgtgatccgg gcccgccccc tagcggccgg ggagggaggg gccgggtccg cggccggcga 1320 

acggggctcg aagggtcctt gtagccggga atgctgctgc tgctgctgct gctgctgctg 1380 

ctgctggggg gatcacagac catttctttc tttcggccag gctgaggccc tgacgtggat 1440 

gggcaaactg caggcctggg aaggcagcaa gccgggccgt ccgtgttcca tcctccacgc 1500 

acccccacct atcgttggtt cgcaaagtgc aaagctttct tgtgcatgac gccctgctct 1560 

ggggagcgtc tggcgcgatc tctgcctgct tactcgggaa atttgctttt gccaaacccg 1620 

ctttttcggg gatcccgcgc ccccctcctc acttgcgctg ctctcggagc cccagccggc 1680 

tccgcccgct tcggcggttt ggatatttat tgacctcgtc ctccgactcg ctgacaggct 1740 

acaggacccc caacaacccc aatccacgtt ttggatgcac tgagaccccg acattcctcg 1800 

gtatttattg tctgtcccca cctaggaccc ccacccccga ccctcgcgaa taaaaggccc 1860 

tccatctgcc caaagctytg gactccacag tgtccgcggt ttgcgttgtg ggccggaggc 192 0 

tccgcagcgg gccaatccgg aggcgtgtgg aggcggccga aggtctggga ggagctagcg 1980 

ggatgcgaag cggccgaatc agggttgggg gaggaaaagc cacggggcgg ggctttggcg 2040 

tccggccaat aggagggcga gcgggccacc cggaggcacc gcccccgccc agctgtggcc 2100 

cagctgtgcc accgagcgtc gagaagaggg ggctgggctg gcagcgcgcg cggccatcct 216 0 

ccttccactg cgcctgcgca cgccacgcgc atccg 2195 

<210> 61 

<211> 1662 

<212> DNA 

<213> Homo sapiens 

<400> 61 

ckwkkttact tcagacatgg gacggtctct gtagttacag tggggcatta agtaagggtg 60 

tgtgtgttgc tggggatctg agaagtcgat ctttgagctg agcgctggtg aaggagaaac 120 

aagccatgga aggaaaggtg ccaagtggtc aggcgagagc ctccagggca aaggccttgg 180 



gcaggtggga 


atcctgattt 


gttcctcagt 


caactacgcg 


aggcagaggc 


teggaacegg 


240 


gacctagagg 


cacacgtccg 


gcagttgcag 


gagcggatgg 


agttgctgca 


ggcagaggga 


300 


gccacagctg 


tcacgggggt 


ccccagtccc 


c ggg ccac gg 


atccaccttc 


ccatctagat 


360 


ggccccccgg 


ccgtggctgt 


gggccagtgc 


ccgctggtgg 


ggccaggccc 


catgcaccgc 


420 


cgccacctgc 


tgctccctgc 


cagggtccct 


aggcctggcc 


tatcggaggc 


gctttccctg 


480 


ctcctgttcg 


ccgttgttct 


gtctcgtgcc 


gccgccctgg 


gctgcattgg 


gttggtggcc 


540 


cacgccggcc 


aactcaccgc 


agtctggcgc 


cgcccaggag 


ccgcccgcgc 


tccctgaacc 


600 


ctagaactgt 


cttcgactcc 


ggggccccgt 


tggaagactg 


agtgcccggg 


gcacggcaca 


660 


gaagccgcgc 


ccaccgcctg 


ccagttcaca 


accgctccga 


gcgtgggtct 


ccgcccagct 


720 


ccagtcctgt 


gatccgggcc 


cgccccctag 


cggccgggga 


gggaggggcc 


gggtccgegg 


780 


ccggcgaacg 


gggctcgaag 


ggtccttgta 


gccgggaatg 


ctgctgctgc 


tgetgetget 


840 


gctgctgctg 


ctggggggat 


cacagaccat 


ttctttcttt 


cggccaggct 


gaggecctga 


900 


cgtggatggg 


caaactgcag 


gcctgggaag 


gcagcaagcc 


gggccgtccg 


tgttccatcc 


960 


tccacgcacc 


cccacctatc 


gttggttcgc 


aaagtgcaaa 


gctttcttgt 


gcatgacgcc 


1020 


ctgctctggg 


gagcgtctgg 


cgcgatctct 


gcctgcttac 


tcgggaaatt 


tgettttgee 


1080 


aaacccgctt 


tttcggggat 


cccgcgcccc 


cctcctcact 


tgcgctgctc 


tcggagcccc 


1140 


agccggctcc 


gcccgcttcg 


gcggtttgga 


tatttattga 


cctcgtcctc 


cgactcgctg 


1200 


acaggctaca 


ggacccccaa 


caaccccaat 


ccacgttttg 


gatgcactga 


gaccccgaca 


1260 


ttcctcggta 


tttattgtct 


gtccccacct 


aggaccccca 


cccccgaccc 


tegegaataa 


1320 


aaggccctcc 


atctgcccaa 


agctytggac 


tccacagtgt 


ccgcggtttg 


cgttgtgggc 


1380 


cggaggctcc 


gcagcgggcc 


aatccggagg 


cgtgtggagg 


cggccgaagg 


tctgggagga 


1440 


gctagcggga 


tgcgaagcgg 


ccgaatcagg 


gttgggggag 


gaaaagccac 


ggggegggge 


1500 


tttggcgtcc 


ggccaatagg 


agggcgagcg 


ggccacccgg 


aggcaccgcc 


cccgcccagc 


1560 


tgtggcccag 


ctgtgccacc 


gagcgtcgag 


aagagggggc 


tgggctggca 


gcgcgcgcgg 


1620 


ccatcctcct 


tccactgcgc 


ctgcgcacgc 


cacgcgcatc 


eg 




1662 



<210> 62 

<211> 1149 

<212> DNA 

<213> Homo sapiens 

<400> 62 



gggcatccgt 


actttaatga 


ctatgtaata 


ttcgactcag 


gactatactg 


taacttattt 


60 


aggatctttc 


ggcctttagg 


ttatttatag 


tattttgctg 


ttgtaaaatg 


actttcatat 


120 


agctgtctta 


ggcataatat 


ttgtctgcct 


ctaattattt 


ccttctaggt 


ttgtacaagt 


180 


gtgattatta 


gttaaaacat 


acttggcata 


cctccagaag 


ccagggcact 


tggtagttta 


240 


tgattgcacc 


aggttttcag 


gttaagtcta 


taaataatga 


agagaggaag 


gaacatagaa 


300 


ctgccaacta 


gaagtaaaca 


ggctcgtgat 


ctggtgacct 


gagcgactct 


gaatgcttgc 


360 


tgagtcctag 


ttggcatcta 


ggttggttcc 


catgtttgag 


agacgaggat 


ggtgaattta 


420 


agccatgaag 


actttgaatt 


tatttcagga 


acacgaatgc 


gcaaacttgc 


tcgagaaggc 


480 


cagaaaccac 


ctgaaggttt 


catggctccc 


aaggcttgga 


ccgtgctgac 


agaatactac 


540 


aaatccttgg 


agaaagctta 


ggctgttaac 


ccagtcactc 


cacctttgac 


acattactag 


600 


taacaagagg 


ggaccacata 


gtctctgttg 


gcatttcttt 


gtggtgtctg 


tctggacatg 


660 


cttcctaaaa 


acagaccatt 


ttccttaact 


tgcatcagtt 


ttggtctgcc 


ttatgagttc 


720 


tgttttgaac 


aagtgtaaca 


cactgatggt 


tttaatgtat 


cttttccact 


tattatagtt 


780 


atattcctac 


aatacaattt 


taaaattgtc 


tttttatatt 


atatttatgc 


ttctgtgtca 


840 


tgattttttc 


aagctgttat 


attagttgta 


accagtagta 


ttcacattaa 


atcttgcttt 


900 


ttttcccctt 


aaaaaaagaa 


aaaaattacc 


aaacaataaa 


cttggctaga 


ccttgttttg 


960 


aggattttac 


aagacctttg 


tagcgattag 


attttttttc 


tacattgaaa 


atagaaactg 


1020 


cttcctttct 


tctttccagt 


cagctattgg 


tctttccagc 


tgttataatc 


taaagtattc 


1080 


ttatgatctg 


tgtaagctct 


gaatgaactt 


ctttactcaa 


taaaattaat 


tttttggctt 


1140 


cttaaaata 












1149 


<210> 63 

<211> 1461 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) 
<223> "n" 


. . (1461) 
can be any 


nucleotide 


'a', 'c' , 


•g' or 't' 






<400> 63 
ccgcttcggg 


gaggaggacg 


ctgaggaggc 


gccgagccgc 


gcagcgctgc 


gggggaggcg 


60 


cccgcgccga 


cgcggggccc 


atggccagga 


ccaccagcca 


gctgtatgac 


gccgtgccca 


120 



tccagtccag 


cgtggtgtta 


tgttcctgcc 


catccccatc 


aatggtgagg 


acccagactg 


180 


agtccagcac 


gccccctggc 


attcctggtg 


gcagcaggca 


gggccccgcc 


atggacggca 


240 


ctgcagccga 


gcctcggccc 


ggcgccggct 


ccctgcagca 


tgcccagcct 


ccgccgcagc 


300 


ctcggaagaa 


gcggcctgag 


gacttcaagt 


ttgggaaaat 


ccttggggaa 


ggctcttttt 


360 


ccacggttgt 


cctggctcga 


gaactggcaa 


cctccagaga 


atatgcgatt 


aaaattctgg 


420 


agaagcgaca 


tatcataaaa 


gagaacaagg 


tcccctatgt 


aaccagagag 


cgggatgtca 


480 


tgtcgcgcct 


ggatcacccc 


ttctttgtta 


agctttactt 


cacatttcag 


gacgacgaga 


540 


agctgtattt 


cggccttagt 


tatgccaaaa 


atggagaact 


acttaaatat 


attcgcaaaa 


600 


tcggttcatt 


cgatgagacc 


tgtacccgat 


tttacacggc 


tgagattgtg 


tctgctttag 


660 


agtacttgca 


cggcaagggc 


atcattcaca 


gggaccttaa 


accggaaaac 


attttgttaa 


720 


atgaagatat 


gcacatccag 


atcacagatt 


ttggaacagc 


aaaagtctta 


tccccagaga 


780 


gcaaacaagt 


ttgttgaaga 


aacaagtcat 


ttgcatctgt 


gtggcgttgt 


tgaacatggt 


840 


cctctctcct 


ggccactaca 


tcacattcag 


agttgattct 


cccctccctg 


ttcagagact 


900 


ggtggtgggt 


gttctttatc 


cggcatctct 


ctgtgacagc 


agcagcattt 


gtggccataa 


960 


ttggcctaaa 


ttcatgaact 


cattagagag 


tgcagaaagg 


tcacagcctg 


atacattcat 


1020 


gagatgcaat 


tcattaaaga 


gcaacttctc 


cccagcaact 


tttgggtttg 


actcgtggta 


1080 


tcatcttcct 


ccgcgaggtc 


tttgttaatc 


accagcttgc 


cgtgtctcag 


gtagttcagc 


1140 


acaggcccaa 


agtaggtggg 


gtctctgtcg 


attaaatagg 


cgcctgtttc 


atcctgccca 


1200 


aggagggaaa 


gatgccccag 


cncgccatgc 


ctctaagatg 


ggtgaggaga 


ggtggccagg 


1260 


aagccagcgg 


gatgctgcgg 


gccgggcgtg 


ggggtgctct 


tcttcctgcg 


ggcccggcgt 


1320 


gagggtgctc 


ttcttcccac 


gggcggggag 


tggggttgct 


cttcttcacg 


cgggtggggt 


1380 


gtgggggtgc 


tcttcctctt 


cttcctggct 


ttcccgtgtg 


tcccacggct 


tacacaacca 


1440 


gcacagntgc 


gctcgattct 


c 








1461 


<210> 64 

<211> 765 

<212> DNA 

<213> Homo sapiens 












<400> 64 
ctcaaataca 


catcaccaaa 


caaattttct 


ctattatttg 


ggctgagtca 


tcactagaga 


60 


gtgggaaggg 


cagcagcagc 


agagaatcca 


aaccctaaag 


ctgatatcac 


aaagtaccat 


120 



ttctccaagt 


tgggggctca 


gaggggagtc 


atcatgagcg 


atgttaccat 


tgtgaaagaa 


180 


ggttgggttc 


agaagagggg 


agaatatata 


aaaaactgga 


ggccaagata 


cttccttttg 


240 


aagacagatg 


gctcattcat 


aggatataaa 


gagaaacctc 


aagatgtgga 


tttaccttat 


300 


cccctcaaca 


acttttcagt 


ggcaagtagt 


gttatgttca 


gatatttgca 


gaatttaacc 


360 


ttaaaccaag 


tttagaattg 


ggaatggaga 


aaacctttgt 


aaaaattatt 


ttaaaatgag 


420 


atcattttta 


agaaaactat 


aatgtaacaa 


tgtcacatat 


ttccttcttc 


aggctccaat 


480 


tcaaatcata 


ctccaatttg 


aaaagaacaa 


aaattccaca 


aaacgttcat 


tctttcctac 


540 


tttttcctta 


cgttgtacaa 


caaatgtgga 


aagaaaaaaa 


aaacagaaaa 


agtgtatccc 


600 


atcttaatga 


aaatgactgc 


ggcagtcaag 


agtttcaaat 


ccagctgcca 


ggggtgaaag 


660 


caaccctctg 


catctctgaa 


agatttcatc 


agtgttatct 


cctttataat 


cataactttt 


720 


catgtgtatc 


atctgagttt 


cttattaaat 


aatctcacta 


taaaa 




765 


<210> 65 

<211> 968 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) , 
<223> "n" 


. . (968) 
can be any 


nucleotide 


'a', 'C , 


! g' or 'f 






<400> 65 
ctcaaataca 


catcaccaaa 


caaattttct 


ctattatttg 


ggctgagtca 


tcactagaga 


60 


gtgggaaggg 


cagcagcagc 


agagaatcca 


aaccctaaag 


ctgatatcac 


aaagtaccat 


120 


ttctccaagt 


tgggggctca 


gaggggagtc 


atcatgagcg 


atgttaccat 


tgtgaaagaa 


180 


ggttgggttc 


agaagagggg 


agaatatata 


aaaaactgga 


ggccaagata 


cttccttttg 


240 


aagacagatg 


gctcattcat 


aggatataaa 


gagaaacctc 


aagatgtgga 


tttaccttat 


300 


cccctcaaca 


acttttcagt 


ggcaaaatgc 


cagttaatga 


aaacagaacg 


accaaagcca 


360 


aacacattta 


taatcagatg 


tctccagtgg 


actactgtta 


tagagagaac 


atttcatgta 


420 


gatactccag 


aggaaaggga 


agaatggaca 


gaagctatcc 


aggctgtagc 


agacagactg 


480 


cagaggcaag 


aagaggagag 


aatgaattgt 


agtccaactt 


cacaaattga 


taatatagga 


540 


gaggaagaga 


tggatgcctc 


tacaacccat 


cataaaagaa 


agacaatgaa 


tgattttgac 


600 


tatttgaaac 


tactaggtaa 


aggcactttt 


gggaaagtta 


ttttggttcg 


agagaaggca 


660 



agtggaaaat 


actatgctat 


gaagattctg 


aagaaagaag 


tcattattgc 


aaaggtaact 


720 


gatttattaa 


agttgattac 


taaatttttg 


tttgcagtgt 


gcatgtgttt 


gtgggctcat 


780 


gaatttacat 


gctaatgtat 


gcaaattcca 


ttaaacaacc 


naaatatggt 


tgnagactac 


840 


tgctacagta 


atttttgtgt 


attaatattt 


gtaattttta 


aagttttcag 


acattcataa 


900 


tatttgtata 


ttatatacta 


aagctattct 


cttaaggaaa 


tagaaatgtt 


tatgtttgca 


960 


tgtttggg 












968 


<210> 66 

<211> 2410 

<212> DNA 

<213> Homo sapiens 












<400> 66 
tgggggggaa 


acctgcaaat 


cggatgatgc 


catacccttt 


tccttctggt 


actggaaggt 


60 


taaatgggta 


gcaagcagaa 


atgccttaaa 


ccaaggattg 


gtatattgat 


taaaacgctg 


120 


atttaacagc 


tcgcagtttc 


cccttggaaa 


cctggaaaag 


ataagccagc 


tgctgtctaa 


180 


gagtgctcag 


tgtccactga 


gagtacacta 


tctatcatca 


caatatggtg 


atgagaggtg 


240 


ttttatgttt 


gtgttaattt 


cccccactaa 


atcagtaatt 


attacaatcc 


tgtccctgct 


300 


gtttaccctg 


cagctgtttt 


tccatttgtc 


gagagagcgg 


gtgttctctg 


aggaccgcac 


360 


acgtttctat 


ggtgcagaaa 


ttgtctctgc 


cttggactat 


ctacattccg 


gaaagattgt 


420 


gtaccgtgat 


ctcaagttgg 


agaatctaat 


gctggacaaa 


gatggccaca 


taaaaattac 


480 


agattttgga 


ctttgcaaag 


aagggatcac 


agatgcagcc 


accatgaaga 


cattctgtgg 


540 


cactccagaa 


tatctggcac 


cagaggtgtt 


agaagataat 


gactatggcc 


gagcagtaga 


600 


ctggtggggc 


ctaggggttg 


tcatgtatga 


aatgatgtgt 


gggaggttac 


ctttctacaa 


660 


ccaggaccat 


gagaaacttt 


ttgaattaat 


attaatggaa 


gacattaaat 


ttcctcgaac 


720 


actctcttca 


gatgcaaaat 


cattgctttc 


agggctcttg 


ataaaggatc 


caaataaacg 


780 


ccttggtgga 


ggaccagatg 


atgcaaaaga 


aattatgaga 


cacagtttct 


tctctggagt 


840 


aaactggcaa 


gatgtatatg 


ataaaaagct 


tgtacctcct 


tttaaacctc 


aagtaacatc 


900 


tgagacagat 


actagatatt 


ttgatgaaga 


atttacagct 


cagactatta 


caataacacc 


960 


acctgaaaaa 


tatgatgagg 


atggtatgga 


ctgcatggac 


aatgagaggc 


ggccgcattt 


1020 


ccctcaattt 


tcctactctg 


caagtggacg 


agaataagtc 


tctttcattc 


tgctacttca 


1080 


ctgtcatctt 


caatttatta 


ctgaaaatga 


ttcctggaca 


tcaccagtcc 


tagctcttac 


1140 



acatagcagg 


ggcaccttcc 


gacatcccag 


accagccaag 


ggtcctcacc 


cctcgccacc 


1200 


tttcaccctc 


atgaaaacac 


acatacacgc 


aaatacactc 


cagtttttgt 


ttttgcatga 


1260 


aattgtatct 


cagtctaagg 


tctcatgctg 


ttgctgctac 


tgtcttacta 


ttatagcaac 


1320 


tttaagaagt 


aattttccaa 


cctttggaag 


tcatgagccc 


accattgttc 


atttgtgcac 


1380 


caattatcat 


cttttgatct 


tttagttttt 


ccctcagtga 


aggctaaatg 


agatacactg 


1440 


attctaggta 


cattttttaa 


ctttctagaa 


gagaaaaact 


aactagacta 


agaagattta 


1500 


gtttataaat 


tcagaacaag 


caattgtgga 


agggtggtgg 


cgtgcatatg 


taaagcacat 


1560 


cagatccgtg 


cgtgaagtag 


gcatatatca 


ctaagctgtg 


gctggaattg 


attaggaagc 


1620 


atttggtaga 


aggactgaac 


aactgttggg 


atatatatat 


atatatataa 


tttttttttt 


1680 


ttaaattcct 


ggtggatact 


gtagaagcag 


cccatatcac 


atgtggatgt 


cgagacttca 


1740 


cgggcaatca 


tgagcaagtg 


aacactgttc 


taccaagaac 


tgaaggcata 


tgcacagtca 


1800 


aggtcactta 


aagggtctta 


tgaaacaatt 


tgagccagag 


agcatctttc 


ccctgtgctt 


1860 


ggaaaccttt 


tttccttctt 


gacatttatc 


acctctgatg 


gctgaagaat 


gtagacaggt 


1920 


ataatgatac 


tgcttttcac 


caaaatttct 


acaccaaggt 


aaacaggtgt 


ttgccttatt 


1980 


taatttttta 


ctttcagttc 


tacgtgaatt 


agctttttct 


cagatgttga 


aactttgaat 


2040 


gtccttttat 


gattttgttt 


atattgcagt 


agtatttatt 


ttttagtgat 


gagaattgta 


2100 


tgtcatgtta 


gcaaacgcag 


ctccaactta 


tataaaatag 


acttactgca 


gttacttttg 


2160 


acccatgtgc 


aaggattgta 


cacgctgatg 


agaatcatgc 


actttttctc 


ctctgttaaa 


2220 


aaaaatgata 


aggctctgaa 


atggaatata 


ttggttagaa 


tttggctttg 


ggagaagaga 


2280 


tgctgccatt 


taaccccttg 


gtactgaaaa 


tgagaaaatc 


cccaactatg 


catgccaagg 


2340 


ggttaatgaa 


acaaatagct 


gttgacgttt 


gctcatttaa 


gaatttgaaa 


cgttatgatg 


2400 


acctggcaac 












2410 


<210> 67 

<211> 798 

<212> DNA 

<213> Homo sapiens 












<400> 67 
gcgcgcggct 


ccgatgggaa 


gcatgacccg 


ggtggcggga 


caagacttgc 


ttcccggcca 


60 


cgcgcgctcg 


gccggccgtg 


gggcggggca 


taggcgtgac 


gtggtgtcgc 


gtatcgagtc 


120 


tccgccccct 


tcccgcctcc 


ccgtatataa 


gacttcgccg 


agcactctca 


ctcgcacaag 


180 



tggaccgggg 


tgttgggtgc 


tagtcggcac 


cagaggcaag 


ggtgcgagga 


ccacggccgg 


240 


ctcggacgtg 


tgaccgcgcc 


tagggggtgg 


cagcgggcag 


tgcggggcgg 


caaggcgacc 


300 


atggagcttt 


tgcggactat 


cacctaccag 


ccagccgcca 


gcaccaaaat 


gtgcgagcag 


360 


gcgctgggca 


agggttgcgg 


agggaactcg 


aagaagaagc 


ggccgccgca 


gccccccgag 


420 


gaatcgcagc 


cacctcagtc 


ccaggcgcaa 


gtgcccccgg 


cggcccctca 


ccaccatcac 


480 


caccattcgc 


actcggggcc 


ggagatctcg 


cggattatcg 


tcgaccccac 


gactgggaag 


540 


cgctactgcc 


ggggcaaagt 


gctgggaaag 


ggtggctttg 


caaaatgtta 


cgagatgaca 


600 


gatttgacaa 


ataacaaagt 


ctacgccgca 


aaaattattc 


ctcacagcag 


agtagctaaa 


660 


cctcatcaaa 


gggaaaaggt 


gtgtatgact 


cttgagtaaa 


gtattttctt 


tgtgtgcaag 


720 


gatggccctt 


ccctgttagg 


aaaatgtctt 


ctgcatgtgt 


aatcactggc 


ttttccgagg 


780 


tgactggaag 


ctaataag 










798 


<210> 68 

<211> 877 

<212> DNA 

<213> Homo sapiens 












<400> 68 
gcgcgcggct 


ccgatgggaa 


gcatgacccg 


ggtggcggga 


caagacttgc 


ttcccggcca 


60 


cgcgcgctcg 


gccggccgtg 


gggcggggca 


taggcgtgac 


gtggtgtcgc 


gtatcgagtc 


120 


tccgccccct 


tcccgcctcc 


ccgtatataa 


gacttcgccg 


agcactctca 


ctcgcacaag 


180 


tggaccgggg 


tgttgggtgc 


tagtcggcac 


cagaggcaag 


ggtgcgagga 


ccacggccgg 


240 


ctcggacgtg 


tgaccgcgcc 


tagggggtgg 


cagcgggcag 


tgcggggcgg 


caaggcgacc 


300 


atggagcttt 


tgcggactat 


cacctaccag 


ccagccgcca 


gcaccaaaat 


gtgcgagcag 


360 


gcgctgggca 


agggttgcgg 


agggaactcg 


aagaagaagc 


ggccgccgca 


gccccccgag 


420 


gaatcgcagc 


cacctcagtc 


ccaggcgcaa 


gtgcccccgg 


cggcccctca 


ccaccatcac 


480 


caccattcgc 


actcggggcc 


ggagatctcg 


cggattatcg 


tcgaccccac 


gactgggaag 


540 


cgctactgcc 


ggggcaaagt 


gctgggaaag 


ggtggctttg 


caaaatgtta 


cgagatgaca 


600 


gatttgacaa 


ataacaaagt 


ctacgccgca 


aaaattattc 


ctcacagcag 


agtagctaaa 


660 


cctcatcaaa 


gggaaaagat 


tgacaaagaa 


atagagcttc 


acagaattct 


tcatcataag 


720 


catgtagtgc 


agttttacca 


ctacttcgag 


gacaaagaaa 


acatttacat 


tctcttggaa 


780 


tactgcagta 


gaagggtaag 


tgtcaactcc 


tatttgagaa 


catttgctta 


ccccgaatta 


840 



acatggtatt caaagagtat tttatctggg attaccc 



877 



<210> 69 

<211> 1349 

<212> DNA 

<213> Homo sapiens 

<400> 69 

gcgcgcggct ccgatgggaa gcatgacccg ggtggcggga caagacttgc ttcccggcca 60 

cgcgcgctcg gccggccgtg gggcggggca taggcgtgac gtggtgtcgc gtatcgagtc 12 0 

tccgccccct tcccgcctcc ccgtatataa gacttcgccg agcactctca ctcgcacaag 180 

tggaccgggg tgttgggtgc tagtcggcac cagaggcaag ggtgcgagga ccacggccgg 240 

ctcggacgtg tgaccgcgcc tagggggtgg cagcgggcag tgcggggcgg caaggcgacc 3 00 

atggagcttt tgcggactat cacctaccag ccagccgcca gcaccaaaat gtgcgagcag 36 0 

gcgctgggca agggttgcgg agggaactcg aagaagaagc ggccgccgca gccccccgag 420 

gaatcgcagc cacctcagtc ccaggcgcaa gtgcccccgg cggcccctca ccaccatcac 480 

caccattcgc actcggggcc ggagatctcg cggattatcg tcgaccccac gactgggaag 540 

cgctactgcc ggggcaaagt gctgggaaag ggtggctttg caaaatgtta cgagatgaca 600 

gatttgacaa ataacaaagt ctacgccgca aaaattattc ctcacagcag agtagctaaa 66 0 

cctcatcaaa gggaaaagat tgacaaagaa atagagcttc acagaattct tcatcataag 72 0 

catgtagtgc agttttacca ctacttcgag gacaaagaaa acatttacat tctcttggaa 780 

tactgcagta gaaggctaca gggaagccaa aagaatgatc tagagtatgt tgaagaagat 840 

ggacatgtgg tggtacgaaa acaattcccc tgtggcctgc tggactgggt ggaaccagaa 900 

caggctaagg catacagttc ttgactttgg acaatccaag agtgaaccag aatgcagttt 960 

tccttgagat acctgtttta aaaggttttt cagacaattt tgcagaaagg tgcattgatt 1020 

cttaaattct ctctgttgag agcatttcag ccagaggact ttggaactgt gaatatactt 108 0 

cctgaagggg agggagaagg gaggaagctc ccatgttgtt taaaggctgt aattggagca 1140 

gcttttggct gcgtaactgt gaactatggc catatataat tttttttcat taatttttga 1200 

agatacttgt ggctggaaaa gtgcattcct tgttaataaa ctttttattt attacagccc 1260 

aaagagcagt atttattatc aaaatgtctt tttttttatg ttgaccattt taaaccgttg 1320 

gcaataaaga gtatgaaaac gcagaaaaa 134 9 



<210> 70 



<211> 538 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> - 



<223> "n" 


. . \ j jo ; 
can be any 


nucleotide 


'a', 'C , 


•g ! or 't» 






ggtcggtggc 


gcttctctct 


ggcccgagcc 


agcatgatcc 


gctgggcccc 


cagcgcatct 


60 


cctggaagag 


cccactcacc 


ctggacgagc 


tcttcggtag 


cctcagaccg 


tccttgaaga 


120 


ggatgactga 


gacattatgg 


gccacgcgct 


gtgtgtctgc 


tctcggggaa 


ctgtcatcat 


180 


tgacaataag 


cgctacctct 


tcatccagaa 


actgggggag 


ggtgggttca 


gctatgtgga 


240 


cctagtggaa 


gggttacatg 


atggacactt 


ctacgccctg 


aagcgaatcc 


tgtgtcacga 


300 


gcagcaggac 


cgggaggagg 


cccagcgaga 


agccgacatg 


catcgcctct 


tcaatcaccc 


360 


caacatcctt 


cgcctcgtgg 


cttactgtct 


gagggaacgg 


ggtgctaagc 


atgaggcctg 


420 


gctgctgcta 


ccattcttca 


aggtcagaaa 


gactcctgtt 


tatggagggg 


gttgcagcag 


480 


agccacctac 


tcaagggctg 


tgtgagcagt 


ccagcatgtt 


sgg aa gcagg 


gaccatgt 


538 


<210> 71 

<211> 3308 

<212> DNA 

<213> Homo sapiens 












<400> 71 
gcagaggccg 


ggctgagacg 


tggccagggg 


aacacggctg 


gctgtccagg 


ccgtcggggc 


60 


ggcagtaggg 


tccctagcac 


gtccttgcct 


tcttgggagc 


tccaagcggc 


gggagaggca 


120 


ggcgtcagtg 


gctgcgcctc 


catgcctgcg 


cgcggggcgg 


gacgctgatg 


gagcgcgcca 


180 


tcagcccggg 


gctgctggta 


cgggcgctgc 


tgctgctgct 


gctgctgggg 


ctcgcggcaa 


240 


ggacggtggc 


cgcggggcgc 


gcccgtggcc 


tcccagcgcc 


gacggcggag 


gcggcgttcg 


300 


gcctcggggc 


ggccgctgct 


cccacctcag 


cgacgcgagt 


accggcggcg 


ggcgccgtgg 


360 


ctgcggccga 


ggtgactgtg 


gaggacgctg 


aggcgctgcc 


ggcagccgcg 


ggagagcagg 


420 


agcctcgggg 


tccggaacca 


gacgatgaga 


cagagttgcg 


accgcgcggc 


aggtcattag 


480 


taattatcag 


cactttagat 


gggagaattg 


ctgccttgga 


tcctgaaaat 


catggtaaaa 


540 


agcagtggga 


tttggatgtg 


ggatccggtt 


ccttggtgtc 


atccagcctt 


agcaaaccag 


600 


aggtatttgg 


gaataagatg 


atcattcctt 


ccctggatgg 


agccctcttc 


cagtgggacc 


660 



gagaccgtga 


aagcatggaa 


acagttcctt 


tcacagttga 




gaacccccu u 




ataaatttgg 


agatgatgtt 


gccticgguug 


gaggaaaatc 


cccgaccaca 


cacggaccca 


/ o U 


gtgcatatag 


tggaaaggtg 


aggua uauc t. 


4— 4— y^i * ^ fc- 

yuuCayCLCL 


gggc-cgccgc 


/ia af- /*t/"t/*t ^ +~ ^ 
CaaLyyydLa 


q a n 

O ft u 


gtgacgaaat 


ggaacaagag 


gaagacatcc 


tgcttctaca 


gcgtacccaa 


aaaactycta 


on n 


gage tgt egg 


acctcgcagt 


ggcaatgaga 


agtggaat t t 


cagtgttggc 


cact ttgaac 


27 D U 


tteggtatat 


tccagacatg 


gaaacgagag 


_ _ _, _ 4_ i_ 4_ ^ i_ 

ceggatttat 


tgaaagcacc 


t ttaagecca 


T n O A 


atgagaacac 


agaagagtct 


— »— t — > 4— *- — .4-4-4- 

aaaatcattt 


cagatgtgga 


agaacaggaa 


getgecataa 


i no n 
lUoU 


tggacatagt 


gataaaggtt 


tcggttgctg 


actggaaagt 


tatggcattc 


agtaagaagg 


114 U 


gaggacatct 


ggaatgggag 


A_ _ _ __4_ 4— 4_ 4— 

taccagtttt 


gtactccaat 


tgcatctgcc 


4- i~m 4— 4- — . 4— 4- _> 

tggttactxa 


1200 


aggatgggaa 


agtcattccc 


A 4- n — — 1— — 4_ 4_ 4_ 

atcagtcttt 


4- 4— — 4_ — — — 4_ — _ 

ttgatgatac 


aagttataca 


tctaatgatg 


lzoO 


atgttttaga 


agatgaagaa 


gacattgtag 


aagctgccag 


aggagecaca 


gaaaacagtg 


1320 


tttacttggg 


aatgtataga 


ggccagctgt 


atetgeagtc 


atcagtcaga 


atttcagaaa 


1380 


agtttccttc 


aagtcccaag 


_ 4_ 4_ 4_ ____ _ _ 4- 

gctttggaat 


ctgtcactaa 


tgaaaacgea 


_4_4__4_4___4_4_ 

attatxeett 


1440 


taccaacaat 


caaatggaaa 


»««4-4— _ _ 4— 4- _ 

cccttaattc 


n 4-4-«4-__4-4- n 

attctccttc 


cagaactcct 


gtcttggtag 


1500 


gatctgatga 


atttgacaaa 


tgtctcagta 


atgataagtt 


ttctcatgaa 


gaatatagta 


1560 


atggtgcact 


ttcaatcttg 


cagtatccat 


atgataatgg 


4— 4- a 4- 4- _ 4- « 4— — . 

ttattatcta 


ccatactaca 


-1 £ *1 A 

1620 


agagggagag 


gaacaaacga 


agcacacaga 


ttacagtcag 


attcctcgac 


aacccacatt 


1 £T O A 

looO 


acaacaagaa 


tatcegcaaa 


aaggatcctg 


4-4-n4-4- J _ l 4-4-4-4- 

ttcttctttt 


acactggtgg 


aaagaaatag 


T T A A 
1/40 


ttgeaacgat 


tttgttttgt 


atcatagcaa 


_ n _ I— X_ 4_ _ 4_ 

caaegcttat 


tgtgcgcagg 


»4-4— 4— 4- a a ^ 4- m 

cttttccacc 


"1 O A A 
1B00 


ctcatcctca 


caggcaaagg 


aaggagtctg 


aaactcagtg 


tcaaactgaa 


aataaatatg 


1 Q £Z r\ 

loo 0 


attctgtaag 


tggtgaagcc 


aatgacagta 


gctggaatga 


cataaaaaac 


tctggatata 




tatcacgata 


tctaactgat 


tttgagccaa 


ttcagtgcct 


gggacgtggt 


ggctttggag 


1 Q O A 

i y yo 


ctgt tt ccga 


agctaaaaac 


aaagcagacg 


ac cgcaac ca 


ugccaccaag 


aggacccgcc 


O A /I A 
Z U4 U 


tccccaatag 


ggaattggct 


egggaaaagg 


taatgegaga 


agttaaagcc 


ttagecaage 


oi nn 
Z1UU 


ttgaacaccc 


gggcattgtt 


agatatttca 


atgcctggct 


cgaagcacca 


ccagagaagt 


2160 


ggcaagaaaa 


gatggatgaa 


atttggctga 


aagatgaaag 


cacagactgg 


ccactcagct 


2220 


ctcctagccc 


aatggatgca 


ccatcagtta 


aaatacgcag 


aatggatcct 


ttctctacaa 


2280 


aagaacatat 


tgaaatcata 


gctccttcac 


cacaaagaag 


caggtctttt 


tcagtaggga 


2340 



tttcctgtga 


ccagacaagt 


tcatctgaga 


gccagttctc 


accactggaa 


ttctcaggaa 


2400 


tggaccatga 


ggacatcagt 


gagtcagtgg 


atgcagcata 


caacctccag 


gacagttgcc 


2460 


ttacagactg 


tgatgtggaa 


gatgggacta 


tggatggcaa 


tgatgagggg 


cactcctttg 


2520 


aactttgtcc 


ttctgaagct 


tctccttatg 


taaggtcaag 


ggagagaacc 


tcctcttcaa 


2580 


tagtatttga 


agattctggc 


tgtgataatg 


cttccagtaa 


agaagagccg 


aaaactaatc 


2640 


gattgcatat 


tggcaaccat 


tgtgctaata 


aactaactgt 


aactgtattg 


ttctagaaat 


2700 


atgctttcta 


gagatatgat 


gattttgaaa 


ctgatttcta 


gaaaaagctg 


actccatttt 


2760 


tgtccctggc 


gggtaaatta 


ggaatctgca 


ctattttgga 


ggacaagtag 


cacaaactgt 


2820 


ataacggttt 


atgtccgtag 


ttttatagtc 


ctatttgtag 


cattcaatag 


ctttattcct 


2880 


tagatggttc 


tagggtgggt 


ttacagcttt 


ttgtactttt 


acctccaata 


aagggaaaat 


2940 


gaagcttttt 


atgtaaattg 


gttgaaaggt 


ctagttttgg 


gaggaaaaaa 


gccgtagtaa 


3000 


gaaatggatc 


atatatatta 


caactaactt 


cttcaactat 


ggacttttta 


agcctaatga 


3060 


aatcttaagt 


gtcttatatg 


taatcctgta 


ggttggtact 


tcccccaaac 


tgattatagg 


3120 


taacagttta 


atcatctcac 


ttgctaacat 


gtttttattt 


ttcactgtaa 


atatgtttat 


3180 


gttttattta 


taaaaattct 


gaaatcaatc 


catttgggtt 


ggtggtgtac 


agaacacact 


3240 


taagtgtgtt 


aacttgtgac 


ttctttcaag 


tctaaatgat 


ttaataaaac 


tttttttaaa 


3300 


ttaaaaaa 












3308 


<210> 72 

<211> 3503 

<212> DNA 

<213> Homo sapiens 












<400> 72 
gaattccggg 


agcccgcgga 


ggctgctgca 


gcagcccgaa 


ccggcgtccg 


agtccgggga 


60 


aggcccccgc 


gagcgcaggg 


aggggccgga 


aagttccggc 


gaactggggg 


agcggcagtg 


120 


ggagagcgtc 


gggcgggagg 


cggtggtcct 


gggagcggcc 


ccggcgcccg 


aagccgcccc 


180 


gagctggtgg 


ggagggtccc 


ggccggtggg 


gccgggctgg 


cgggggaggg 


gcgcctgggg 


240 


gtgcaagagg 


cgaattggct 


gcccggggtg 


caggagggac 


aggtggtgcg 


ggctgtcagg 


300 


aaacctacct 


gaacgggaag 


gagccccagg 


agggagaggg 


acccggcgag 


ggctcaggac 


360 


ccggaggcgc 


cggcggagga 


ggaggtggtg 


actggcaggc 


ccgggcccca 


cggtacctcc 


420 


ggggctgaag 


gggacgcagg 


atgtaggggc 


atggggagtc 


gggcgcagaa 


gagtgcgggg 


480 



aacgctgagc 


tctgggagcc 


actgcctgag 


ggcaggccgc 


ggccggcggg 


aacctcttct 


540 


gccgtctcag 


cctgggcgtc 


gctgaagctg 


tgtctgcggg 


gaggcagcgg 


aaggcggcag 


600 


aggctgggag 


gcggcagaat 


gcagccagag 


gaggggcaca 


ggctggctgc 


tggagctgct 


660 


gtccgaggtg 


cagctgcaac 


agtacttctg 


cggctccgag 


atgacctcaa 


cgtcacccgc 


720 


ctgtcccact 


ttgagtacgt 


caagaatgag 


gacctggaga 


agatcggcat 


gggtcggcct 


780 


ggccagcggc 


ggctgtggga 


ggctgtgaag 


aggaggaagg 


ccttgtgcaa 


acgcaagtcg 


840 


tggatgagta 


aggtgttcag 


tggaaagcga 


ctggaggctg 


agttcccacc 


tcatcactct 


900 


cagagcacct 


tccggaagac 


ctcgcccgcc 


cctgggggcc 


cagcagggga 


ggggcccctg 


960 


cagagcctca 


cctgcctcat 


tggggagaag 


gacctgcgcc 


tcctggagaa 


gctgggtgat 


1020 


ggttcctttg 


gcgtggtgcg 


caggggcgag 


tgggacgcgc 


cctcagggaa 


gacggtgagc 


1080 


ccacctcagc 


ctgcyttctt 


cactcagaaa 


ccaacctatg 


accctgtgag 


cgaggaccaa 


1140 


gaccccttgt 


ccagcgactt 


caagaggctg 


ggcctgcgga 


agccaggcct 


gccccgaggg 


1200 


ctgtggctgg 


cgaagccctc 


ggcgcgggtg 


ccgggcacca 


aggccagccg 


aggcagcggg 


1260 


gctgaggtca 


cgctcatcga 


cttcggtgag 


gagcccgtgg 


tcccggccct 


acggccctgc 


1320 


gcgccctccc 


tggcgcagct 


ggccatggac 


gcctgctccc 


tgctggacga 


gaccccgcct 


1380 


cagagcccca 


cgcgggcact 


gccccggccc 


ctgcacccca 


cgcctgtggt 


ggactgggac 


1440 


gcacgcccgc 


tgcccccccc 


gcccgcctat 


gacgacgtgg 


cccaggatga 


ggatgacttt 


1500 


gagatctgct 


ccatcaacag 


caccctcgtg 


ggcgcggggg 


tccctgccgg 


gcccagccag 


1560 


ggccagacca 


actacgcctt 


tgtgcctgag 


caggcgcggc 


cgccccctcc 


cctggaggac 


1620 


aacctgttcc 


tcccgcccca 


gggtgggggc 


aagccgccca 


gctccgcaca 


gaccgcagag 


1680 


atcttccagg 


cgctacagca 


ggagtgcatg 


aggcaactgc 


aggctccggc 


cggctccccg 


1740 


gccccctctc 


ccagcccggg 


gggtgacgac 


aagccccagg 


tgcctcctcg 


ggtacccatc 


1800 


ccccctcggc 


ccacgcgccc 


acacgtccag 


ctgtctccag 


cccccccggg 


cgaggaggag 


1860 


accagccagt 


ggcctggacc 


tgcttcccct 


ccccgggtgc 


ctccgcggga 


gcccctgtcc 


1920 


cctcaaggct 


cgaggacacc 


cagccccctg 


gtaccacctg 


gcagctcccc 


gctgccaccc 


1980 


cggctctcaa 


gctcacctgg 


gaagaccatg 


cccaccaccc 


agagctttgc 


ctcagacccc 


2040 


aagtacgcca 


ccccccaggt 


gatccaggcc 


cctggcccgc 


gggctggtcc 


ctgcatcctg 


2100 


cccatcgtcc 


gggatggcaa 


gaaggtcagc 


agcacccact 


attacttgct 


gcccgagcga 


2160 


ccatcctacc 


tggagcgcta 


ccagcgcttc 


ctgcgtgagg 


cccagagccc 


cgaggagcct 


2220 



*-* J*** *+*t ^ 

acccccccgc 


cugugccucc 


gc tgc tgccc 


ccacccagca 


ccccagcccc 


cgccgccccc 




acggccaccg 


ugcggccgau 


gccccaggcc 


yect t-ggacc 


ccaaggccaa 


^ ^"i ^ /-t 

CLLCtCCaCC 


Z 3 ft U 


--\ --\ /—l /~T 

ddCddCdyCd 


dCCCdy y y y c 


ccggc caeca 


« f% /~i r*t n 

cccccgagy g 


ccaCtycccy 


yctycCaCay 


Zft uu 


aggggc t.gcc 


ct.ggcgat.gy 


gecagaggeg 


ggccggccag 


CayaCaayat 


ccayatyycc 




acggcgcaug 


gggtgaccac 


agaggagtgc 


caggcggccc 


cgcagugcca 


cggccggagc 




ycyCayayyy 


cc ugcccagc 


auccgaaggt. 


ggagcagccc 


c u eggg c u gg 


gccugcggcc 


neon 


cagagggagt 


gccacaaagt 


gctggagatg 


ttcgactgga 


acctggagca 


ggccggctgc 




caccttctgg 


gctcctgggg 


ccctgcccac 


cacaagcgct 


gagatgegtc 


tggagageca 


o "7 n n 
z / UU 


gagggcctgc 


ctgaaggaat 


cacctgagcc 


tgtccgtcca 


ccaggagtgg 


ggaga tgccc 


276 0 


ccatccagtc 


ctggaggacc 


cgctgctcct 


gctgctcccg 


gggatggagc 


aaggecaagg 


o o o r» 


c t g cgggagg 


ctgggagccc 


tgccc tgccc 


atccctcccg 


caccagtgct 


gtccctgcac 


O O n a 


actttggttc 


agtcccggtg 


cccctgccaa 


gatgtggaag 


gggccgggtg 


aagacaggct 


o q /i n 

Z y4 U 


tgagggccgc 


cccagcaggc 


tctgggtatg 


acctgcctct 


ggccctggtc 


ctgggcgggg 


3000 


cctgtgggtg 


gagtagtacc 


cccaggccct 


gccctgggtg 


acagactggg 


aggaaaccag 


3060 


gctggacctg 


ggcaggcggg 


atgtgttggc 


cacagggaga 




cacccggtgg 




gacctcctag 


gactgggcct 


tcttccaggg 


ggcccctggc 


agcagctggg 


gtgtcgggca 


3180 


gaatgtgact 


tgtggcctta 


ccatggactt 


gaatgggact 


tggctggcct 


caggatcttg 




tgcctggaaa 


tagcctgagg 


tggctcagga 


ageggagaaa 




ccattctctg 


1 1 AA 


gcggggacca 


gggcccaagg 


ccccagggct 


ggaaggagac 


caaggggcag 


ccgccctgga 


3360 


gggacatcag 


tgcttcctct 


tccacccaat 


tcccccacgc 


ggttccatgt 


tttcccacca 


3420 


gcctgttggc 


gaagttgctg 


ctccggcatt 


cagtacctgc 


ttcttccaga 


gaaataaagt 


3480 


tagtttctat 


tttatgttaa 


aaa 








3503 



<210> 73 

<211> 2544 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> - 

<222> (1) . . (2544) 

<223> "n" can be any nucleotide 'a', 'c 1 , 'g' or 't' 



<400> 73 



gccaaatggt 


gcgacaggag 


gngctgcagc 


cgcggccgca 


gcgcccgcac 


ggagaggc tt 


0 u 


gaggcggctc 


ctggcgtcgc 


ccagagggag 


cgactagacg 


aacagtccgg 


t-gagggcggc 


ion 
±A U 


gagaggaagc 


ccgctacgag 


tgccctagct 


ccccgccgcc 


cucgaugaac 


cyyaLyyaac 


lou 


aagccgcgcc 


tccagcaggg 


gctgcgcct c 


ca tgaauccc 


f- arrh t-rr-h H-t- 

Lay ccy uutu 


1- H- t- i- i- 1- t- r» 




tttctctccc 


ctctcctcac 


ccccaccccg 


agccccgtcc 


cgccttctcc 


CttCyCCaya 




ggggccgcgt 


ccaggtgcgg 


agtccatacc 


ggagcgcaat 


ggcgt ccaac 


cccyaacyyy 


Ten 


gggagattct 


gctcacggaa 


ctgcaggggg 


attcccgaag 


i__.f-.i__, —„ *- x- 4- 

tcttccgtut 


cc cgagaacg 


/Oft 


tgagtgctgt 


tcaaaaatta 


gacttttcag 


atacaatggt 


gcagcagaaa 


ttggatgata 




tcaaggatcg 


aattaagaga 


gaaataagga 


aagaactgaa 


aatcaaagaa 


ggagctgaaa 


c a r\ 


atctgaggaa 


agtcacaaca 


gataaaaaaa 


.— 4- 4- A- a» A. ai -k- A- A 

gtttggctta 


tgtagacaac 


attttgaaaa 


r~ r\ r\ 

dUU 


aatcaaataa 


aaaattagaa 


gaactacatc 


acaagctgca 


ggaattaaat 


gcacatattg 


£ C f\ 
DO 0 


ttgtatcaga 


tccagaagat 


attacagatt 


gcccaaggac 


tccagatact 


ccaaataatg 




accctcgttg 


ttctactagc 


aacaatagat 


tgaaggccct 


acaaaaacaa 


ttggatatag 


Ton 


aacttaaagt 


aaaacaaggt 


gcagagaata 


tgatacagat 


gtattcaaat 


ggatcttcaa 


0 /i ft 


aggatcggaa 


actccatggt 


acagctcagc 


aactgctcca 


ggacagcaag 


acaaaaatag 


Q ft ft 


aagtcatacg 


aatgcagatt 


cttcaggcag 


tccagactaa 


tgaattggct 


4-4-4- A. A 4- A A 4- A. 

tttgataatg 


960 


caaaacctgt 


gataagtcct 


cttgaacttc 


ggatggaaga 


attaaggcat 


cattttagga 




tagagtttgc 


agtagcagaa 


ggtgcaaaga 


atgtaatgaa 


actacttggc 


tcaggaaaag 


T ft O ft 


taacagacag 


aaaagcactt 


tcagaagctc 


aagcaagatt 


taatgaatca 


agtcagaagt 


1 1 /in 


tggacctttt 


aaagtattca 


ttagagcaaa 


gattaaacga 


agtccccaag 


aatcatccca 




aaagcaggat 


tattattgaa 


gaactttcac 


ttgttgctgc 


atcaccaaca 


ccaagtccac 


1 oca 


gtcaaagtat 


gatatctacg 


caaaatcaat 


atagtacact 


acccaaacca 


gcagcaccaa 


1 ion 
i. j z u 


caggtacttt 


ggaagt tcgt 


CLtatgygcc 


/-*| /«i -3 ^ ^ ^ ^ 

yCCaayatat 


CCCayayaat 


y tccctyyaC 


IjOU 


ggtcaaaagc 


aacatcagtt 


gcactgcctg 


gttggagtcc 


aagcgaaacc 


agat cancuc 


1 / /ft 
_L«±*± U 


tcatgagcag 


aacgagtaaa 


agtaaaagcg 


gaagtagtcg 


aaatcttcta 


aaaaccgatg 


1500 


acttgtccaa 


tgatgtctgt 


gctgttttga 


agctcgataa 


tactgtggtt 


ggccaaacta 


1560 


gctggaaacc 


catttccaat 


cagtcatggg 


accagaagtt 


tacactggaa 


ctggacaggt 


1620 


cacgtgaact 


ggaaatttca 


gtttattggc 


gtgattggcg 


gtctctgtgt 


gctgtaaaat 


1680 



ttctgaggtt agaagatttt ttagacaacc aacggcatgg catgtgtctc tatttggaac 1740 

cacagggtac tttatttgca gaggttacct tttttaatcc agttattgaa agaagaccaa 1800 

aacttcaaag acaaaagaaa attttttcaa agcaacaagg caaaacattt ctcagagctc 1860 

ctcaaatgaa tattaatatt gccacttggg gaaggctagt aagaagagct attcctacag 192 0 

taaatcattc tggcaccttc agccctcaag ctcctgtgcc tactacagtg ccagtggttg 1980 

atgtacgcat ccctcaacta gcacctccag ctaggtatgt gtctgagatt ttaagcatct 2040 

cttatacaaa gttattggga cattcttacg tactgattat agcaggtgta ctgagtcttg 2100 

cttttttccc aagtagtatt ttgaaagtag tgttctgttt acttaaaaag taaattgttt 216 0 

gctttaattt taaagctgtt taaaatacag actttctatt actgttttgg tgagttactt 2220 

tatcttctat aagctgattc tacagtaacc aaattggact ttgatcttga gcctgaacct 2280 

cctccagccc caccacgagc ttcttctctt ggagaaatag atgaatcttc tgaattaaga 2340 

gttttggata taccaggaca ggcaagccat tttaaacctt gcataattcc tcttcactga 2400 

atgaattagc aataaaagca tcatagtgaa taaggcgtgt ctttccattt aaaattgcca 2460 

ctgaactgtg aatttatggt tttttgtttg ttttttgttt ttgtttttgt tttttgagac 2520 

ggagtctcgc tttgtcgccc agac 2 544 



<210> 74 

<211> 2324 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> - 

<222> (1) . . (2324) 

<223> "n" can be any nucleotide 'a', 'c' , 'g' or 't' 



<400> 74 

gccaaatggt gcgacaggag gngctgcagc cgcggccgca gcgcccgcac ggagaggctt 60 

gaggcggctc ctggcgtcgc ccagagggag cgactagacg aacagtccgg tgagggcggc 120 

gagaggaagc ccgctacgag tgccctagct ccccgccgct ctcgatgaac cggacggaat 180 

aagccgcgcc tccagcaggg gctgcgcctc catgaatccc tagttgtttt tttttttttc 240 

tttctctccc ctctcctcac ccccaccccg agccccgtcc cgccttctcc cttcgccaga 300 

ggggccgcgt ccaggtgcgg agtccatacc ggagcgcaat ggcgtccaac cccgaacggg 36 0 

gggagattct gctcacggaa ctgcaggggg attcccgaag tcttccgttt tctgagaatg 42 0 



tgagtgctgt 


tcaaaaatta 


gacttttcag 


atacaatggt 


gcagcagaaa 


ttggatgata 


480 


tcaaggatcg 


aattaagaga 


gaaataagga 


aagaactgaa 


aatcaaagaa 


ggagctgaaa 


540 


atctgaggaa 


agtcacaaca 


gataaaaaaa 


gtttggctta 


tgtagacaac 


attttgaaaa 


600 


aatcaaataa 


aaaattagaa 


gaactacatc 


acaagctgca 


ggaattaaat 


gcacatattg 


660 


ttgtatcaga 


tccagaagat 


attacagatt 


gcccaaggac 


tccagatact 


ccaaataatg 


720 


accctcgttg 


ttctactagc 


aacaatagat 


tgaaggccct 


acaaaaacaa 


ttggatatag 


780 


aacttaaagt 


aaaacaaggt 


gcagagaata 


tgatacagat 


gtattcaaat 


ggatcttcaa 


840 


aggatcggaa 


actccatggt 


acagctcagc 


aactgctcca 


ggacagcaag 


acaaaaatag 


900 


aagtcatacg 


aatgcagatt 


cttcaggcag 


tccagactaa 


tgaattggct 


tttgataatg 


960 


caaaacctgt 


gataagtcct 


cttgaacttc 


ggatggaaga 


attaaggcat 


cattttagga 


1020 


tagagtttgc 


agtagcagaa 


ggtgcaaaga 


atgtaatgaa 


attacttggc 


tcaggaaaag 


1080 


taacagacag 


aaaagcactt 


tcagaagctc 


aagcaagatt 


taatgaatca 


agtcagaagt 


1140 


tggacctttt 


aaagtattca 


ttagagcaaa 


gattaaacga 


agtccccaag 


aatcatccca 


1200 


aaagcaggat 


tattattgaa 


gaactttcac 


ttgttgctgc 


atcaccaaca 


ctaagtccac 


1260 


gtcaaagtat 


gatatctacg 


caaaatcaat 


atagtacact 


atccaaacca 


gcagcactaa 


1320 


caggtacttt 


ggaagttcgt 


cttatgggct 


gccaagatat 


cctagagaat 


gtccctggac 


1380 


ggtcaaaagc 


aacatcagtt 


gcactgcctg 


gttggagtcc 


aagtgaaacc 


agatcatctt 


1440 


tcatgagcag 


aacgagtaaa 


agtaaaagcg 


gaagtagtcg 


aaatcttcta 


aaaaccgatg 


1500 


acttgtccaa 


tgatgtctgt 


gctgttttga 


agctcgataa 


tactgtggtt 


ggccaaacta 


1560 


gctggaaacc 


catttccaat 


cagtcatggg 


accagaagtt 


tacactggaa 


ctggacaggt 


1620 


cacgtgaact 


ggaaatttca 


gtttattggc 


gtgattggcg 


gtctctgtgt 


gctgtaaaat 


1680 


ttctgaggtt 


agaagatttt 


ttagacaacc 


aacggcatgg 


catgtgtctc 


tatttggaac 


1740 


cacagggtac 


tttatttgca 


gaggttacct 


tttttaatcc 


agttattgaa 


agaagaccaa 


1800 


aacttcaaag 


acaaaagaaa 


attttttcaa 


agcaacaagg 


caaaacattt 


ctcagagctc 


1860 


ctcaaatgaa 


tattaatatt 


gccacttggg 


gaaggctagt 


aagaagagct 


attcctacag 


1920 


taaatcattc 


tggcaccttc 


agccctcaag 


ctcctgtgcc 


tactacagtg 


ccagtggttg 


1980 


atgtacgcat 


ccctcaacta 


gcacctccag 


ctagtgattc 


tacagtaacc 


aaattggact 


2040 


ttgatcttga 


gcctgaacct 


cctccagccc 


caccacgagc 


ttcttctctt 


ggagaaatag 


2100 


atgaatcttc 


tgaattaaga 


gttttggata 


taccaggaca 


ggcaagccat 


tttaaacctt 


2160 



gcataattcc tcttcactga atgaattagc aataaaagca tcatagtgaa taaggcgtgt 2220 

ctttccattt aaaattgcca ctgaactgtg aatttatggt tttttgtttg ttttttgttt 2280 

ttgtttttgt tttttgagac ggagtctcgc tttgtcgccc agac 2324 

<210> 75 

<211> 1396 

<212> DNA 

<213> Homo sapiens 

<400> 75 

gcgatctgca ggtaggggtg cgcgcgaccg ctccccggcg ggagccagcg aaggtttcca 60 

tgtcagaggc cgatggagaa ctgaagattg ccacctacgc acaaaggcca ttgagacact 120 

tcgtgtagct ggaagacacc aacttcctga caggagcttt atttcatttg ggatttcaag 180 

tttacagatg gtatcttctc aaaagttgga aaaacctata gagatgggca gtagcgaacc 240 

ccttcccatc gcagatggtg acaggaggag gaagaagaag cggaggggcc gggccactga 300 

ctccttgcca ggaaagtttg aagatatgta caagctgacc tctgaattgc ttggagaggg 36 0 

agcctatgcc aaagttcaag gtgccgtgag cctacagaat ggcaaagagt atgccgtcaa 420 

aatcatcgag aaacaagcag ggcacagtcg gagtagggtg tttcgagagg tggagacgct 480 

gtatcagtgt cagggaaaca agaacatttt ggagctgatt gagttctttg aagatgacac 540 

aaggttttac ttggtctttg agaaattgca aggaggtact taccgttgag tatgtgtgtg 600 

gacttctgat taagacccag ggtggtgatc atccatcatg aatcccagag acttccaaaa 660 

cgagtcaagc taataaaaag gatgaaggac ttaaaaactg cccttgattt gggagaaggg 720 

aggccggagg gaaggatgat aattagcatt ttgcagagct tagaatgtca cctgtgtggg 780 

tattttataa atgccttttc attataatag gagtcatata tagatacatt tagtcatcga 840 

tttatcaatc ccgttttgac atgttcactg tttaactaca ttaattatgg ggtggaagct 900 

ctcaaataca ttgcgaagtc tagaaaggct aaaacagagg agaggagggt cctattgttt 960 

gggacacaga cccaggataa aggggaagcc tgagaatgtg ccatccttca gatggaaaga 1020 

tgccatcacc cacacacata atcactgggg tgtatactta agttgctttt ctgacataat 1080 

gaggtggggt agagaaaccc tttcccttcc catcactccc ccaggtcttg tgtgggtggc 1140 

acagatctgg gcagttagat agtgctctgt gcctaaggtg aagccacact agggtgaagc 1200 

ctcacttccc tgtttgagca atgcagtgcc tgctgcccgt gtgcatgaag gtacagccat 1260 

tcagataagt ggaactattg agttacataa agaaaataga tttgcatttg tcaggcagac 1320 



gtttatacaa 


caccacggtg 


cttttataca 


ttgtgcttat 


tttaataaaa 


ctgaaattct 


1380 


atgtgtggcc 


taaaaa 










X O j D 


<210> 76 

<211> 513 

<212> DNA 

<213> Homo sapiens 












<400> 76 
gcgatctgca 


ggtaggggtg 


u y uy uyctu-uy 


cct-ccoyyuy 


y y dy u Lay uy 


ddyy l. l. l. l d 




tgtcagaggc 


cgatggagaa 


c uyaagau uy 


CCaCCLaCgC 


dCaaayyCCd 


4- 4- /v^nn /-« -J /^t 4— 

t. CydyaCaCt 


i 9 n 

J_ z u 


tcgtgtagct 


ggaagacacc 


aac u ucc uga 


CayyayCLtt 


aLLLCatL uy 


yyaCLLtaay 


i on 
lou 


tttacagatg 


gtatcttctc 


aaaagt fcgga 


aaaacctata 


gagaugggca 


gcagcy aacc 




ccttcccatc 


gcagatggtg 


acay y agg ay 


gadyadyday 


eggaggggee 


y yy LLdL uy d 




ctccttgcca 


ggaaagtttg 


aagatatgta 


caagctgacc 


tetgaattge 


ttggagaggg 


360 


agcctatgcc 


aaagttcaag 


gtgccgtgag 


cctacagaat 


ggcaaagagt 


atgccgtcaa 


420 


agtgagtgtc 


tcagctgaat 


gccaggcttt 


actttgcaaa 


tagtcattcc 


tagctcatct 


480 


tgaaccaaat 


aaatgttata 


ttccataaga 


aaa 








<210> 77 

<211> 2044 

<212> DNA 

<213> Homo sapiens 












<400> 77 
tgtgtgaatc 


tccagaaaag 


y~<r ^ ^ /-< ^ ^ ^ /T/T/"* 

y taCt ttyyy 


cctyattuyy 


ddL.yt-t.dUdy 


4-4-4- a 4-- ar i4-4-- 3 

CCLdCdLl Id 


D \J 


ccgaggaagc 


cacccttgct 


u tCayyacyy 


atty LtayCa 


yttccy Ltyy 


CCLCdydLdC 


-L Z u 


caacttgaac 


tgatcgtctt 


yyaCaty uy u 


U UUUdy uy del 


dd LLLy L.y dL 


4-4-4- /-»a /~i +- 4- frfr 

l. u uy dL l» uy y 


1 R0 

JLOU 


gcagtgggat 


gaaactgaac 


a 3 /■* +• /-^ /~i +~ ^ 

aaCLCCtyta 




LaLaLLdy dy 


rhrranrafpp 
LLyaLLdLLL 


94.n 

z *± u 


catgtggctc 


tgcagaatac 


yy oy 


dyy Lay i_y y d 


yy lll LLdLy 


y d LLay y ll d 


300 


cattctacga 


caagcgctgt 


y duu uy i_y y ct 


y ll. uy y y uy u 


yy H—LLUi-dL. 


dLLQLy l uya 


o o v 


gtggctaccc 


acccttcgtg 


ggtcactgcg 


gggccgactg 




eggggegagg 


420 


tctgcagggt 


gtgccagaac 


aagctgtttg 


aaagcatcca 


ggaaggcaag 


tatgagtttc 


480 


ctgacaagga 


ctgggcacac 


atctccagtg 


aagecaaaga 


cctcatctcc 


aagctcctgg 


540 


tgcgagatgc 


aaagcagaga 


cttagcgccg 


cccaagttct 


gcagcaccca 


tgggtgcagg 


600 



ggcaagctcc agaaaaggga ctccccacgc cgcaagtcct ccagaggaac agcagcacaa 660 

tggacctgac gctcttcgca gctgaggcca tcgcccttaa ccgccagcta tctcagcacg 720 

aagagaacga actagcagag gagccagagg cactagctga tggcctctgc tccatgaagc 780 

tttcccctcc ctgcaagtca cgcctggccc ggagacgggc cctggcccag gcaggccgtg 840 

gtgaagacag gagcccgccc acagcactct gaaatgctcc agtcacacct tataggccct 900 

aggcctggcc aggcattgtc ccctggaaac ctgtgtggct aaagtctgct gagcaggcag 960 

cagcctctgc tctgtggctc cattcaggct ttttcatcta cgaaggccct gaggttccca 1020 

tcaaccccca tttccctagg gtcctggagg aaaaagcttt ttccaaaggg gttgtctttg 1080 

aaaaggaaag caatcacttc tcactttgca taattgcctg cagcaggaac atctcttcac 1140 

tgggctccac ctgctcaccc gcctgcagat ctgggatcca gcctgctctc accgctgtag 1200 

ctgtggcggc tggggctgca gcctgcaggg agaagcaaga agcatcagtt gacagaggct 1260 

gccgacacgt gcctcttccc tctcttctct gtcaccctcc tctggcggtc cttccacctt 1320 

cctctgtcct ccggatgtcc tctttgcccg tcttctccct tggctgagca aagccatccc 1380 

ctcaattcag ggaagggcaa ggagccttcc tcattcagga aatcaaatca gtcttccggt 1440 

ctgcagcacg gaaaagcaca taatctttct ttgctgtgac tgaaatgtat ccctcgttta 1500 

tcatcccctt tgtttgtgat tgctgctaaa gtcagtagta tcgttttttt aaaaaaaaag 1560 

tttggtgttt ttaaccatgc tgttccagca aagatgatac cttaaactcc cactgcaagc 162 0 

ccatgaactt cccagagagt ggaacggctt gctcttcttt ctagaatgtc catgcacttg 1680 

ggttttaatc agcagttccc tattattctg attttaagct gttcctgtga tgaacttaga 1740 

gacagcatcg gtgtctgctg ctgtgtcccc aggtcttgtg tgggtggcac agatctgggc 1800 

agttagatag tgctctgtgc ctaaggtgaa gccacactag ggtgaagcct cacttccctg 1860 

tttgagcaat gcagtgcctg ctgcccgtgt gcatgaaggt acagccattc agataagtgg 1920 

aactattgag ttacataaag aaaatagatt tgcatttgtc aggcagacgt ttatacaaca 1980 

ccacggtgct tttatacatt gtgcttattt taataaaact gaaattctat gtgtggccta 2040 

aaaa 2044 

<210> 78 

<211> 934 

<212> DNA 

<213> Homo sapiens 

<400> 78 



acggccatta 


ccaatcgcga 


aaccaaagga 


ctgaagttat 


aaaagagaaa 


agagaagttt 


60 


gctgctaaaa 


tgaatctgag 


caatatggaa 


tattttgtgc 


cacacacaaa 


aaggtactga 


120 


agatttaccc 


cccaaaaaaa 


attgtcaatg 


agaaataaag 


ctaactgata 


tcaaaaagca 


180 


gagcctgctc 


tactggccat 


catgcgtaaa 


ggggtgctga 


aggacccaga 


gattgccgat 


240 


ctattctaca 


aagatgatcc 


tgaggaactt 


tttattggtt 


tgcatgaaat 


tggacatgga 


300 


agttttggag 


cagtttattt 


tgctacaaat 


gctcacacca 


gtgaggtggt 


ggcaattaag 


360 


aagatgtcct 


atagtgggaa 


gcagacccat 


gagaaatggc 


aagatattct 


taaggaagtt 


420 


aaatttttac 


gacaattgaa 


gcatcctaat 


actattgagt 


acaaaggctg 


ttacttgaaa 


480 


gaacacactg 


cttggttggt 


gatggaatat 


tgcttaggct 


cagcctctga 


tttattagaa 


540 


gttcataaaa 


aaccacttca 


ggaagtggag 


atcgctgcca 


ttactcatgg 


agccttgcat 


600 


ggactagcct 


acctacattc 


tcatgcattg 


attcataggt 


aagattagag 


accagttatg 


660 


tttcttttca 


gttgcaggac 


tgtctattcc 


aggaaccttg 


aaaattagtg 


catgctccaa 


720 


tttttaggtt 


gcctaagcat 


tcatgggaag 


caaatagatt 


gctgcttctg 


gatataaagg 


780 


ataaagttgc 


cagaatttag 


cttctatctc 


ttattctctc 


ctacgtatcc 


acaattatat 


840 


catctttgtt 


cagtaggtaa 


ctgttctcca 


ggctaaatgt 


tgcagggaaa 


tttgaaaaag 


900 


ggcccaccaa 


tctttagata 


ctgtgtcatg 


aaga 






934 


<210> 79 

<211> 1032 

<212> DNA 

<213> Homo sapiens 












<400> 79 
gcggccgccc 


gggcccgggc 


ccgcgtcggg 


cgcctggctc 


tgtacgcgag 


cccggggatc 


60 


tgcggccttc 


gtgccccccc 


tcccgggagg 


agcgtggagc 


ggcggcggcg 


gcggcggcag 


120 


cagaaatgat 


ggaagaattg 


catagcctgg 


acccacgacg 


gcaggaatta 


ttggaggcca 


180 


ggtttactgg 


agtaggtgtt 


agtaagggac 


cacttaatag 


tgagtcttcc 


aaccagagct 


240 


tgtgcagcgt 


cggatccttg 


agtgataaag 


aagtagagac 


tcccgagaaa 


aagcagaatg 


300 


accagcgaaa 


tcggaaaaga 


aaagctgaac 


catatgaaac 


tagccaaggg 


aaaggcactc 


360 


ctaggggaca 


taaaattagt 


gattactttg 


agacagcccc 


tctatggttt 


agatggcagt 


420 


gctgcaaagg 


aggcaacaga 


ggagcagtct 


gctctgccaa 


tcctcacgtc 


agtgatgcta 


480 


gcaaaacctc 


ggcttgacac 


agagcagctg 


gcgtaaagga 


gagctggcct 


ctgcttcact 


540 



tttgtttcag 


ctcagcaaaa 


cagtccctca 


tctacgggat 


ctggcaacac 


agagcattcc 


600 


tgcagctccc 


aaaaacagat 


ctccatccag 


cacagacaga 


cccagtccaa 


cctcacaata 


660 


gaaaaaatat 


ctgcactaga 


aaacagtaag 


aattctgact 


tagagaagaa 


ggagggaaga 


720 


atagatgatt 


tattaagagc 


caactgtgat 


ttgagacggc 


agattgatga 


acagcaaaag 


780 


atgctagaga 


aatacaagga 


acgattaaat 


agatgtgtga 


caatgagcaa 


gaaactcctt 


840 


atagaaaagg 


ttagtgaata 


atgttggtct 


aaactctgta 


tcccaagata 


ctcaatgtgt 


900 


gtcattgtgt 


ggcttcttat 


tccttacttg 


agatgaaaat 


atttaaaagt 


agagcttttt 


960 


aggaacatga 


tttgacaatt 


agaatttttt 


ccttacatgg 


acaccagacc 


aaccatccag 


1020 


agtgttaatt 


tg 










1032 


<210> 80 

<211> 2234 

<212> DNA 

<213> Homo sapiens 












<400> 80 
ggccacctgg 


tagccatact 


gacagtattt 


atcccacaga 


aagacctggt 


ggaagaggag 


60 


gctgaggagg 


ctggagtggc 


tttgagaagc 


acccagagca 


cactgcaagc 


aggtctggct 


120 


gcagatgcct 


gggctgctcc 


catcgccatg 


cagatctaca 


agaagcacct 


ggaccccagg 


180 


cccgggccct 


gccacctgag 


ctgggcctgg 


gcctgggcca 


gctggcctgc 


tgctgcctgc 


240 


accgccgggc 


caaaaggagg 


cctcctatga 


cccaggtgta 


cgagaggcta 


gagaagctgc 


300 


aggcagtggt 


ggcgggggtg 


cccgggcatt 


tggaggccgc 


cagctgcatc 


cccccttccc 


360 


cgcaggagaa 


ctcctacgtg 


tccagcactg 


gcagagccca 


cagtggggct 


gctccatggc 


420 


agcccctggc 


agcgccatca 


ggagccagtg 


cccaggcagc 


agagcagctg 


cagagaggcc 


480 


ccaaccagcc 


cgtggagagt 


gacgagagcc 


taggcggcct 


ctctgctgcc 


ctgcgctcct 


540 


ggcacttgac 


tccaagctgc 


cctctggacc 


cagcacccct 


cagggaggcc 


ggctgtcctc 


600 


agggggacac 


ggcaggagaa 


tcgagctggg 


ggagtggccc 


aggatcccgg 


cccacagccg 


660 


tggaaggact 


ggcccttggc 


agctctgcat 


catcgtcgtc 


agagccaccg 


cagattatca 


720 


tcaaccctgc 


ccgacagaag 


atggtccaga 


agctggccct 


gtacgaggat 


ggggccctgg 


780 


acagcctgca 


gctgctgtcg 


tccagctccc 


tcccaggctt 


gggcctggaa 


caggacaggc 


840 


aggggcccga 


agaaagtgat 


gaatttcaga 


gctgatgtgt 


tcacctgggc 


agatccccca 


900 


aatccggaag 


tcaaagttct 


catggtcaga 


agttctcatg 


gtgcacgagt 


cctcagcact 


960 



ctgccggcag 


tgggggtggg 


ggcccatgcc 


cgcgggggag 


agaaggaggt 


ggccctgctg 


1020 


ttctaggctc 


tgtgggcata 


ggcaggcaga 


gtggaaccct 


gcctccatgc 


cagcatctgg 


1080 


gggcaaggaa 


ggctggcatc 


atccagtgag 


gaggctggcg 


catgttggga 


ggctgctggc 


1140 


tgcacagacc 


cgtgagttga 


ggagaggggc 


tgctgtgcag 


ggtgtggagt 


aggagctggc 


1200 


tcccctgaga 


gccatgcagg 


gcgtctgcag 


cccaggcctc 


tggcagcagc 


tctttgccca 


1260 


tctctttgga 


cagtggccac 


cctgcacaat 


ggggccgacg 


aggcctaggg 


ccctcctacc 


1320 


tgcttacaat 


ttggaaaagt 


gtggccgggt 


gcggtggctc 


acgcctgtaa 


tcccagcact 


1380 


ttgggaggcc 


aaggcaggag 


gatcgctgga 


gcccagtagg 


tcaagaccag 


ccagggcaac 


1440 


atgatgagac 


cctgtctctg 


ccaaaaaatt 


ttttaaacta 


ttagcctggc 


gtggtagcga 


1500 


cgcttgtggt 


cccagctgct 


ggggaggctg 


aagtaggagg 


atcatttatg 


cttgggaggt 


1560 


cgaggctgca 


gtgagtcatg 


attgtatgac 


tgcactccag 


cctgggtgac 


agagcaagac 


1620 


cctgtttcaa 


aaagaaaaac 


cctgggaaaa 


gtgaagtatg 


gctgtaagtc 


tcatggttca 


1680 


gtcctagcaa 


gaagcgagaa 


ttctgagatc 


ctccagaaag 


tcgagcagca 


cccacctcca 


1740 


acctcgggcc 


agtgtcttca 


ggctttactg 


gggacctgcg 


agctggccta 


atgtggtggc 


1800 


ctgcaagcca 


ggccatccct 


gggcgccaca 


gacgagctcc 


gagccaggtc 


aggcttcgga 


1860 


ggccacaagc 


tcagcctcag 


gcccaggcac 


tgattgtggc 


agaggggcca 


ctacccaagg 


1920 


tctagctagg 


cccaagacct 


agttacccag 


acagtgagaa 


gcccctggaa 


ggcagaaaag 


1980 


ttgggagcat 


ggcagacagg 


gaagggaaac 


attttcaggg 


aaaagacatg 


tatcacatgt 


2040 


cttcagaagc 


aagtcaggtt 


tcatgtaacc 


gagtgtcctc 


ttgcgtgtcc 


aaaagtagcc 


2100 


cagggctgta 


gcacaggctt 


cacagtgatt 


ttgtgttcag 


ccgtgagtca 


cactacatgc 


2160 


ccccgtgaag 


ctgggcattg 


gtgacgtcca 


ggttgtcctt 


gagtaataaa 


aacgtatgtt 


2220 


gcaatctcgg 


gaaa 










2234 


<210> 81 

<211> 2608 

<212> DNA 

<213> Homo sapiens 












<400> 81 
tagaaggatg 


gttgggatca 


aggaacggcc 


atccagcaac 


ctcccctgtc 


cccctttgcc 


60 


accccagacc 


caggcctgcc 


cacctctctc 


ctggcctcag 


cgactggaca 


tccttctggg 


120 


tacagcccgg 


gcaattcagt 


ttctacatca 


ggacagcccc 


agcctcatcc 


atggagacat 


180 



caagagttcc 


aacgtccttc 


tggatgagag 


gctgacaccc 


aagctgggag 


actttggcct 


240 


ggcccggttc 


agccgctttg 


ccgggtccag 


ccccagccag 


agcagcatgg 


tggcccggac 


300 


acagacagtg 


cggggcaccc 


tggcctacct 


gcccgaggag 


tacatcaaga 


cgggaaggct 


360 


ggctgtggac 


acggacacct 


tcagctttgg 


ggtggtagtg 


ctagagacct 


tggctggtca 


420 


gagggctgtg 


aagacgcacg 


gtgccaggac 


caagtatctg 


aaagacctgg 


tggaagagga 


480 


ggctgaggag 


gctggagtgg 


ctttgagaag 


cacccagagc 


acactgcaag 


caggtctggc 


540 


tgcagatgcc 


tgggctgctc 


ccatcgccat 


gcagatctac 


aagaagcacc 


tggaccccag 


600 


gcccgggccc 


tgccacctga 


gctgggcctg 


ggcctgggcc 


agctggcctg 


ctgctgcctg 


660 


caccgccggg 


ccaaaaggag 


gcctcctatg 


acccaggtgt 


acgagaggct 


agagaagctg 


720 


caggcagtgg 


tggcgggggt 


gcccgggcat 


ttggaggccg 


ccagctgcat 


ccccccttcc 


780 


ccgcaggaga 


actcctacgt 


gtccagcact 


ggcagagccc 


acagtggggc 


tgctccatgg 


840 


cagcccctgg 


cagcgccatc 


aggagccagt 


gcccaggcag 


cagagcagct 


gcagagaggc 


900 


cccaaccagc 


ccgtggagag 


tgacgagagc 


ctaggcggcc 


tctctgctgc 


cctgcgctcc 


960 


tggcacttga 


ctccaagctg 


ccctctggac 


ccagcacccc 


tcagggaggc 


cggctgtcct 


1020 


cagggggaca 


cggcaggaga 


atcgagctgg 


gggagtggcc 


caggatcccg 


gcccacagcc 


1080 


gtggaaggac 


tggcccttgg 


cagctctgca 


tcatcgtcgt 


cagagccacc 


gcagattatc 


1140 


atcaaccctg 


cccgacagaa 


gatggtccag 


aagctggccc 


tgtacgagga 


tggggccctg 


1200 


gacagcctgc 


agctgctgtc 


gtccagctcc 


ctcccaggct 


tgggcctgga 


acaggacagg 


1260 


caggggcccg 


aagaaagtga 


tgaatttcag 


agctgatgtg 


ttcacctggg 


cagatccccc 


1320 


aaatccggaa 


gtcaaagttc 


tcatggtcag 


aagttctcat 


ggtgcacgag 


tcctcagcac 


1380 


tctgccggca 


gtgggggtgg 


gggcccatgc 


ccgcggggga 


gagaaggagg 


tggccctgct 


1440 


gttctaggct 


ctgtgggcat 


aggcaggcag 


agtggaaccc 


tgcctccatg 


ccagcatctg 


1500 


ggggcaagga 


aggctggcat 


catccagtga 


ggaggctggc 


gcatgttggg 


aggctgctgg 


1560 


ctgcacagac 


ccgtgagttg 


aggagagggg 


ctgctgtgca 


gggtgtggag 


taggagctgg 


1620 


ctcccctgag 


agccatgcag 


ggegtctgca 


gcccaggcct 


ctggcagcag 


ctctttgccc 


1680 


atctctttgg 


acagtggcca 


ccctgcacaa 


tggggccgac 


gag^cctagg 


gccctcctac 


1740 


ctgcttacaa 


tttggaaaag 


tgtggccggg 


tgcggtggct 


cacgcctgta 


atcccagcac 


1800 


tttgggaggc 


caaggcagga 


ggatcgctgg 


agcccagtag 


gtcaagacca 


gccagggcaa 


1860 


catgatgaga 


ccctgtctct 


gccaaaaaat 


tttttaaact 


attagcctgg 


cgtggtagcg 


1920 



acgcttgtgg tcccagctgc tggggaggct gaagtaggag gatcatttat gcttgggagg 1980 

tcgaggctgc agtgagtcat gattgtatga ctgcactcca gcctgggtga cagagcaaga 2040 

ccctgtttca aaaagaaaaa ccctgggaaa agtgaagtat ggctgtaagt ctcatggttc 2100 

agtcctagca agaagcgaga attctgagat cctccagaaa gtcgagcagc acccacctcc 2160 

aacctcgggc cagtgtcttc aggctttact ggggacctgc gagctggcct aatgtggtgg 2220 

cctgcaagcc aggccatccc tgggcgccac agacgagctc cgagccaggt caggcttcgg 2280 

aggccacaag ctcagcctca ggcccaggca ctgattgtgg cagaggggcc actacccaag 2340 

gtctagctag gcccaagacc tagttacaga cagggaaggg aaacattttc agggaaaaga 2400 

catgtatcac atgtcttcag aagcaagtca ggtttcatgt aaccgagtgt cctcttgcgt 2460 

gtccaaaagt agcccagggc tgtagcacag gcttcacagt gattttgtgt tcagccgtga 2520 

gtcacactac atgcccccgt gaagctgggc attggtgacg tccaggttgt ccttgagtaa 2580 

taaaaacgta tgttgcaatc tcgggaaa 2608 

<210> 82 

<211> 1237 

<212> DNA 

<213> Homo sapiens 

<400> 82 

cgcggacccg gccggcccag gcccgcgccc gccgcggccc tgagaggccc cggcaggtcc 60 

cggcccggcg gcggcagcca tggccggggg gccgggcccg ggggagcccg cagcccccgg 120 

cgcccagcac ttcttgtacg aggtgccgcc ctgggtcatg tgccgcttct acaaagtgat 180 

ggacgccctg gagcccgccg actggtgcca gttcgccgcc ctgatcgtgc gcgaccagac 240 

cgagctgcgg ctgtgcgagc gctccgggca gcgcacggcc agcgtcctgt ggccctggat 3 00 

caaccgcaac gcccgtgtgg ccgacctcgt gcacatcctc acgcacctgc agctgctccg 360 

tgcgcgggac atcatcacag cctggcaccc tcccgccccg cttccgtccc caggcaccac 420 

tgccccgagg cccagcagca tccctgcacc cgccgaggcc gaggcctgga gcccccggaa 480 

gttgccatcc tcagcctcca ccttcctctc cccagctttt ccaggctccc agacccattc 540 

agggcctgag ctcggcctgg ttccaagccc tgcttccctg tggcctccac cgccatctcc 600 

agccccttct tctaccaagc caggcccaga gagctcagtg tccctcctgc agggagcccg 660 

cccctctccg ttttgctggc ccctctgtga gatttcccgg ggcacccaca acttctcgga 720 

ggagctcaag atcggggagg gtggctttgg gtgcgtgtac cgggcggtga tgaggaacac 780 



ygtytatgct 


gcgaagaggc 




cgctgacctg gagtggactg 


CdyLydayCa 




i-fa rr C \~ Y~ r+ 1" pt 

y cty LiLtt uy 


cn_v-.y ctyy L.y y 


ciy uciy u uy 


caggtttcgt 


cacccaaaca 


l. uy uy y ctL- l. u 




uy u. L.yy ouaL 


i— y i_y L.(-cty ct 


y y ^ l. i_ct 


ctgcctggtg 


tacggcttcc 


i_y (_i—t_cicm-yy 




/-if- p"> p^ o t~ /~r 

u y y j 




ciu L.y u cty c* u 


ccaggcctgc 


ccacctctct 


p*» p*» t - ptpt p*» p* t* p* a. 


J. VJ ^ u 


gcgactggac 


atccttctgg 


gtacagcccg 


agcaagtcag 


gtttcatgta 


accgagtgtc 


1080 


ctcttgcgtg 


tccaaaagta 


gcccagggct 


gtagcacagg 


cttcacagtg 


attttgtgtt 


1140 


cagccgtgag 


tcacactaca 


tgcccccgtg 


aagctgggca 


ttggtgacgt 


ccaggttgtc 


1200 


cttgagtaat 


aaaaacgtat 


/*t I - +~ ft /""» a a 4}- /™i +~ 

yLLyCaaCCL 


egggaaa 






1Z j / 


<210> 83 

<211> 1286 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) . 
<223> M n" 


. . (1286) 
can be any 


nucleotide 


'a- , 'c 1 , 


•g' or 't' 






<400> 83 
gaggggacct 


taaaaattac 


cggccacaaa 


aagaaaataa 


atttaggaaa 


aau cat uggi- 


o u 


ttattttagg 


gtgatgttca 


cagaagaaga 


tgtcaaattc 


tacttggctg 


aac t tgcact 


ion 


tgctttagac 


catctacata 


gcctgggaat 


aatttataga 


gacttaaaac 


cagaaaatat 


lou 


acttcttgat 


gaagaaggtc 


acaucaay ct 


aacagatttc 


ggcctaagta 


aagagt cu.au 


Z ft u 


tgaccatgaa 


aagaaggcat 


al-l-phM-hfrr 

tttCuCCUtCy 


tggaactgtg 


gagtatatgg 


CCCCayaayu 


inn 


agttaatcgt 


cgaggtcata 


cccayaytyc 


tgactggtgg 


tcttttggtg 


ty tCaaUy tc 




tgaaatgctt 


actggtacac 


4— /"~</"i/— i4-4-4-/—</ _ ">a 


aggaaaagat 


cgaaaagaaa 


pia at* /Ta /~i 4^ a +~ 
CaaUyat-tat 


n 


gattcttaaa 


gccaaacttg 


era a t - *™r it - * a p"«;a 


gtttttgagt 


cctgaagcgc 


a pt a pt t~ p*» i~ i - t- t* 
ayaytCLLLL 


a p n 

ft C5 U 


acgaatgctt 


ttcaagcgaa 


dLtL uy U- cl ctcl 


cagattaggt 


gcaggaccag 


ci uy y cty u uy d 


c/n 


agaaattaaa 


agacattcat 


LLULt UUetaU 


rt O +" a y~r a /-i 4^ frfr 

yatayaCtgy 


aal™ aaa/*"«+~ rfT 4- 

dataaaCLyC. 


a 4- a rta a pt 3 p;a 

ci Uciy dciy d.y ci 


DUU 


aattcatccg 


ccatttaaac 


ctgcaacggg 


caggectgaa 


gatacattct 


attttgatcc 


660 


tgagtttact 


gcaaaaactc 


ccaaagattc 


acctggcatt 


ccacctagtg 


etaatgeaca 


720 


tcagcttttt 


cgggggttta 


gttttgttgc 


tattacctca 


gatgatgaaa 


gecaagctat 


780 


gcagacagtt 


ggtgtacatt 


caattgttca 


gcagttacac 


aggaacagta 


ttcagtttac 


840 



4- (T — j 4- rrrra faf" 


y ddy L. ddddy 


day aLaL uyy 


dy l u.y y v_ ll-l 


udL L- <w *~y L L L 


rrnaarrarra 4- rr 
y LactM ay a l» y 


900 




/-r /-» 4- ra r"*a aa fa 
y L Ld^-ddd^d 


L.y y dy l. l L.y 


dy i_y day y i— d 


CtCtLLLUULLL. 


a l» i— aaa a i_y 


960 




arit-1-r , 1-1-CTl-t- 

dy LL^>UL^ L- L- 


v d y ^ d y 


ay LaLLciM v_ l» 


d d d d d i— L. d d 




102 0 


uy L. l. ddddy L. 




3 h aa a a a arrt" 
d Uddddddy L- 


LddaLaLL L.y 


y L>uay L.y d l. v-. 


f- 4- paaa rra t~ /-« 
l. tLay a y ll 


1080 


ttaatctaga 


accctgtgag 


ctaaaggtaa 


ggtggttata 


tatctagttt 


tcccagagca 


1140 


gtagcagttt 


acacctcaag 


tgattttttt 


tcttttttta 


cctcaagtga 


tttttaaagt 


1200 


atctttttac 


tctgagaagt 


ccccatttta 


tgctcanggt 


gtcagcaaat 


tcctcaaaat 


1260 


tgtgtgcaaa 


attttgtatg 


+-4-4- ana 










<210> 84 

<211> 752 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) , 


. . (752) 
can be any 


1 1 /—I ~1 /~\ 4— ^3 /— \ 

nucieotiue 


a , c , 


y OIT L 






<400> 84 
atgccgctgg 


cgcagctggc 


yyca.t-GL-gt.yg 


/-*a rra a rta +~ r-tr~r 

cdydaydtyy 


r-i 4— <t 4— /~rt~i a nrarr 

cty t-gydgdg 


Lt-v^y LLLydL 




agegctgaga 


atggacagca 


^3 +• +- ^ 4- rr/T a 4— 

adttdtyyaL 


yddCtLdCyy 


gagaggagga 


yd L, LddLLLd 




caaactgaag 


aagtcagtat 


(JaaaydaaUL 


rtf* 1 a ahnarap 
yCddLuaCdU 


at*pa 1" o^t - a a a 
dLCdLy Lddd 


yyddyydLdL 


i fin 


gaaaaggcag 


atccttccca 


4— 4- 4- /-*■ —J -3 y-1 4- +- 

yCLtyaaCLL 


t~ t* a a a a <r t~ a "f - 
Lt.ddddyL.aL 


tay g y Cayy y 


dLLdLLLyyd 




aaggttttct 


tagttaaaaa 


4— /-» 4^ /™i ^ rrr*t /~* 

aatCCCdyyt- 


4^ /™i 4r /™r ^ +* /t/-» 4™ a 
LLtyd L.y LLa 


t~x/~x /~* a /t /~i +" 4- 1 +* a 

yy l dy llilci 


Ly LLd Lyddy 


J\J\J 


gtattgaaga 


aggccacact 


y dddy t> i— Ly d 


ydL. v_y dy l. i_ 


yydv_«ddddd L. 


y y dd^y i_y d i_ 


J O \J 


atcttggtag 


aggttaatca 


LLL L L LUdLL 


y L.Lday i_ Ly u 


dLLdtyULUL. 


i~^**a aa phcraa 
LLaddL uyaa 




gggaagttgt 


atcttatttt 




^y y y y d y y ^y 


dL L LL> 


a v_.y < — ^ i_ v_ d i_- v^. v_. 


480 


aaagaggtga 


tgttcacaga 


ay ddyd i_y ul 


add L I— L.dL L 


LyyLL^aciLL 


L.y LdL L. Ly L. L 




ttagaccatc 


tacatagect 


gggaataatt 


tatagagact 


taaaaccaga 


aaagtaagga 


600 


ateatgetae 


taagttgaat 


acaatgtaat 


atgattgttt 


aggagattat 


aaaaaatcaa 


660 


gtggcttcat 


gaaactccca 


cagtaatgtn 


tagegtgect 


gtgettcaca 


tetctgetaa 


720 


cactgtagtt 


tcatacttta 


aatnactcag 


tt 






752 



<210> 85 

<211> 1826 

<212> DNA 

<213> Homo sapiens 

<400> 85 



cgagcgcggc 


gcccttgagc 


tgcaccgcgg 


cgcaggtttg 


cgagccgact 


tgtcagccgg 


60 


ccaagaaaag 


gaagctccgt 


cccttcccgc 


tcacccggct 


tccccacccc 


ttgtactcta 


120 


aactctgcas 


agggcgagcg 


ygcggccack 


gakgcgccga 


ggaggagcga 


gcgccgccgg 


180 


gcagcggcgt 


gccctcgggg 


gagagggcgc 


cggakargag 


cggcggcgcg 


gcggcgakgg 


240 


cgcggcgcgc 


gatggcagct 


gcttagcccg 


gcgggcgcgg 


agcagccccg 


agctgtggct 


300 


ggccaggcgg 


tgcggctggg 


cgggggacgc 


cgccgccgtt 


gctgcccggc 


ccggagagat 


360 


gagcacggag 


gcggacgarg 


gcatcacttt 


ctctgtgcca 


cccttcgccc 


cctcgggctt 


420 


ctgcaccatc 


cccgagggcg 


gcatctgcag 


gaggggagga 


gcggcggcgg 


tgggcgaggg 


480 


cgaggagcac 


cagctgccac 


cgccgccgcc 


gggcagyttc 


tggaacgtgg 


agagcgccgc 


540 


tgcccctggc 


atcggttgtc 


cggcggccac 


ctcctcgagc 


agtgccaccc 


gaggccgggg 


600 


cagctctgtt 


ggcgggggca 


gccgacggac 


cacggtggca 


tatgtgatca 


acgaagcgag 


660 


ccaagggcaa 


ctggtggtgg 


ccgagagcga 


ggccctgcag 


agcttgcggg 


aggcgtgcga 


720 


gacagtgggc 


gccaccctgg 


aaaccctgca 


ttttgggaaa 


ctcgactttg 


gagaaaccac 


780 


cgtgctggac 


cgcttttaca 


atgcagatat 


tgcggtggtg 


gagatgagcg 


atgccttccg 


840 


gcagccgtcc 


ttgttttacc 


accttggggt 


gagagaaagt 


ttcagcatgg 


ccaacaacat 


900 


catcctctac 


tgygatacta 


actcggactc 


tctgcagtca 


ctgaaggaaa 


tmatttgcca 


960 


gaagaatact 


atgtgcactg 


ggaactacac 


ctttgttcct 


tacatgataa 


ctccacataa 


1020 


caaagtctac 


tgctgtgaca 


gcagcttcat 


gaaggggttg 


acagagctca 


tgcaaccgaa 


1080 


cttcgagctg 


cttcttggac 


ccatctgctt 


acctcttgtg 


gatcgtttta 


ttcaactttt 


1140 


gaaggtggca 


caagcaagtt 


ctagccagta 


cttccgggaa 


tctatactca 


atgacatcag 


1200 


gaaagctcgt 


aatttataca 


ctggtaaaga 


attggcagct 


gagttggcaa 


gaattcggca 


1260 


gcgagtagat 


aatatcgaag 


tcttgacagc 


agatattgtc 


ataaatctgt 


tactttccta 


1320 


cagagatatc 


caggactatg 


attctattgt 


gaagctggta 


gagactttag 


aaaaactgcc 


1380 


aacctttgat 


ttggcctccc 


atcaccatgt 


gaagtttcat 


tatgcatttg 


cactgaatag 


1440 


gagaaatctc 


cctggtgaca 


gagcaaaagc 


tcttgatatt 


atgattccca 


tggtgcaaag 


1500 


cgaaggacaa 


gttgcttcag 


atatgtattg 


cctagttggt 


cgaatctaca 


aagatatgtt 


1560 



tttggactct 


aatttcacgg 


acactgaaag 


cagagaccat 


ggagcttctt 


ggttcaaaaa 




ggcatttgaa 


tctgagccaa 


cactacagtc 


aggaattaat 


tatgcggtcc 


tcctcctggc 


1680 


agctggacac 


cagtttgaat 


cttcctttga 


gctccggaaa 


gttggtaatt 


acaacttgat 


1740 


atttctacat 


ggaaatcaag 


aaactcggac 


ccaacttggt 


gcaaagacgg 


atctccgccg 


1800 


attctgacgg 


ctctccaggt 


tttgtc 










<210> 86 

<211> 476 

<212> DNA 

<213> Homo sapiens 












<400> 86 
gccggcggtg 


gcgcggcgga 


gacccggctg 


gtataacaag 


aggattgcct 


gatccagcca 


60 


agatgcagag 


cacttctaat 


catctgtggc 


ttttatctga 


tattttaggc 


caaggagcta 


120 


ctgcaaatgt 


ctttcgtgga 


agacataagt 


ggatgttcaa 


atgagagaat 


ttgaagtgtt 


180 


gaaaaaactc 


aatcacaaaa 


atattgtcaa 


attatttgct 


attgaagagg 


agacaacaac 


24 0 


aagacataaa 


gtacttatta 


tggaattttg 


tccatgtggg 


agtttataca 


ctgttttaga 


300 


agaaccttct 


aatgcctatg 


gactaccaga 


atctgaattc 


ttaattgttt 


tgcgagatgt 


360 


ggtgggtgga 


atgaatcatc 


tacgagagaa 


tggtatagtg 


caccgtgata 


tcaagccagg 


420 


aaatatcatg 


cgtgcactat 


accattctct 


cgtagatgat 


tcattccacc 


caccac 


476 


<210> 87 

<211> 2131 

<212> DNA 

<213> Homo sapiens 












<220> 
<221> - 
<222> (1) . 
<223> "n" 


. . (2131) 
can be any 


nucleotide 


' a 1 , 1 c * , 


! g 1 or 1 t 1 






<400> 87 
gaattattgc 


tttggaagaa 


aancttacat 


ctccacaaga 


ccttgcttcc 


caaataagac 


o U 


atgtcagaag 


atgctgataa 


tcctcacttc 


tgcattacaa 


atcgctcata 


ggtgcatctg 


120 


caggatctta 


cttggatcca 


gagtgctagc 


tgcaaaagct 


tctgggaatt 


gtacacttaa 


180 


ctctgaagtt 


ttatctttaa 


tataggaagt 


gccgcgtatg 


atgctgtcct 


tgacagaaat 


240 


gtggccatta 


agaagctcag 


cagacccttt 


cagaaccaaa 


cacatgccaa 


gagagcgtac 


300 



cgggagctgg 


tcctcatgaa 


gtgtgtgaac 


cataaaaaca 


ttattagttt 


attaaatgtc 


360 


ttcacacccc 


agaaaacgct 


ggaggagttc 


caagatgttt 


acttagtaat 


ggaactgatg 


420 


gatgccaact 


tatgtcaagt 


gattcagatg 


gaattagacc 


atgagcgaat 


gtcttacctg 


480 


ctgtaccaaa 


tgttgtgtgg 


cattaagcac 


ctccattctg 


ctggaattat 


tcacagggat 


540 


ttaaaaccaa 


gtaacattgt 


agtcaagtct 


gattgcacat 


tgaaaatcct 


ggactttgga 


600 


ctggccagga 


cagcaggcac 


aagcttcatg 


atgactccat 


atgtggtgac 


acgttattac 


660 


agagcccctg 


aggtcatcct 


ggggatgggc 


tacaaggaga 


acgtggatat 


atggtctgtg 


720 


ggatgcatta 


tgggagaaat 


ggttcgccac 


aaaatcctct 


ttccaggaag 


ggactatatt 


780 


gaccagtgga 


ataaggtaat 


tgaacaacta 


ggaacaccat 


gtccagaatt 


catgaagaaa 


840 


ttgcaaccca 


cagtaagaaa 


ctatgtggag 


aatcggccca 


agtatgcggg 


actcaccttc 


900 


cccaaactct 


tcccagattc 


cctcttccca 


gcggactccg 


agcacaataa 


actcaaagcc 


960 


agccaagcca 


gggacttgtt 


gtcaaagatg 


ctagtgattg 


acccagcaaa 


aagaatatca 


1020 


gtggacgacg 


ccttacagca 


tccctacatc 


aacgtctggt 


atgacccagc 


cgaagtggag 


1080 


gcgcctccac 


ctcagatata 


tgacaagcag 


ttggatgaaa 


gagaacacac 


aattgaagaa 


1140 


tggaaagaac 


ttatctacaa 


ggaagtaatg 


aattcagaag 


aaaagactaa 


aaatggtgta 


1200 


gtaaaaggac 


agccttctcc 


ttcagcacag 


gtgcagcagt 


gaacagcagt 


gagagtctcc 


1260 


ctccatcctc 


gtctgtcaat 


gacatctcct 


ccatgtccac 


cgaccagacc 


ctggcatctg 


1320 


acactgacag 


cagcctggaa 


gcctcggcag 


gacccctggg 


ttgttgcagg 


tgactagccg 


1380 


cctgcctgcg 


aaacccagcg 


ttcttcagga 


gatgatgtga 


tggaacacac 


acacacgcag 


1440 


acacacacac 


acacacaaat 


gcagacacac 


aacatcaaga 


aaacagcaag 


ggagagaatc 


1500 


caagcctaaa 


attaaataaa 


tctttcagcc 


tgcttcttcc 


ccagggttct 


gtattgcagc 


1560 


taagctcaaa 


tgtatattta 


acttctagtt 


gctcttgctt 


tggtcttctt 


ccaatgatgc 


1620 


ttactacaga 


aagcaaatca 


gacacaatta 


gagaagcctt 


ttccataaag 


tgtaatttta 


1680 


atggctgcaa 


aaccggcaac 


ctgtaactgc 


ccttttaaat 


ggcatgacaa 


ggtgtgcagt 


1740 


ggccccatcc 


agcatgtgtg 


tgtctctatc 


ttgcatctac 


ctgctccttg 


gcctagtcag 


1800 


atggatgtag 


atacagatcc 


gcatgtgtct 


gtattcatac 


agcactactt 


acttagagat 


1860 


gctactgtca 


gtgtcctcag 


ggctctacca 


agacataatg 


cactggggta 


ccacatggtc 


1920 


catttcatgt 


gatctattac 


tctgacataa 


acccatctgt 


aatatattgc 


cagtatataa 


1980 


gctgtttagt 


ttgttaattg 


attaaactgt 


atgtcttata 


agaaaacatg 


taaaggggga 


2040 



atatatgggg 


ggagtgagct 


ctctcagacc 


cttgaagatg 


tagcttccaa 


atttgaatgg 


2100 


attaaatggc 


acctgtatac 


caatttgtag 


a 








<210> 88 

<211> 989 

<212> DNA 

<213> Homo sapiens 












<400> 88 
gagaaatggc 


gtggcagggg 


acccagcgag 


cccagaggga 


ttttgccgct 


gcttcctcta 


60 


cccctgtatt 


tcacgcagct 


ctctaaattg 


actcagctcc 


aggctagtgt 


gagaaacacc 


120 


aacagcaggc 


ccatctcaga 


tcttcactat 


ggcaacttat 


gcaagaaact 


gttgaattag 


180 


acccgtttcc 


tatagatgag 


aaaccataca 


agctgtggta 


tttatgagcc 


tccatttctt 


240 


atactactgc 


agtgaaccaa 


cattggatgt 


gaaaattgcc 


ttttgtcagg 


gattcgataa 


300 


acaagtggat 


gtgtcatata 


ttgccaaaca 


ttacaacatg 


agcaaaagca 


aagttgacaa 


360 


ccagttctac 


agtgtggaag 


tgggagactc 


aaccttcaca 


gttctcaagc 


gctaccagaa 


420 


tctaaagcct 


attggctctg 


gggctcaggg 


catagtttgt 


gccgcgtatg 


atgctgtcct 


480 


tgacagaaat 


gtggccatta 


agaagctcag 


cagacccttt 


cagaaccaaa 


cacatgccaa 


540 


gagagcgtac 


cgggagctgg 


tcctcatgaa 


gtgtgtgaac 


cataaaaacg 


tgagttttgt 


600 


tatttttaaa 


cttctggcag 


tgggagtttg 


taagattgga 


aaaagaaaat 


gtgtctgtac 


660 


ttgagtaaga 


aaggctttct 


ttgctttgca 


attcctgcct 


cttaagattg 


tttatcctgc 


720 


caatatgcta 


cattcgattt 


cattgtcctc 


atggtagctt 


tctgcttaaa 


aatcacctaa 


780 


aaaccatatg 


atgtggaagt 


gatgaatttt 


ataaatattt 


ccctagttag 


aaaatttacc 


840 


atatttggtt 


atcttgctcc 


aaattgagag 


cttcaagaaa 


gaaacaagac 


aaacaaagcc 


900 


caaagccaga 


aaaaaaaaaa 


aacctacaaa 


gcaccatgct 


acatttcttt 


ataatttaga 


960 


tttaatttag 


aatttattaa 


tttaaaatt 








o o o 

y o y 


<210> 89 

<211> 1818 

<212> DNA 

<213> Homo sapiens 












<400> 89 
gaattccggg 


ccaggcatgg 


tagcgcatcg 


ctgtaatccc 


agctactcgg 


gaaactgagg 


60 


tgggagaatc 


gattgaacct 


ggaagtggag 


gttgcggtga gccaagatca 


tcctgtcgca 


120 



ctccagcctg 


ggcaacaaga 


gcgaaactcc 


atctcaaaaa 


gaaaaaaaaa 


gatatatatg 


180 


tgtgacttac 


aggtacaggt 


aaagttgctt 


ctggttttct 


ggttgttgca 


tggtatttcc 


240 


tatgcagcca 


caggtcttta 


ttttcttact 


taagtgcctc 


caacttccca 


taacacaaat 


300 


taaggcatga 


tgaacatcct 


ctctgtgctg 


aacatcctgt 


gtatgtcact 


tcagaagcct 


360 


gtgtgacggt 


ttctttagtc 


tttataccta 


ggggtgggat 


ttctgggtca 


taggacagta 


420 


atttatattt 


atttcactaa 


gtattctctt 


tctctggctt 


ttgttacata 


ttacctgttt 


480 


gtcctccaga 


aaacttgcac 


caatttacat 


tcctaccaat 


agggtaggag 


agtgcacaat 


540 


gggtggattc 


taactccaaa 


tctaacacct 


cttcttttct 


ttgtttctag 


cagccatggc 


600 


aatgacaggc 


tcaacacctt 


gctcatccat 


gagtaaccac 


acaaaggaaa 


gggtgacaat 


660 


gaccaaagtg 


acactggaga 


atttttatag 


caaccttatc 


gctcaacatg 


aagaacgaga 


720 


aatgagacaa 


aagaagttag 


aaaaggtgat 


ggaagaagaa 


ggcctaaaag 


atgaggagaa 


780 


acgactccgg 


agatcagcac 


atgctcggaa 


ggaaacagag 


tttcttcgtt 


tgaagagaac 


840 


aagacttgga 


ttggaagatt 


ttgagtcctt 


aaaagtaata 


ggcagaggag 


catttggtga 


900 


ggtacggctt 


gttcagaaga 


aagatacggg 


acatgtgtat 


gcaatgaaaa 


tactccgtaa 


960 


agcagatatg 


cttgaaaaag 


agcaggttgg 


ccacattcgt 


gcggagcgtg 


acattctagt 


1020 


ggaggcagac 


agtttgtggg 


ttgtgaaaat 


gttctatagt 


tttcaggata 


agctaaacct 


1080 


ctacctaatc 


atggagttcy 


tgcctggagg 


ggacatgatg 


accttgttga 


tgaaaaaaga 


1140 


cactctgacg 


aagaggagac 


tcagttttat 


atagcagaaa 


cagtattagc 


catagactct 


1200 


attcaccaac 


ttggattcat 


ccacagagac 


atcaaaccag 


acaaccttct 


tttggacagc 


1260 


aagggccatg 


tgaaactttc 


tgactttggt 


ctttgcacag 


gactgaaaaa 


agcacatagg 


1320 


acagaatttt 


ataggaatct 


gaaccacagc 


ctccccagtg 


atttcacttt 


ccagaacatg 


1380 


aattccaaaa 


ggaaagcaga 


aacctggaaa 


agaaatagac 


gtcagctagc 


cttctccaca 


1440 


gtaggcactc 


ctgactacat 


tgctcctgag 


gtgttcatgc 


agaccgggta 


caacaagctc 


1500 


tgtgattggt 


ggtcgcttgg 


ggtgatcatg 


tatgagatgc 


tcatcggtaa 


gttgcatggt 


1560 


ttcagaggac 


tttttctgtg 


catccatgac 


agacttttac 


attgatacca 


gcctctgttt 


1620 


caattggcag 


tgatctaagt 


gatttcccta 


cttgtctttc 


aaagtgaatt 


gttttagaca 


1680 


gatgacacct 


ctttcagtaa 


gatgtatccc 


actccattct 


tgggcttact 


ggcatcctgc 


1740 


aattgctttg 


ctgatcattt 


tttatgtttt 


tctttctctt 


ataccttcat 


cttctccatc 


1800 


tagaagctct 


tttagtca 










1818 



<210> 90 

<211> 2732 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> - 



<222> (1) . 
<223> "n" 


. (2732) 
can be any 


nucleotide 


•a' , 'c 1 , 


' g ' or ' t 1 






<400> 90 
ggcacgancg 


gcacgagtcg 


gcacgagcgg 


cacgagtaag 


tggaggttca 


atgttggata 


60 


tcataaaata 


cattgtcaac 


cgaggagaac 


acaagaatgg 


agttctggaa 


gaggcaataa 


120 


tagcaacaat 


tcttaaagag 


gttttggaag 


gcttagacta 


tctacacaga 


aacggtcaga 


180 


ttcacaggga 


tttgaaagct 


ggtaatattc 


ttctgggtga 


ggatggttca 


gtacaaatag 


240 


cagattttgg 


ggtaagtgcg 


ttcctagcaa 


cagggggtga 


tgttacccga 


aataaagtaa 


300 


gaaaaacatt 


cgttggcacc 


ccatgttgga 


tggctcctga 


agtcatggaa 


caggtgagag 


360 


gctatgactt 


caaggctgac 


atgtggagtt 


ttggaataac 


tgccattgaa 


ttagcaacag 


420 


gagcagcgcc 


ttatcacaaa 


tatcctccca 


tgaaagtgtt 


aatgttgact 


ttgcaaaatg 


480 


atccacccac 


tttggaaaca 


ggggtagagg 


ataaagaaat 


gatgaaaaag 


tacggcaagt 


540 


cctttagaaa 


attactttca 


ctgtgtcttc 


agaaagatcc 


ttccaaaagg 


cccacagcag 


600 


cagaactttt 


aaaatgcaaa 


ttcttccaga 


aagccaagaa 


cagagagtac 


ctgattgaga 


660 


agctgcttac 


aagaacacca 


gacatagccc 


aaagagccaa 


aaaggtaaga 


agagttcctg 


720 


ggtcaagtgg 


tcaccttcat 


aaaaccgaag 


acggggactg 


ggagtggagt 


gacgacgaga 


780 


tggatgagaa 


gagcgaagaa 


gggaaagcag 


c ttt etc tea 


ggaaaagtca 


cgaagagtaa 




aagaagaaaa 


tccagagatt 


gcagtgagtg 


ccagcaccat 


ccccgaacaa 


atacagtccc 


900 


tctctgtgca 


cgactctcag 


ggcccaccca 


atgctaatga 


agactacaga 


gaagcttctt 


960 


cttgtgccgt 


gaacctcgtt 


ttgagattaa 


gaaactccag 


aaaggaactt 


aatgacatac 


1020 


gatttgagtt 


tactccagga 


agagatacag 


cagatggtgt 


atctcaggag 


ctcttctctg 


1080 


ctggcttggt 


ggatggtcac 


gatgtagtta 


tagtggctgc 


taatttacag 


aagattgtag 


1140 


atgatcccaa 


agctttaaaa 


acattgacat 


ttaagttggc 


ttctggctgt 


gatgggtegg 


1200 


agattcctga 


tgaagtgaag 


ctgattgggt 


ttgctcagtt 


gagtgtcagc 


tgatgtatgt 


1260 


cccttgatgt 


caccctgatc 


tgtcatgccc 


caccgccacc 


cctactccct 


tcaaccctcc 


1320 



ctctttctgc ccatttcctc ccaccccctc actcccattt cctagcaaaa tcagaagatt 1380 

gtgaagaggc cggcttcaac aaaatgggat aaaaaaataa ttttttaaaa cttacaacac 1440 

tccgagttct gctttattct ctagcaatcc acagtacaag aacaagcaaa tgccacagct 1500 

gcacgactgt tgctcatttt tccaaaagct atttaatatt cttagcaatc aatttggata 1560 

tcccttaagt gaaaagaatc tgaaatacac tcaggtggtc ttatttattg gcaacaaaag 162 0 

gaattttcta tccagaagcc tatttctcct ttcattgttg ttatttctgt tataatactt 1680 

taattgtaca tctgacaata ctgcctcttt tatgttgtat ttagaaatta atatacttat 1740 

aaaattaaga tttattagcc aaacttgaat tctagtttta aaactgactg tgaattttat 1800 

ttttcatata tttatgcatt acacacctta gctataagaa aaaaagggtt ttgattatat 186 0 

gcttcttgca gttaatctcg ttatttaaac aaaaagtttt gggtctgtct ttggagtatt 1920 

tgtaacttct aaattttgaa atgactgaat taggaatttg gatgcttatt cttttagtct 1980 

gtttgcctaa aaaccaattt acaatctgac tgtctcttgg gagagggagg tgccttgcaa 2 04 0 

actttcacat taagaatgtg cctgaggctg ctttactctg gaatagtctc agatctaaaa 2100 

tttcctctat ataaggtggc atatgttaag ttttgcttca ttggaccgtt tagaatgcta 2160 

tgtaaaatgt tgccattctg ttagattgct aactatatac ccatctctga tttggctctc 2220 

cttaagtgat aggatttgtt attctaaagg tgataaactt gaaaatatca gaatctgagt 2280 

tttacttgaa attttgcaga atacccaggt ggagtgaaaa ttggaagggt tttgtgcaat 2340 

gactaaaagg taaaacgctg ttaaggttca agaatcaata ctttcaaccc aagtagccct 2400 

ctgcttgact gtatattatg gaactagtaa accttaggat tttgaaaatt ggagtctaat 2460 

ctttcaagga ggtgggctcc caggatggta ccattgctct ttcctagcta accctagata 2520 

tggcagctct ttaatgtact tcaaaaagca aatatatatt actaaggaaa aaaagttatt 2580 

tataattgcc ttgtcataat tgttaaggtg ttctagagcc atttgcatac aatttaatgt 2640 

aatttcattc cattctattg tttacacaac gattactcga agatgactgc aaaggtaaaa 2700 

ggaaaataaa agtgtattgc acaatgaaaa aa 2732 

<210> 91 

<211> 1416 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc feature 



<ZZZ> [•!-)• 

<223> "n" 


Mai c \ 

may be any 


nucleotide 


•a', ■c', 'g' or *t' 






-/I AA S Q1 

ggcacgancg 


gcacgagtcg 


gcacgagcgg 


c a prra <T t~ a a rr 
LaL^ja^ L-ctay 


l. y y cty ijL.L^a 


atgttggata 


60 


tcataaaata 


cattgtcaac 


cgaggagaac 


acaay aa t.y y 


cty l. l. i— L-y y eta. 


gaggcaataa 


120 


tagcaacaat 


tcttaaagag 


gttttggaag 


e-\ 4- 4— ^ /T 3 /-» 4- 3 

y CC Lay aC t.d 


L. L. ct o ci o cty d 


aacggtcaga 


180 


ttcacaggga 


tttgaaagct 


ggtaatattc 


4- 4- /-» 4- /T/~rfr 4* iT ^ 

ct-ct.gggt.ga 


ggatggcuca 


gtacaaatag 


240 


cagattttgg 


ggtaagtgcg 


ttcctagcaa 


cagggggcga 


■f- /~r +- f- a r^f^r^cra 
Uy LL.aLt,tya 


aataaagtaa 


300 


gaaaaacatt 


cgttggcacc 


ccatgttgga 


tggctcctga 


agucauggaa 


caggtgagag 


360 


gctatgactt 


caaggctgac 


atgtggagtt 


ucggaauaac 


4— jt^y *-t /-i ^ 4" 4- /T 3 a 

CyCCattyaa 


ttagcaacag 


420 


gagcagcgcc 


ttatcacaaa 


tatcctccca 


tgaaagtgtt 


—\ 4~ /T+- +-* *-r o /"*• 4~ 

aaty ttyatt 


ttgcaaaatg 


480 


atccacccac 


tttggaaaca 


ggggtagagg 


ataaagaaat 


gaugaaaaag 


tacggcaagt 


540 


cctttagaaa 


attactttca 


ctgtgtcttc 


agaaagatcc 


txccaaaagg 


cccacagcag 


600 


cagaactttt 


aaaatgcaaa 


ttcttccaga 


aagccaagaa 


cagagagtac 


ctgattgaga 


660 


agctgcttac 


aagaacacca 


gacatagccc 


aaagagccaa 


aaaggtaaga 


agagttcctg 


720 


ggtcaagtgg 


tcaccttcat 


aaaaccgaag 


ac gggg act g 


ggagtggagt 


gacgacgaga 


780 


tggatgagaa 


gagcgaagaa 


gggaaagcag 


ccttccctca 


ggaaaagtca 


cgaagagtaa 


840 


aagaagaaaa 


tccagagatt 


gcagtgagtg 


ccagcaccat 


ccccgaacaa 


atacagtccc 


900 


tctctgtgca 


cgactctcag 


ggcccaccca 


atgctaatga 


agacuacaga 


gaagcttctt 


960 


cttgtgccgt 


gaacctcgtt 


ttgagattaa 


gaaac tccag 


aaaggaacut. 


aatgacatac 


1020 


gatttgagtt 


tactccagga 


agagatacag 


cagat.ggt.gt. 


ate t-caggag 


ctcttctctg 


1080 


ctggcttggt 


ggatggtcac 


gatgtagtta 


tdy t.y y t- cy c 


L. clcl L. L. L-dv^cty 


aagattgtag 


1140 


atgatcccaa 


agctttaaaa 


acattgacat 


ttaagttgaa 


tcaatttttg 


catttggaag 


1200 


catttgactc 


tgcagcgtta 


gggaacgttt 


tctgattgtg 


actggaagtg 


tcctcttcta 


1260 


tgagcatagc 


tttttcttat 


cgtcacacct 


ttgactaaga 


geggecatat 


aagaatcttg 


1320 


aagcctagat 


cattttgctt 


gcagtttgta 


ttgcaacttg 


accataaaga 


caaaattaca 


1380 


ctgaattcaa 


agcaacactc 


ttaataaagc 


tttcct 






1416 



<210> 92 
<211> 434 
<212> PRT 



<213> Homosapiens 



<400> 92 

Met Pro Ala Arg Arg Leu Leu Leu Leu Leu Thr Leu Leu Leu Pro Gly 
1 5 10 15 

Leu Gly lie Phe Gly Ser Thr Ser Thr Val Thr Leu Pro Glu Thr Leu 
20 25 30 

Leu Phe Val Ser Thr Leu Asp Gly Ser Leu His Ala Val Ser Lys Arg 
35 40 45 

Thr Gly Ser lie Lys Trp Thr Leu Lys Glu Asp Pro Val Leu Gin Val 
50 55 60 

Pro Thr His Val Glu Glu Pro Ala Phe Leu Pro Asp Pro Asn Asp Gly 
65 70 75 80 

Ser Leu Tyr Thr Leu Gly Ser Lys Asn Asn Glu Gly Leu Thr Lys Leu 
85 90 95 

Pro Phe Thr lie Pro Glu Leu Val Gin Ala Ser Pro Cys Arg Ser Ser 
100 105 110 



Asp Gly lie Leu Tyr Met Gly Lys 
115 120 

Asp Leu Leu Thr Gly Glu Lys Gin 
130 135 

Asp Ser Leu Cys Pro Ser Thr Ser 
145 150 

Tyr Thr lie Thr Met Tyr Asp Thr 
165 



Lys Gin Asp lie Trp Tyr Val lie 
125 

Gin Thr Leu Ser Ser Ala Phe Ala 
140 

Leu Leu Tyr Leu Gly Arg Thr Glu 
155 160 

Lys Thr Arg Glu Leu Arg Trp Asn 
170 175 



Ala Thr Tyr Phe Asp Tyr Ala Ala Ser Leu Pro Glu Asp Glu Gly Asp 
180 185 190 

Tyr Lys Met Ser His Phe Val Ser Asn Gly Asp Gly Leu Val Val Thr 
195 200 205 

Val Asp Ser Glu Ser Gly Asp Val Leu Trp lie Gin Asn Tyr Ala Ser 
210 215 220 

Pro Val Val Ala Phe Tyr Val Trp Gin Arg Glu Gly Leu Arg Lys Val 
225 230 235 240 

Met His lie Asn Val Ala Val Glu Thr Leu Arg Tyr Leu Thr Phe Met 
245 250 255 

Ser Gly Glu Val Gly Arg lie Thr Lys Trp Lys Tyr Pro Phe Pro Lys 
260 265 270 

Glu Thr Glu Ala Lys Ser Lys Leu Thr Pro Thr Leu Tyr Val Gly Lys 
275 280 285 



Tyr Ser Thr Ser 
290 

Ala Val Val Pro 
305 

Thr Asp Gly Val 



Ser Thr Asp Val 
340 

Asn Tyr Leu Arg 
355 

Leu Ser Ala Ser 
370 

Lys His Arg Glu 
385 

Glu Glu Thr Leu 



Leu Pro Ser Lys 
420 



Leu Tyr Ala Ser 
295 

Arg Gly Ser Thr 
310 

Thr lie Gly Asp 
325 

Lys Phe Asp Pro 



Asn Tyr Trp Leu 
360 

Thr Lys Met Leu 
375 

Asn Val lie Pro 
390 

Leu Gin Met Thr 
405 

Glu Glu Val Phe 



Pro Ser Met Val 
300 

Leu Pro Leu Leu 
315 

Lys Gly Glu Cys 
330 

Gly Leu Lys Ser 
345 

Leu lie Gly His 



Glu Arg Phe Pro 
380 

Ala Asp Ser Glu 
395 

Ser Val Phe Ser 
410 

Ala Phe Leu Arg 
425 



His Glu Gly Val 



Glu Gly Pro Gin 
320 

Val lie Thr Pro 
335 

Lys Asn Lys Leu 
350 

His Glu Thr Pro 
365 

Asn Asn Leu Pro 



Lys Lys Ser Phe 
400 

Trp lie Leu Asn 
415 

lie Phe Glu Lys 
430 



Asn Met 



<210> 93 

<211> 232 

<212> PRT 

<213> Homo sapiens 

<400> 93 

Met Tyr Ser Leu Gin Leu Gin Ser Val Ser Ser Ala lie His Leu Cys 
1 5 10 15 

Asp Lys Lys Lys Met Glu Leu Ser Leu Asn lie Pro Val Asn His Gly 
20 25 30 

Pro Gin Glu Glu Ser Cys Gly Ser Ser Gin Leu His Glu Asn Ser Gly 
35 40 45 

Ser Pro Glu Thr Ser Arg Ser Leu Pro Ala Pro Gin Asp Asn Asp Phe 
50 55 60 

Leu Ser Arg Lys Ala Gin Asp Cys Tyr Phe Met Lys Leu His His Cys 
65 70 75 80 

Pro Gly Asn His Ser Trp Asp Ser Thr lie Ser Gly Ser Gin Arg Ala 
85 90 95 



Ala Phe Cys Asp His Lys Thr Thr Pro Cys Ser Ser Ala lie lie Asn 



100 



105 



110 



Pro Leu Ser Thr Ala Gly Asn Ser Glu Arg Leu Gin Pro Gly lie Ala 
115 120 125 

Gin Gin Trp lie Gin Ser Lys Arg Glu Asp lie Val Asn Gin Met Thr 
130 135 140 

Glu Ala Cys Leu Asn Gin Ser Leu Asp Ala Leu Leu Ser Arg Asp Leu 
145 150 155 160 

lie Met Lys Glu Asp Tyr Glu Leu Val Ser Thr Lys Pro Thr Arg Thr 
165 170 175 

Ser Lys Val Arg Gin Leu Leu Asp Thr Thr Asp lie Gin Gly Glu Glu 
180 185 190 

Phe Ala Lys Val lie Val Gin Lys Leu Lys Asp Asn Lys Gin Met Gly 
195 200 205 

Leu Gin Pro Tyr Pro Glu lie Leu Val Val Ser Arg Ser Pro Ser Leu 
210 215 220 

Asn Leu Leu Gin Asn Lys Ser Met 
225 230 

<210> 94 

<211> 209 

<212> PRT 

<213> Homo spaiens 

<400> 94 

Met Ala Asp Leu Glu Ala Val Leu Ala Asp Val Ser Tyr Leu Met Ala 
15 10 15 

Met Glu Lys Ser Lys Ala Thr Pro Ala Ala Arg Ala Ser Lys Lys lie 
20 25 30 

Leu Leu Pro Glu Pro Ser lie Arg Ser Val Met Gin Lys Tyr Leu Glu 
35 40 45 

Asp Arg Gly Glu Val Thr Phe Glu Lys lie Phe Ser Gin Lys Leu Gly 
50 55 60 

Tyr Leu Leu Phe Arg Asp Phe Cys Leu Asn His Leu Glu Glu Ala Arg 
65 70 75 80 

Pro Leu Val Glu Phe Tyr Glu Glu lie Lys Lys Tyr Glu Lys Leu Glu 
85 90 95 

Thr Glu Glu Glu Arg Val Ala Arg Ser Arg Glu lie Phe Asp Ser Tyr 
100 105 110 



lie Met Lys Glu Leu Leu Ala Cys Ser His Pro Phe Ser Lys Ser Ala 
115 120 125 



Thr Glu His Val Gin Gly His Leu Gly Lys Lys Gin Val Pro Pro Asp 
130 135 140 



Leu Phe Gin Pro Tyr lie Glu Glu 
145 150 

Val Phe Gin Lys Phe lie Glu Arg 
165 

Thr Leu Pro Ala Val Pro Ser Cys 
180 

Gly Thr Thr Ala Arg His Leu Gin 
195 200 

Ala 



lie Cys Gin Asn Leu Arg Gly Asp 
155 160 

Val Ala Leu Ala Ala Gly Ala Ala 
170 175 

Pro Asn Pro Gin His Pro Gly Ser 
185 190 

Val Gly Pro Tyr Trp Pro Arg Leu 
205 



<210> 95 

<211> 454 

<212> PRT 

<213> Homo sapiens 

<400> 95 

Met Gly Leu Val Ser Ser Lys Lys Pro Asp Lys Glu Lys Pro lie Lys 
15 10 15 

Glu Lys Asp Lys Gly Gin Trp Ser Pro Leu Lys Val Ser Ala Gin Asp 
20 25 30 

Lys Asp Ala Pro Pro Leu Pro Pro Leu Val Val Phe Asn His Leu Thr 
35 40 45 

Pro Pro Pro Pro Asp Glu His Leu Asp Glu Asp Lys His Phe Val Val 
50 55 60 

Ala Leu Tyr Asp Tyr Thr Ala Met Asn Asp Arg Asp Leu Gin Met Leu 
65 70 75 80 

Lys Gly Glu Lys Leu Gin Val Leu Lys Gly Thr Gly Asp Trp Trp Leu 
85 90 95 

Ala Arg Ser Leu Val Thr Gly Arg Glu Gly Tyr Val Pro Ser Asn Phe 
100 105 110 

Val Ala Arg Val Glu Ser Leu Glu Met Glu Arg Trp Phe Phe Arg Ser 
115 120 125 

Gin Gly Arg Lys Glu Ala Glu Arg Gin Leu Leu Ala Pro lie Asn Lys 
130 135 140 

Ala Gly Ser Phe Leu lie Arg Glu Ser Glu Thr Asn Lys Gly Ala Phe 
145 150 155 160 



Ser Leu Ser Val Lys Asp Val Thr Thr Gin Gly Glu Leu lie Lys His 
165 170 175 



Tyr Lys lie Arg Cys Leu Asp Glu Gly Gly Tyr Tyr lie Ser Pro Arg 
180 185 190 



lie Thr Phe Pro Ser Leu Gin Ala Leu Val Gin His Tyr Ser Ser Tyr 
195 200 205 

Tyr Lys Asn Asn Met Lys Val Ala lie Lys Thr Leu Lys Glu Gly Thr 
210 215 220 

Met Ser Pro Glu Ala Phe Leu Gly Glu Ala Asn Val Met Lys Ala Leu 
225 230 235 240 

Gin His Glu Arg Leu Val Arg Leu Tyr Ala Val Val Thr Lys Glu Pro 
245 250 255 

lie Tyr lie Val Thr Glu Tyr Met Ala Arg Gly Cys Leu Leu Asp Phe 
260 265 270 

Leu Lys Thr Asp Glu Gly Ser Arg Leu Ser Leu Pro Arg Leu lie Asp 
275 280 285 

Met Ser Ala Gin lie Ala Glu Gly Met Ala Tyr lie Glu Arg Met Asn 
290 295 300 

Ser lie His Arg Asp Leu Arg Ala Ala Asn lie Leu Val Ser Glu Ala 
305 310 315 320 

Leu Cys Cys Lys lie Ala Asp Phe Gly Leu Ala Arg lie lie Asp Ser 
325 330 335 

Glu Tyr Thr Ala Gin Glu Gly Ala Lys Phe Pro lie Lys Trp Thr Ala 
340 345 350 

Pro Glu Ala lie His Phe Gly Val Phe Thr lie Lys Ala Asp Val Trp 
355 360 365 

Ser Phe Gly Val Leu Leu Met Glu Val Val Thr Tyr Gly Arg Val Pro 
370 375 380 

Tyr Pro Gly Met Ser Asn Pro Glu Val lie Arg Asn Leu Glu Arg Gly 
385 390 395 400 

Tyr Arg Met Pro Arg Pro Asp Thr Cys Pro Pro Glu Leu Tyr Arg Gly 
405 410 415 

Val lie Ala Glu Cys Trp Arg Ser Arg Pro Glu Glu Arg Pro Thr Phe 
420 425 430 

Glu Phe Leu Gin Ser Val Leu Glu Asp Phe Tyr Thr Ala Thr Glu Arg 
435 440 445 



Gin Tyr Glu Leu Gin Pro 
450 



<210> 96 
<211> 82 



<212> PRT 

<213> Homo sapiens 

<400> 96 

Met Glu Asn Phe Gin Lys Val Glu Lys lie Gly Glu Gly Thr Tyr Gly 
15 10 15 

Val Val Tyr Lys Ala Arg Asn Lys Leu Thr Gly Glu Val Val Ala Leu 
20 25 30 

Lys Lys lie Arg Leu Asp Thr Glu Thr Glu Gly Val Pro Ser Thr Ala 
35 40 45 

lie Arg Glu lie Ser Leu Leu Lys Glu Leu Asn His Pro Asn lie Val 
50 55 60 

Lys Leu Leu Asp Val lie His Thr Glu Asn Lys Asn lie Ser Leu Lys 
65 70 75 80 

Glu Gly 



<210> 97 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 97 

Met Thr Arg Asp Glu Ala Leu Pro Asp Ser His Ser Ala Gin Asp Phe 
1 5 10 15 

Tyr Glu Asn Tyr Glu Pro Lys Glu lie Leu Gly Arg Gly Val Ser Ser 
20 25 30 

Val Val Arg Arg Cys lie His Lys Pro Thr Ser Gin Glu Tyr Ala Val 
35 40 45 

Lys Val He Asp Val Thr Gly Gly Gly Ser Phe Ser Pro Glu Glu Val 
50 55 60 

Arg Glu Leu Arg Glu Ala Thr Leu Lys Glu Val Asp He Leu Arg Lys 
65 70 75 80 

Val Ser Gly His Pro Asn He Ser He Gin Leu Lys Asp Thr Tyr Glu 
85 . 90 95 

Thr Asn Thr Phe Phe Phe Leu Val Phe Asp Leu Met Lys Arg Gly Glu 
100 105 110 

Leu Phe Asp Leu Pro His 
115 



<210> 98 
<211> 167 
<212> PRT 



<213> Homo sapiens 



<400> 98 

Val Phe Leu Gly Arg Cys Arg Ser Val Lys Glu Phe Glu Lys Leu Asn 
15 10 15 

Arg lie Gly Glu Gly Thr Tyr Gly lie Val Tyr Arg Ala Arg Asp Thr 
20 25 30 

Gin Thr Asp Glu lie Val Ala Leu Lys Lys Val Arg Met Asp Lys Glu 
35 40 45 

Lys Asp Gly lie Pro lie Ser Ser Leu Arg Glu lie Thr Leu Leu Leu 
50 55 60 

Arg Leu Arg His Pro Asn lie Val Glu Leu Lys Glu Val Val Val Gly 
65 70 75 80 

Asn His Leu Glu Ser lie Phe Leu Val Met Gly Tyr Cys Glu Gin Asp 
85 90 95 

Leu Ala Ser Leu Leu Glu Asn Met Pro Thr Pro Phe Ser Glu Ala Gin 
100 105 110 

Val Lys Cys lie Val Leu Gin Val Leu Arg Gly Leu Gin Tyr Leu His 
115 120 125 

Arg Asn Phe lie lie His Arg Asp Leu Lys Val Ser Asn Leu Leu Met 
130 135 140 

Thr Asp Lys Gly Cys Val Lys Thr Gly Gly Cys Asn Leu Gly Gin Ala 
145 150 155 160 

Trp Ser Leu Asp Gly Thr Trp 
165 

<210> 99 

<211> 141 

<212> PRT 

<213> Homo sapiens 

<400> 99 

Met Ser Ser Ala Gly Gly Val Ser Arg Arg Leu Ala Ala Val Arg Ser 
15 10 15 

Thr Val Leu Cys Arg Ala Val Gly Cys lie Leu Ala Glu Leu Leu Ala 
20 25 30 

His Arg Pro Leu Leu Pro Gly Thr Ser Glu lie His Gin lie Asp Leu 
35 40 45 

lie Val Gin Leu Leu Gly Thr Pro Ser Glu Asn lie Trp Pro Gly Phe 
50 55 60 



Ser Lys Leu Pro Leu Val Gly Gin Tyr Ser Leu Arg Lys Gin Pro Tyr 



65 



70 



75 



80 



Asn Asn Leu Lys His Lys Phe Pro Trp Leu Ser Glu Ala Gly Leu Arg 
85 90 95 

Leu Leu His Phe Leu Phe Met Tyr Asp Pro Lys Lys Arg Ala Thr Ala 
100 105 110 

Gly Asp Cys Leu Glu Ser Ser Tyr Phe Lys Glu Lys Pro Leu Arg Leu 
115 120 125 

Pro lie Ser Gly Val Cys Glu Gly Cys Arg Glu Pro Gly 
130 135 140 

<210> 100 

<211> 119 

<212> PRT 

<213> Homo sapiens 

<400> 100 

Val Phe Leu Gly Arg Cys Arg Ser Val Lys Glu Phe Glu Lys Leu Asn 
15 10 15 

Arg lie Gly Glu Gly Thr Tyr Gly lie Val Tyr Arg Ala Arg Asp Thr 
20 25 30 

Gin Thr Asp Glu lie Val Ala Leu Lys Lys Val Arg Met Asp Lys Glu 
35 40 45 

Lys Asp Gly lie Pro lie Ser Ser Leu Arg Glu lie Thr Leu Leu Leu 
50 55 60 

Arg Leu Arg His Pro Asn lie Leu Pro Ala Arg Ala Pro Trp Lys Gly 
65 70 75 80 

Arg Ser Gly Gly Ser lie Arg Gly Cys Arg Gly Leu Met Trp Ser Ser 
85 90 95 

Ser Leu Cys Trp Lys Cys Ala Thr Thr Ala Ser Trp Glu Glu Trp Trp 
100 105 110 

Val Gin Ser Pro Arg Cys Leu 
115 

<210> 101 

<211> 756 

<212> PRT 

<213> Homo sapiens 

<400> 101 

Met Gly Glu Ala Glu Lys Phe His Tyr lie Tyr Ser Cys Asp Leu Asp 
15 10 15 



lie Asn Val Gin Leu Lys lie Gly Ser Leu Glu Gly Lys Arg Glu Gin 
20 25 30 



Lys Ser Tyr Lys Ala Val Leu Glu Asp Pro Met Leu Lys Phe Ser Gly 
35 40 45 



Leu Tyr Gin Glu Thr Cys Ser Asp Leu Tyr Val Thr Cys Gin Val Phe 
50 55 60 

Ala Glu Gly Lys Pro Leu Ala Leu Pro Val Arg Thr Ser Tyr Lys Ala 
65 70 75 80 

Phe Ser Thr Arg Trp Asn Trp Asn Glu Trp Leu Lys Leu Pro Val Lys 
85 90 95 

Tyr Pro Asp Leu Pro Arg Asn Ala Gin Val Ala Leu Thr lie Trp Asp 
100 105 110 

Val Tyr Gly Pro Gly Lys Ala Val Pro Val Gly Gly Thr Thr Val Ser 
115 120 125 

Leu Phe Gly Lys Tyr Gly Met Phe Arg Gin Gly Met His Asp Leu Lys 
130 135 140 

Val Trp Pro Asn Val Glu Ala Asp Gly Ser Glu Pro Thr Lys Thr Pro 
145 150 155 160 

Gly Arg Thr Ser Ser Thr Leu Ser Glu Asp Gin Met Ser Arg Leu Ala 
165 170 175 

Lys Leu Thr Lys Ala His Arg Gin Gly His Met Val Lys Val Asp Trp 
180 185 190 

Leu Asp Arg Leu Thr Phe Arg Glu lie Glu Met lie Asn Glu Ser Val 
195 200 205 

Lys Arg Ser Ser Asn Phe Met Tyr Leu Met Gly Gly Phe Arg Cys Val 
210 215 220 

Lys Cys Asp Asp Lys Glu Tyr Gly lie Val Tyr Tyr Glu Lys Asp Gly 
225 230 235 240 

Asp Glu Ser Ser Pro lie Leu Thr Ser Phe Glu Leu Val Lys Val Pro 
245 250 255 

Asp Pro Gin Met Ser Leu Glu Asn Leu Val Glu Ser Lys His His Asn 
260 265 270 

Leu Pro Arg Ser Leu Arg Ser Gly Pro Ser Asp His Asp Leu Lys Pro 
275 280 285 

Tyr Pro Ser Pro Arg Asp Gin Leu Lys Asn lie Val Ser Tyr Pro Pro 
290 295 300 

Ser Lys Pro Pro Thr Tyr Glu Glu Gin Asp Leu Val Trp Glu Phe Arg 
305 310 315 320 



Tyr Tyr Leu Thr Asn Gin Asp Lys Ala Leu Thr Lys lie Leu Thr Ser 
325 330 335 



Val lie Trp Asp Leu Pro Gin Glu Ala Lys Gin Ala Leu Ala Leu Leu 
340 345 350 



Gly Lys Trp Asn Pro Met Asp Val Glu Asp Ser Leu Glu Leu lie Ser 
355 360 365 

Ser His Tyr Thr Asn Pro Thr Val Arg Arg Tyr Ala Val Ala Arg Leu 
370 375 380 

Arg Gin Ala Asp Asp Glu Asp Leu Leu Met Tyr Leu Leu Gin Leu Val 
385 390 395 400 

Gin Ala Leu Lys Tyr Glu Asn Phe Asp Asp lie Lys Asn Gly Leu Glu 
405 410 415 

Pro Thr Lys Lys Asp Ser Gin Ser Ser Val Ser Glu Asn Val Ser Asn 
420 425 430 

Ser Gly lie Asn Ser Ala Glu lie Asp Ser Ser Gin lie lie Thr Ser 
435 440 445 

Pro Leu Pro Ser Val Ser Ser Pro Pro Pro Ala Ser Lys Thr Lys Glu 
450 455 460 

Val Pro Asp Gly Glu Asn Leu Glu Gin Asp Leu Cys Thr Phe Leu lie 
465 470 475 480 

Ser Arg Ala Cys Lys Asn Ser Thr Leu Ala Asn Tyr Leu Tyr Trp Tyr 
' 485 490 495 

Val lie Val Glu Cys Glu Asp Gin Asp Thr Gin Gin Arg Asp Pro Lys 
500 505 510 

Thr His Glu Met Tyr Leu Asn Val Met Arg Arg Phe Ser Gin Ala Leu 
515 520 525 

Leu Lys Gly Asp Lys Ser Val Arg Val Met Arg Ser Leu Leu Ala Ala 
530 535 540 

Gin Gin Thr Phe Val Asp Arg Leu Val His Leu Met Lys Ala Val Gin 
545 550 555 560 

Arg Glu Ser Gly Asn Arg Lys Lys Lys Asn Glu Arg Leu Gin Ala Leu 
565 570 575 

Leu Gly Asp Asn Glu Lys Met Asn Leu Ser Asp Val Glu Leu lie Pro 
580 585 590 

Leu Pro Leu Glu Pro Gin Val Lys lie Arg Gly lie lie Pro Glu Thr 
595 600 605 

Ala Thr Leu Phe Lys Ser Ala Leu Met Pro Ala Gin Leu Phe Phe Lys 
610 615 620 



Thr Glu Asp Gly Gly Lys Tyr Pro Val lie Phe Lys His Gly Asp Asp 
625 630 635 640 



Leu Arg Gin Asp Gin Leu lie Leu Gin lie lie Ser Leu Met Asp Lys 
645 650 655 

Leu Leu Arg Lys Glu Asn Leu Asp Leu Lys Leu Thr Pro Tyr Lys Val 
660 665 670 



680 685 



Leu Ala 


Thr 
675 


Ser 


Thr 


Pro Val 
690 


Ala 


Glu 


Val 


Arg Lys 
705 


Tyr 


Ala 


Pro 


Val Met 


Asp 


Thr 


Tyr 
725 


Tyr lie 


Leu Gly 
740 


Val 


Lys Thr Gly Gly 
755 




<210> 
<211> 
<212> 
<213> 


102 
508 
PRT 
Homo 


sapiens 


<400> 


102 






Met Gly 
1 


Glu 


Ala 


Glu 
5 


lie Asn 


Val 


Gin 


Leu 



695 700 



710 715 720 



730 735 



745 750 



10 15 



20 25 30 

Lys Ser Tyr Lys Ala Val Leu Glu Asp Pro Met Leu Lys Phe Ser Gly 
35 40 45 

Leu Tyr Gin Glu Thr Cys Ser Asp Leu Tyr Val Thr Cys Gin Val Phe 
50 55 60 

Ala Glu Gly Lys Pro Leu Ala Leu Pro Val Arg Thr Ser Tyr Lys Ala 
65 70 75 80 

Phe Ser Thr Arg Trp Asn Trp Asn Glu Trp Leu Lys Leu Pro Val Lys 
85 90 95 

Tyr Pro Asp Leu Pro Arg Asn Ala Gin Val Ala Leu Thr lie Trp Asp 
100 105 110 

Val Tyr Gly Pro Gly Lys Ala Val Pro Val Gly Gly Thr Thr Val Ser 
115 120 125 



Leu Phe Gly Lys Tyr Gly Met Phe Arg Gin Gly Met His Asp Leu Lys 



130 135 140 

Val Trp Pro Asn Val Glu Ala Asp Gly Ser Glu Pro Thr Lys Thr Pro 
145 150 155 160 

Gly Arg Thr Ser Ser Thr Leu Ser Glu Asp Gin Met Ser Arg Leu Ala 
165 170 175 

Lys Leu Thr Lys Ala His Arg Gin Gly His Met Val Lys Val Asp Trp 
180 185 190 

Leu Asp Arg Leu Thr Phe Arg Glu lie Glu Met lie Asn Glu Ser Val 
195 200 205 

Lys Arg Ser Ser Asn Phe Met Tyr Leu Met Gly Gly Phe Arg Cys Val 
210 215 220 

Lys Cys Asp Asp Lys Glu Tyr Gly lie Val Tyr Tyr Glu Lys Asp Gly 
225 230 235 240 

Asp Glu Ser Ser Pro lie Leu Thr Ser Phe Glu Leu Val Lys Val Pro 
245 250 255 

Asp Pro Gin Met Ser Leu Glu Asn Leu Val Glu Ser Lys His His Asn 
260 265 270 

Leu Pro Arg Ser Leu Arg Ser Gly Pro Ser Asp His Asp Leu Lys Pro 
275 280 285 

Tyr Pro Ser Pro Arg Asp Gin Leu Lys Asn lie Val Ser Tyr Pro Pro 
290 295 300 

Ser Lys Pro Pro Thr Tyr Glu Glu Gin Asp Leu Val Trp Glu Phe Arg 
305 310 315 320 

Tyr Tyr Leu Thr Asn Gin Asp Lys Ala Leu Thr Lys lie Leu Thr Ser 
325 330 335 

Val lie Trp Asp Leu Pro Gin Glu Ala Lys Gin Ala Leu Ala Leu Leu 
340 345 350 

Gly Lys Trp Asn Pro Met Asp Val Glu Asp Ser Leu Glu Leu lie Ser 
355 360 365 

Ser His Tyr Thr Asn Pro Thr Val Arg Arg Tyr Ala Val Ala Arg Leu 
370 375 380 

Arg Gin Ala Asp Asp Glu Asp Leu Leu Met Tyr Leu Leu Gin Leu Val 
385 390 395 400 

Gin Ala Leu Lys Tyr Glu Asn Phe Asp Asp lie Lys Asn Gly Leu Glu 
405 410 415 

Pro Thr Lys Lys Asp Ser Gin Ser Ser Val Ser Glu Asn Val Ser Asn 
420 425 430 



Ser Gly lie Asn Ser Ala Glu lie Asp Ser Ser Gin lie lie Thr Ser 



435 



440 



445 



Pro Leu Pro Ser Val Ser Ser Pro Pro Pro Ala Ser Lys Thr Lys Glu 
450 455 460 

Val Pro Asp Gly Glu Asn Leu Glu Gin Asp Leu Cys Thr Phe Leu lie 
465 470 475 480 

Ser Arg Ala Cys Lys Asn Ser Thr Leu Ala Asn Tyr Leu Tyr Trp Tyr 
485 490 495 

Val Lys lie lie Phe Cys Leu Phe Ser Tyr Tyr Pro 
500 505 

<210> 103 
<211> 140 
<212> PRT 
<213> Homo sapiens 

<400> 103 

Met Gly Asn Ala Ala Ala Ala Lys Lys Gly Ser Glu Gin Glu Ser Val 
15 10 15 

Lys Glu Phe Leu Ala Lys Ala Lys Glu Asp Phe Leu Lys Lys Trp Glu 
20 25 30 

Ser Pro Ala Gin Asn Thr Ala His Leu Asp Gin Phe Glu Arg lie Lys 
35 40 45 

Thr Leu Gly Thr Gly Ser Phe Gly Arg Val Met Leu Val Lys His Lys 
50 55 60 

Glu Thr Gly Asn His Tyr Ala Met Lys lie Leu Asp Lys Gin Lys Val 
65 70 75 80 

Val Lys Leu Lys Gin lie Glu His Thr Leu Asn Glu Lys Arg lie Leu 
85 90 95 

Gin Ala Val Asn Phe Pro Phe Leu Val Lys Leu Glu Phe Ser Phe Lys 
100 105 110 

Asp Asn Ser Asn Leu Tyr Met Val Met Glu Tyr Val Pro Gly Gly Glu 
115 120 125 

Met Phe Ser His Leu Arg Arg lie Gly Arg Phe Arg 
130 135 140 

<210> 104 

<211> 156 

<212> PRT 

<213> Homo sapiens 

<400> 104 



Met Val Val Phe Asn Gly Leu Leu Lys lie Lys lie Cys Glu Ala Val 
15 10 15 



Ser Leu Lys Pro Thr Ala Trp Ser Leu Arg His Ala Val Gly Pro Arg 
20 25 30 



Pro Gin Thr Phe Leu Leu Asp Pro Tyr lie Ala Leu Asn Val Asp Asp 
35 40 45 

Ser Arg lie Gly Gin Thr Ala Thr Lys Gin Lys Thr Asn Ser Pro Ala 
50 55 60 

Trp His Asp Glu Phe Val Thr Asp Val Cys Asn Gly Arg Lys lie Glu 
65 70 75 80 

Leu Ala Val Phe His Asp Ala Pro lie Gly Tyr Asp Asp Phe Val Ala 
85 90 95 

Asn Cys Thr lie Gin Phe Glu Glu Leu Leu Gin Asn Gly Ser Arg His 
100 105 110 

Phe Glu Asp Trp lie Asp Leu Glu Pro Glu Gly Arg Val Tyr Val lie 
115 120 125 

lie Asp Leu Ser Gly Ser Ser Gly Glu Val Lys lie Pro Asn Ser Ala 
130 135 140 

Phe Cys Glu Arg Glu Arg Val Glu Met Arg His Ser 
145 150 155 

<210> 105 

<211> 520 

<212> PRT 

<213> Homo sapiens 

<400> 105 

Met lie Leu lie Pro Arg Met Leu Leu Val Leu Phe Leu Leu Leu Pro 
15 10 15 

lie Leu Ser Ser Ala Lys Ala Gin Val Asn Pro Ala lie Cys Arg Tyr 
20 25 30 

Pro Leu Gly Met Ser Gly Gly Gin lie Pro Asp Glu Asp lie Thr Ala 
35 40 45 

Ser Ser Gin Trp Ser Glu Ser Thr Ala Ala Lys Tyr Gly Arg Leu Asp 
50 55 60 

Ser Glu Glu Gly Asp Gly Ala Trp Cys Pro Glu lie Pro Val Glu Pro 
65 70 75 80 

Asp Asp Leu Lys Glu Phe Leu Gin lie Asp Leu His Thr Leu His Phe 
85 90 95 

He Thr Leu Val Gly Thr Gin Gly Arg His Ala Gly Gly His Gly He 
100 105 110 



Glu Phe Ala Pro Met Tyr Lys He Asn Tyr Ser Arg Asp Gly Thr Arg 



115 



120 



125 



Trp He Ser Trp 
130 

Ser Asn Pro Tyr 
145 

Ala Arg Phe Val 



Cys Met Arg Val 
180 

Ser Tyr Asn Ala 
195 

He He Tyr Leu 
210 

Met Thr Glu Gly 
225 



Arg Asn Arg His 
135 

Asp He Phe Leu 
150 

Arg Phe lie Pro 
165 

Glu Leu Tyr Gly 



Pro Ala Gly Gin 
200 

Asn Asp Ser Val 
215 

Leu Gly Gin Leu 
230 



Gly Lys Gin Val 
140 

Lys Asp Leu Glu 
155 

Val Thr Asp His 
170 

Cys Val Trp Leu 
185 

Gin Phe Val Leu 



Tyr Asp Gly Ala 
220 

Thr Asp Gly Val 
235 



Leu Asp Gly Asn 



Pro Pro He Val 
160 

Ser Met Asn Val 
175 

Asp Gly Leu Val 
190 

Pro Gly Gly Ser 
205 

Val Gly Tyr Ser 



Ser Gly Leu Asp 
240 



Asp Phe Thr Gin Thr His Glu Tyr His Val Trp Pro Gly Tyr Asp Tyr 
245 250 255 

Val Gly Trp Arg Asn Glu Ser Ala Thr Asn Gly Tyr He Glu He Met 
260 265 270 

Phe Glu Phe Asp Arg He Arg Asn Phe Thr Thr Met Lys Val His Cys 
275 280 285 

Asn Asn Met Phe Ala Lys Gly Val Lys He Phe Lys Glu Val Gin Cys 
290 295 300 

Tyr Phe Arg Ser Glu Ala Ser Glu Trp Glu Pro Asn Ala He Ser Phe 
305 310 315 320 

Pro Leu Val Leu Asp Asp Val Asn Pro Ser Ala Arg Phe Val Thr Val 
325 330 335 

Pro Leu His His Arg Met Ala Ser Ala He Lys Cys Gin Tyr His Phe 
340 345 350 

Ala Asp Thr Trp Met Met Phe Ser Glu He Thr Phe Gin Ser Asp Ala 
355 360 365 

Ala Met Tyr Asn Asn Ser Glu Ala Leu Pro Thr Ser Pro Met Ala Pro 
370 375 380 

Thr Thr Tyr Asp Pro Met Leu Lys Val Asp Asp Ser Asn Thr Arg He 
385 390 395 400 

Leu He Gly Cys Leu Val Ala He He Phe He Leu Leu Ala He He 
405 410 415 



Val He He Leu Trp Arg Gin Phe Trp Gin Lys Met Leu Glu Lys Ala 



420 



425 



430 



Ser Arg Arg Met Leu Asp Asp Glu Met Thr Val Ser Leu Ser Leu Pro 
435 440 445 

Ser Asp Ser Ser Met Phe Asn Asn Asn Arg Ser Ser Ser Pro Ser Glu 
450 455 460 

Gin Gly Ser Asn Ser Thr Tyr Asp Arg lie Phe Pro Leu Arg Pro Asp 
465 470 475 480 

Tyr Gin Glu Pro Ser Arg Leu lie Arg Lys Leu Pro Glu Phe Ala Pro 
485 490 495 

Gly Glu Glu Glu Ser Gly Glu Asp Asp Val Val Glu Gin Gly Val Lys 
500 505 510 

Gly Glu Thr Ser Ala Ser lie Arg 
515 520 

<210> 106 

<211> 284 

<212> PRT 

<213> Homo sapiens 

<400> 106 

Met Ala Asn Phe Gin Glu His Leu Ser Cys Ser Ser Ser Pro His Leu 
15 10 15 

Pro Phe Ser Glu Ser Lys Thr Phe Asn Gly Leu Gin Asp Glu Leu Thr 
20 25 30 

Ala Met Gly Asn His Pro Ser Pro Lys Leu Leu Glu Asp Gin Gin Glu 
35 40 45 

Lys Gly Met Val Arg Thr Glu Leu lie Glu Ser Val His Ser Pro Val 
50 55 60 

Thr Thr Thr Val Leu Thr Ser Val Ser Glu Asp Ser Arg Asp Gin Phe 
65 70 75 80 

Glu Asn Ser Val Leu Gin Leu Arg Glu His Asp Glu Ser Glu Thr Ala 
85 90 95 

Val Ser Gin Gly Asn Ser Asn Thr Val Asp Gly Glu Ser Thr Ser Gly 
100 105 110 

Thr Glu Asp lie Lys lie Gin Phe Ser Arg Ser Gly Ser Gly Ser Gly 
115 120 125 

Gly Phe Leu Glu Gly Leu Phe Gly Cys Leu Arg Pro Val Trp Asn lie 
130 135 140 



lie Gly Lys Ala Tyr Ser Thr Asp Tyr Lys Phe Met Gin Gin Asp Thr 
145 150 155 160 



Trp Glu Val Pro Phe Glu Glu lie Ser Glu Leu Gin Trp Leu Gly Ser 
165 170 175 



Gly Ala Gin Gly Ala Val Phe Leu Gly Lys Phe Arg Ala Glu Glu Val 
180 185 190 

Ala lie Lys Lys Val Arg Glu Gin Asn Glu Thr Asp lie Lys His Leu 
195 200 205 

Arg Lys Leu Lys His Pro Asn lie lie Ala Phe Lys Gly Val Cys Thr 
210 215 220 

Gin Ala Pro Cys Tyr Cys lie lie Met Glu Tyr Cys Ala His Gly Gin 
225 230 235 240 

Leu Tyr Glu Val Leu Arg Ala Gly Arg Lys lie Thr Pro Arg Leu Leu 
245 250 255 

Val Asp Trp Ser Thr Gly lie Ala Ser Gly Met Asn Tyr Leu His Leu 
260 265 270 

His Lys lie lie His Arg Asp Leu Lys Ser Pro Lys 
275 280 

<210> 107 

<211> 185 

<212> PRT 

<213> Homo sapiens 

<400> 107 

Met Cys Gly Gin Arg Trp lie His Asn Phe Thr Cys Leu Ala Phe Leu 
15 10 15 

Phe His Thr Leu Lys Ser Gly Asn Lys Ser Val His Leu Arg Lys Ala 
20 25 30 

Ser Ser Pro Asn Leu His Arg Arg Gin Trp Glu Lys Asn Val Pro Asn 
35 40 45 

Thr Ala Leu Thr Ala Leu Glu Asn Ala Ser lie Leu Thr Ser Ser Leu 
50 55 60 

Thr Ala Glu Asp Asp Arg Gly Gly Ser Val lie Lys Tyr Ser Lys Asn 
65 70 75 80 

Thr Thr Arg Lys Gin Trp Leu Lys Glu Thr Pro Asp Thr Leu Leu Asn 
85 90 95 

lie Leu Lys Asn Ala Asp Leu Ser Leu Ala Phe Gin Thr Tyr Thr lie 
100 105 110 

Tyr Arg Pro Gly Ser Glu Gly Phe Leu Lys Gly Pro Leu Ser Glu Glu 
115 120 125 



Thr Glu Ala Ser Asp Ser Val Asp Gly Gly His Asp Ser Val lie Leu 
130 135 140 



Asp Pro Glu Arg Leu Glu Pro Gly Leu Asp Glu Glu Asp Thr Asp Phe 
145 150 155 160 

Glu Glu Glu Asp Asp Asn Pro Asp Trp Val Ser Glu Leu Lys Lys Arg 
165 170 175 

Ala Gly Trp Gin Gly Leu Cys Asp Arg 
180 185 

<210> 108 

<211> 83 

<212> PRT 

<213> Homo sapiens 

<400> 108 

Met Ala Pro Pro Ser Glu Glu Thr Pro Leu lie Pro Gin Arg Ser Cys 
15 10 15 

Ser Leu Leu Ser Thr Glu Ala Gly Ala Leu His Val Leu Leu Pro Ala 
20 25 30 

Arg Gly Pro Gly Pro Pro Gin Arg Leu Ser Phe Ser Phe Gly Val Pro 
35 40 45 

Val Arg Pro Val Gly Ala Asn Gly Pro Pro Leu Thr Ser Gly Phe Leu 
50 55 60 

Gly Gly Trp Ala Glu Ala Ser Val Gin Arg Gly Leu Trp Lys Cys Leu 
65 70 75 80 

Leu Thr Glu 



<210> 109 

<211> 213 

<212> PRT 

<213> Homo sapiens 

<400> 109 

Met Ala Glu Ser Ala Gly Ala Ser 
1 5 

Leu Leu Ala Gly Ser Gly Gly Ser 
20 

Leu Cys Ala Cys Thr Ser Cys Leu 
35 40 

Asp Gly Ala Cys Met Val Ser lie 
50 55 



Ser Phe Phe Pro Leu Val Val Leu 
10 15 

Gly Pro Arg Gly Val Gin Ala Leu 
25 30 

Gin Ala Asn Tyr Thr Cys Glu Thr 
45 

Phe Asn Leu Asp Gly Met Glu His 
60 



His Val Arg Thr Cys lie Pro Lys Val Glu Leu Val Pro Ala Gly Lys 
65 70 75 80 



Pro Phe Tyr Cys Leu Ser Ser Glu Asp Leu Arg Asn Thr His Cys Cys 
85 90 95 



Tyr Thr Asp Tyr Cys Asn Arg lie Asp Leu Arg Val Pro Ser Gly His 
100 105 110 

Leu Lys Glu Pro Glu His Pro Ser Met Trp Gly Pro Val Glu Leu Val 
115 120 125 

Gly He He Ala Gly Pro Val Phe Leu Leu Phe Leu He He He He 
130 135 140 

Val Phe Leu Val He Asn Tyr His Gin Arg Val Tyr His Asn Arg Gin 
145 150 155 160 

Arg Leu Asp Met Glu Asp Pro Ser Cys Glu Met Cys Leu Ser Lys Asp 
165 170 175 

Lys Thr Leu Gin Asp Leu Val Tyr Asp Leu Ser Thr Ser Gly Ser Gly 
180 185 190 

Ser Gly Thr Lys Phe Phe Arg Ala Ser Cys Leu Trp Leu Ala Phe He 
195 200 205 

Ser Phe Pro Ala Gly 
210 

<210> 110 

<211> 383 

<212> PRT 

<213> Homo sapiens 

<400> 110 

Met Asp Glu Gin Glu Ala Leu Asn Ser He Met Asn Asp Leu Val Ala 
15 10 15 

Leu Gin Met Asn Arg Arg His Arg Met Pro Gly Tyr Glu Thr Met Lys 
20 25 30 

Asn Lys Asp Thr Gly His Ser Asn Arg Gin Ser Asp Val Arg He Lys 
35 40 45 

Phe Glu His Asn Gly Glu Arg Arg He He Ala Phe Ser Arg Pro Val 
50 55 60 

Lys Tyr Glu Asp Val Glu His Lys Val Thr Thr Val Phe Gly Gin Pro 
65 70 75 80 

Leu Asp Leu His Tyr Met Asn Asn Glu Leu Ser He Leu Leu Lys Asn 
85 90 95 

Gin Asp Asp Leu Asp Lys Ala He Asp He Leu Asp Arg Ser Ser Ser 
100 105 110 



Met Lys Ser Leu Arg He Leu Leu Leu Ser Gin Asp Arg Asn His Asn 
115 120 125 



Ser Ser Ser Pro His Ser Glu Val Ser Arg Gin Val Arg lie Lys Ala 
130 135 140 



Ser Gin Ser Ala Gly Asp lie Asn Thr lie Tyr Gin Pro Pro Glu Pro 
145 150 155 160 

Arg Ser Arg His Leu Ser Val Ser Ser Gin Asn Pro Gly Arg Ser Ser 
165 170 175 

Pro Pro Pro Gly Tyr Val Pro Glu Arg Gin Gin His lie Ala Arg Gin 
180 185 190 

Gly Ser Tyr Thr Ser lie Asn Ser Glu Gly Glu Phe lie Pro Glu Thr 
195 200 205 

Ser Glu Gin Cys Met Leu Asp Pro Leu Ser Ser Ala Glu Asn Ser Leu 
210 215 220 

Ser Gly Ser Cys Gin Ser Leu Asp Arg Ser Ala Asp Ser Pro Ser Phe 
225 230 235 240 



Arg Lys Ser Arg Met Ser Arg Ala 
245 

Glu Tyr Ser Asp Arg Glu Thr Gin 
260 

Gly Thr Tyr Pro Arg Arg Tyr His 
275 280 

Ser Asp Gly Arg Arg Thr Phe Pro 
290 295 

Leu Phe Thr Leu Val Pro Ser Ser 
305 310 

Asn Met Gly Leu Ala Val Gin Tyr 
325 



Gin Ser Phe Pro Asp Asn Arg Gin 
250 255 

Leu Tyr Asp Lys Gly Val Lys Gly 
265 270 

Val Ser Val His His Lys Asp Tyr 
285 

Arg lie Arg Arg His Gin Gly Asn 
300 

Arg Ser Leu Ser Thr Asn Gly Glu 
315 320 

Leu Asp Pro Arg Gly Arg Leu Arg 
330 335 



Ser Ala Asp Ser Glu Asn Ala Leu Ser Val Gin Glu Arg Asn Val Pro 
340 345 350 

Thr Lys Cys Glu Glu Leu Ser Leu Ala Arg Arg Arg Leu Pro Arg Trp 
355 360 365 

Ser Gin Thr Ser Tyr Gly Gly Lys Gin Leu Gly Pro Trp Asp Pro 
370 375 380 

<210> 111 

<211> 414 

<212> PRT 

<213> Homo sapiens 

<400> 111 



Met Asp Glu Gin Glu Ala Leu Asn Ser lie Met Asn Asp Leu Val Ala 



1 



5 



10 



15 



Leu Gin Met Asn Arg Arg His Arg Met Pro Gly Tyr Glu Thr Met Lys 
20 25 30 

Asn Lys Asp Thr Gly His Ser Asn Arg Gin Lys Lys His Asn Ser Ser 
35 40 45 

Ser Ser Ala Leu Leu Asn Ser Pro Thr Val Thr Thr Ser Ser Cys Ala 
50 55 60 

Gly Ala Ser Glu Lys Lys Lys Phe Leu Ser Asp Val Arg lie Lys Phe 
65 70 75 80 

Glu His Asn Gly Glu Arg Arg lie lie Ala Phe Ser Arg Pro Val Lys 
85 90 95 

Tyr Glu Asp Val Glu His Lys Val Thr Thr Val Phe Gly Gin Pro Leu 
100 105 110 

Asp Leu His Tyr Met Asn Asn Glu Leu Ser lie Leu Leu Lys Asn Gin 
115 120 125 

Asp Asp Leu Asp Lys Ala lie Asp lie Leu Asp Arg Ser Ser Ser Met 
130 135 140 

Lys Ser Leu Arg lie Leu Leu Leu Ser Gin Asp Arg Asn His Asn Ser 
145 150 155 160 

Ser Ser Pro His Ser Glu Val Ser Arg Gin Val Arg lie Lys Ala Ser 
165 170 175 

Gin Ser Ala Gly Asp lie Asn Thr lie Tyr Gin Pro Pro Glu Pro Arg 
180 185 190 

Ser Arg His Leu Ser Val Ser Ser Gin Asn Pro Gly Arg Ser Ser Pro 
195 200 205 

Pro Pro Gly Tyr Val Pro Glu Arg Gin Gin His lie Ala Arg Gin Gly 
210 215 220 

Ser Tyr Thr Ser lie Asn Ser Glu Gly Glu Phe lie Pro Glu Thr Ser 
225 230 235 240 

Glu Gin Cys Met Leu Asp Pro Leu Ser Ser Ala Glu Asn Ser Leu Ser 
245 250 255 

Gly Ser Cys Gin Ser Leu Asp Arg Ser Ala Asp Ser Pro Ser Phe Arg 
260 265 270 

Lys Ser Arg Met Ser Arg Ala Gin Ser Phe Pro Asp Asn Arg Gin Glu 
275 280 285 

Tyr Ser Asp Arg Glu Thr Gin Leu Tyr Asp Lys Gly Val Lys Gly Gly 
290 295 300 



Thr Tyr Pro Arg Arg Tyr His Val Ser Val His His Lys Asp Tyr Ser 



305 



310 



315 



320 



Asp Gly Arg Arg Thr Phe Pro Arg lie Arg Arg His Gin Gly Asn Leu 
325 330 335 

Phe Thr Leu Val Pro Ser Ser Arg Ser Leu Ser Thr Asn Gly Glu Asn 
340 345 350 

Met Gly Leu Ala Val Gin Tyr Leu Asp Pro Arg Gly Arg Leu Arg Ser 
355 360 365 

Ala Asp Ser Glu Asn Ala Leu Ser Val Gin Glu Arg Asn Val Pro Thr 
370 375 380 

Lys Cys Glu Glu Leu Ser Leu Ala Arg Arg Arg Leu Pro Arg Trp Ser 
385 390 395 400 

Gin Thr Ser Tyr Gly Gly Lys Gin Leu Gly Pro Trp Asp Pro 
405 410 

<210> 112 
<211> 201 
<212> PRT 
<213> Homo sapiens 

<400> 112 

Met Ala Lys Gin Tyr Asp Ser Val Glu Cys Pro Phe Cys Asp Glu Val 
15 10 15 

Ser Lys Tyr Glu Lys Leu Ala Lys lie Gly Gin Gly Thr Phe Gly Glu 
20 25 30 

Val Phe Lys Ala Arg His Arg Lys Thr Gly Gin Lys Val Ala Leu Lys 
35 40 45 

Lys Val Leu Met Glu Asn Glu Lys Glu Gly Phe Pro lie Thr Ala Leu 
50 55 60 

Arg Glu lie Lys lie Leu Gin Leu Leu Lys His Glu Asn Val Val Asn 
65 70 75 80 

Leu lie Glu lie Cys Arg Thr Lys Ala Ser Pro Tyr Asn Arg Cys Lys 
85 90 95 

Gly Ser lie Tyr Leu Val Phe Asp Phe Cys Glu His Asp Leu Ala Gly 
100 105 110 

Leu Leu Ser Asn Val Leu Val Lys Phe Thr Leu Ser Glu lie Lys Arg 
115 120 125 

Val Met Gin Met Leu Leu Asn Gly Leu Tyr Tyr Asn His Asp Phe Phe 
130 135 140 



Trp Ser Asp Pro Met Pro Ser Asp Leu Lys Gly Met Leu Ser Thr His 
145 150 155 160 



Leu Thr Ser Met Phe Glu Tyr Leu Ala Pro Pro Arg Arg Lys Gly Ser 
165 170 ' 175 



Gin He Thr Gin Gin Ser Thr Asn Gin Ser Arg Asn Pro Ala Thr Thr 
180 185 190 

Asn Gin Thr Glu Phe Glu Arg Val Phe 
195 200 

<210> 113 

<211> 125 

<212> PRT 

<213> Homo sapiens 

<400> 113 

Met Ala Thr Ser Arg Tyr Glu Pro Val Ala Glu He Gly Val Gly Ala 
15 10 15 

Tyr Gly Thr Val Tyr Lys Ala Arg Asp Pro His Ser Gly His Phe Cys 
20 25 30 

Ala Leu Lys Ser Val Arg Val Pro Asn Gly Gly Gly Gly Gly Gly Gly 
35 40 45 

Leu Pro He Ser Thr Val Arg Glu Val Ala Leu Leu Arg Arg Leu Glu 
50 55 60 

Ala Phe Glu His Pro Asn Val Val Arg Leu Met Asp Val Cys Ala Thr 
65 ' 70 75 80 

Ser Arg Thr Asp Arg Glu He Lys Val Thr Leu Val Phe Glu His Val 
85 90 95 

Asp Gin Asp Leu Arg Thr Tyr Leu Asp Lys Ala Pro Pro Pro Gly Leu 
100 105 110 

Pro Ala Glu Thr He Lys Val Ser Gly Val Gly Arg His 
115 120 125 

<210> 114 

<211> 45 

<212> PRT 

<213> Homo sapiens 

<400> 114 

Met Ala Thr Ser Arg Tyr Glu Pro Val Ala Glu He Gly Val Gly Ala 
15 10 15 

Tyr Gly Thr Val Tyr Lys Ala Arg Asp Pro His Ser Gly His Phe Cys 
20 25 30 

Ala Leu Lys Ser Val Arg Val Pro Thr His Leu Ser Phe 
35 40 45 



<210> 115 



<211> 160 
<212> PRT 
<213> Homo sapiens 

<400> 115 

Met Gly Val Cys Pro Gly Lys Thr Pro Phe Cys Ser Pro Lys Pro Gin 
15 10 15 

Gly Leu Ala Arg Gly His Trp Ser Arg Arg Arg Asp lie Cys Val Thr 
20 25 30 

Gly Pro Leu Pro Leu Glu Pro Arg Ala Val Tyr Cys Lys Asp Val Leu 
35 40 45 

Asp lie Glu Gin Phe Ser Thr Val Lys Gly Val Asn Leu Asp His Thr 
50 55 60 

Asp Asp Asp Phe Tyr Ser Lys Phe Ser Thr Gly Ser Val Ser lie Pro 
65 70 75 80 

Trp Gin Asn Glu Met lie Glu Thr Glu Cys Phe Lys Glu Leu Asn Val 
85 90 95 

Phe Gly Pro Asn Gly Thr Leu Pro Pro Asp Leu Asn Arg Asn His Pro 
100 105 110 

Pro Glu Pro Pro Lys Lys Gly Leu Leu Gin Arg Leu Phe Lys Arg Gin 
115 120 125 

His Gin Asn Asn Ser Lys Ser Ser Pro Ser Ser Lys Thr Ser Phe Asn 
130 135 140 

His His lie Asn Ser Asn His Val Ser Ser Asn Ser Thr Gly Ser Ser 
145 150 155 160 

<210> 116 

<211> 300 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> - 

<222> (1) . . (300) 

<223> "XAA" can be any amino acid 



<400> 116 

Met Pro Arg Ala Arg Met Pro Xaa Pro Arg Ala His Ser Lys Ala Gly 
1.5 10 15 

Cys Pro Cys Gly Cys Pro Arg Asp Pro Leu Thr Leu Leu Ser Pro Ser 
20 25 30 



Gly His lie Arg lie Ser Asp Leu Gly Leu Ala Val Lys lie Pro Glu 
35 40 45 



Gly Asp Leu lie Arg Gly Arg Val Gly Thr Val Gly Tyr Met Ala Pro 
50 55 60 



Glu Val Leu Asn Asn Gin Arg Tyr Gly Leu Ser Pro Asp Tyr Trp Gly 
65 70 75 80 

Leu Gly Cys Leu lie Tyr Glu Met lie Glu Gly Gin Ser Pro Phe Arg 
85 90 95 

Gly Arg Lys Glu Lys Val Lys Arg Glu Glu Val Asp Arg Arg Val Leu 
100 105 110 

Glu Thr Glu Glu Val Tyr Ser His Lys Phe Ser Glu Glu Ala Lys Ser 
115 120 125 

lie Cys Lys Met Leu Leu Thr Lys Asp Ala Lys Gin Arg Leu Gly Cys 
130 135 140 

Gin Glu Glu Gly Ala Ala Glu Val Lys Arg His Pro Phe Phe Arg Asn 
145 150 155 160 

Met Asn Phe Lys Arg Leu Glu Ala Gly Met Leu Asp Pro Pro Phe Val 
165 170 175 

Pro Asp Pro Arg Ala Val Tyr Cys Lys Asp Val Leu Asp lie Glu Gin 
180 185 190 

Phe Ser Thr Val Lys Gly Val Asn Leu Asp His Thr Asp Asp Asp Phe 
195 200 205 

Tyr Ser Lys Phe Ser Thr Gly Ser Val Ser lie Pro Trp Gin Asn Glu 
210 215 220 

Met lie Glu Thr Glu Cys Phe Lys Glu Leu Asn Val Phe Gly Pro Asn 
225 230 235 240 

Gly Thr Leu Pro Pro Asp Leu Asn Arg Asn His Pro Pro Glu Pro Pro 
245 250 255 

Lys Lys Gly Leu Leu Gin Arg Leu Phe Lys Arg Gin His Gin Asn Asn 
260 265 270 

Ser Lys Ser Ser Pro Ser Ser Lys Thr Ser Phe Asn His His lie Asn 
275 280 285 

Ser Asn His Val Ser Ser Asn Ser Thr Gly Ser Ser 
290 295 300 

<210> 117 

<211> 169 

<212> PRT 

<213> Homo sapiens 

<220> 
<221> - 

<222> (1) . . (169) 



<223> "XAA" can be any amino acid 



<400> 117 

Met Arg Met Pro Arg Ala Arg Met Pro Xaa Pro Arg Ala His Ser Lys 
15 10 15 

Ala Gly Cys Pro Cys Gly Cys Pro Arg Asp Pro Leu Thr Leu Leu Ser 
20 25 30 

Pro Ser Gly His lie Arg lie Ser Asp Leu Gly Leu Ala Val Lys lie 
35 40 45 

Pro Glu Gly Asp Leu lie Arg Gly Arg Val Gly Thr Val Gly Tyr Met 
50 55 60 

Ala Pro Glu Val Leu Asn Asn Gin Arg Tyr Gly Leu Ser Pro Asp Tyr 
65 70 75 80 

Trp Gly Leu Gly Cys Leu lie Tyr Glu Met lie Glu Gly Gin Ser Pro 
85 90 95 

Phe Arg Gly Arg Lys Glu Lys Val Lys Arg Glu Glu Val Asp Arg Arg 
100 105 110 

Val Leu Glu Thr Glu Glu Val Tyr Ser His Lys Phe Ser Glu Glu Ala 
115 120 125 

Lys Ser lie Cys Lys Met Val Ser Ser Trp Trp Pro Asp Ala Thr Leu 
130 135 140 

Lys Leu Val Ala Pro Ser Leu Gly Leu Ala Pro Val Cys Pro Gin Asn 
145 150 155 160 

Ser Lys Gin Ala Glu Gly Thr Gly Val 
165 

<210> 118 
<211> 319 
<212> PRT 
<213> Homo sapiens 

<400> 118 

Met Ala Pro Phe Leu Arg lie Ala Phe Asn Ser Tyr Glu Leu Gly Ser 
15 10 15 

Leu Gin Ala Glu Asp Glu Ala Asn Gin Pro Phe Cys Ala Val Lys Met 
20 25 30 

Lys Glu Ala Leu Ser Thr Glu Arg Gly Lys Thr Leu Val Gin Lys Lys 
35 40 45 



Pro Thr Met Tyr Pro Glu Trp Lys Ser Thr Phe Asp Ala His lie Tyr 
50 55 60 



Glu Gly Arg Val lie Gin lie Val Leu Met Arg Ala Ala Glu Glu Pro 
65 70 75 80 



Val Ser Glu Val Thr Val Gly Val Ser Val Leu Ala Glu Arg Cys Lys 
85 90 95 

Lys Asn Asn Gly Lys Ala Glu Phe Trp Leu Asp Leu Gin Pro Gin Ala 
100 105 110 

Lys Val Leu Met Ser Val Gin Tyr Phe Leu Glu Asp Val Asp Cys Lys 
115 120 125 

Gin Ser Met Arg Ser Glu Asp Glu Ala Lys Phe Pro Thr Met Asn Arg 
130 135 140 

Arg Gly Ala lie Lys Gin Ala Lys lie His Tyr lie Lys Asn His Glu 
145 150 155 160 

Phe lie Ala Thr Phe Phe Gly Gin Pro Thr Phe Cys Ser Val Cys Lys 
165 170 175 

Asp Phe Val Trp Gly Leu Asn Lys Gin Gly Tyr Lys Cys Arg Gin Cys 
180 185 190 

Asn Ala Ala lie His Lys Lys Cys lie Asp Lys lie lie Gly Arg Cys 
195 200 205 

Thr Gly Thr Ala Ala Asn Ser Arg Asp Thr lie Phe Gin Lys Glu Arg 
210 215 220 

Phe Asn lie Asp Met Pro His Arg Phe Lys Val His Asn Tyr Met Ser 
225 230 235 240 

Pro Thr Phe Cys Asp His Cys Gly Ser Leu Leu Leu Pro Ala Pro His 
245 250 255 

Asp Lys His Gin Trp Asp Cys Gly Asp Phe Cys Cys Trp Pro Arg Pro 
260 265 270 

Cys Pro Gin Ser Val Leu Gly Cys Arg Leu Ala Gly Leu Ser Trp Tyr 
275 280 285 

Phe Leu Cys Glu Leu Cys Val Asn Leu Leu Phe Leu Cys Leu Arg Arg 
290 295 300 

Glu lie Val Asn Pro Val Phe His Tyr Leu Asn Val Val lie Tyr 
305 310 315 

<210> 119 

<211> 236 

<212> PRT 

<213> Homo sapiens 

<400> 119 



Met Asp Glu Thr His Pro Gly Tyr Gly Lys Glu Val Asp Leu Glu Phe 
15 10 15 



Leu Val Ser Pro Ser Leu Pro Cys Leu Leu Ser Phe Ala Gly Ser Ala 
20 25 30 



Arg His Leu Val Pro Pro Asp Ser Asn Leu Phe Ser Lys Leu Trp Ala 
35 40 45 

Cys Gly Val lie Leu Phe Thr Leu Leu Ala Gly Ser Pro Pro Phe Trp 
50 55 60 

His Arg Arg Gin lie Leu Met Leu Arg Met lie Met Glu Gly Gin Tyr 
65 70 75 80 

Gin Phe Ser Ser Pro Glu Trp Asp Asp Arg Ser Ser Thr Val Lys Asp 
85 90 95 

Leu lie Ser Arg Leu Leu Gin Val Asp Pro Glu Ala Arg Leu Thr Ala 
100 105 110 

Glu Gin Ala Leu Gin His Pro Phe Phe Glu Arg Cys Glu Gly Ser Gin 
115 120 125 

Pro Trp Asn Leu Thr Pro Arg Gin Arg Phe Arg Val Ala Val Trp Thr 
130 135 140 

Val Leu Ala Ala Gly Arg Val Ala Leu Ser Thr His Arg Val Arg Pro 
145 150 155 160 

Leu Thr Lys Asn Ala Leu Leu Arg Asp Pro Tyr Ala Leu Arg Ser Val 
165 170 175 

Arg His Leu lie Asp Asn Cys Ala Phe Arg Leu Tyr Gly His Trp Val 
180 185 190 

Lys Lys Gly Glu Gin Gin Asn Arg Ala Ala Leu Phe Gin His Arg Pro 
195 200 205 

Pro Gly Pro Phe Pro lie Met Gly Pro Glu Glu Glu Gly Asp Ser Ala 
210 215 220 

Ala lie Thr Glu Asp Glu Ala Val Leu Val Leu Gly 
225 230 235 

<210> 120 

<211> 572 

<212> PRT 

<213> Homo sapiens 

<400> 120 

Met Ala Phe Cys Ala Lys Met Arg Ser Ser Lys Lys Thr Glu Val Asn 
15 10 15 

Leu Glu Ala Pro Glu Pro Gly Val Glu Val lie Phe Tyr Leu Ser Asp 
20 25 30 



Arg Glu Pro Leu Arg Leu Gly Ser Gly Glu Tyr Thr Ala Glu Glu Leu 



35 



40 



45 



Cys lie Arg Ala Ala Gin Ala Cys Arg lie Ser Pro Leu Cys His Asn 
50 55 60 

Leu Phe Ala Leu Tyr Asp Glu Asn Thr Lys Leu Trp Tyr Ala Pro Asn 
65 70 75 80 

Arg Thr lie Thr Val Asp Asp Lys Met Ser Leu Arg Leu His Tyr Arg 
85 90 95 

Met Arg Phe Tyr Phe Thr Asn Trp His Gly Thr Asn Asp Asn Glu Gin 
100 105 110 

Ser Val Trp Arg His Ser Pro Lys Lys Gin Lys Asn Gly Tyr Glu Lys 
115 120 125 

Lys Lys lie Pro Asp Ala Thr Pro Leu Leu Asp Ala Ser Ser Leu Glu 
130 135 140 

Tyr Leu Phe Ala Gin Gly Gin Tyr Asp Leu Val Lys Cys Leu Ala Pro 
145 150 155 160 

lie Arg Asp Pro Lys Thr Glu Gin Asp Gly His Asp lie Glu Asn Glu 
165 170 175 

Cys Leu Gly Met Ala Val Leu Ala lie Ser His Tyr Ala Met Met Lys 
180 185 190 

Lys Met Gin Leu Pro Glu Leu Pro Lys Asp lie Ser Tyr Lys Arg Tyr 
195 200 205 

lie Pro Glu Thr Leu Asn Lys Ser lie Arg Gin Arg Asn Leu Leu Thr 
210 215 220 

Arg Met Arg lie Asn Asn Val Phe Lys Asp Phe Leu Lys Glu Phe Asn 
225 230 235 240 

Asn Lys Thr lie Cys Asp Ser Ser Val Ser Thr His Asp Leu Lys Val 
245 250 255 

Lys Tyr Leu Ala Thr Leu Glu Thr Leu Thr Lys His Tyr Gly Ala Glu 
260 265 270 

lie Phe Glu Thr Ser Met Leu Leu lie Ser Ser Glu Asn Glu Met Asn 
275 280 285 

Trp Phe His Ser Asn Asp Gly Gly Asn Val Leu Tyr Tyr Glu Val Met 
290 295 300 

Val Thr Gly Asn Leu Gly lie Gin Trp Arg His Lys Pro Asn Val Val 
305 310 315 320 

Ser Val Glu Lys Glu Lys Asn Lys Leu Lys Arg Lys Lys Leu Glu Asn 
325 330 335 



Lys Asp Lys Lys Asp Glu Glu Lys Asn Lys lie Arg Glu Glu Trp Asn 



340 



345 



350 



Asn Phe Ser Phe Phe Pro Glu lie Thr His lie Val lie Lys Glu Ser 
355 360 365 

Val Val Ser lie Asn Lys Gin Asp Asn Lys Lys Met Glu Leu Lys Leu 
370 375 380 

Ser Ser His Glu Glu Ala Leu Ser Phe Val Ser Leu Val Asp Gly Tyr 
385 390 395 400 

Phe Arg Leu Thr Ala Asp Ala His His Tyr Leu Cys Thr Asp Val Ala 
405 410 415 

Pro Pro Leu lie Val His Asn lie Gin Asn Gly Cys His Gly Pro lie 
420 425 430 

Cys Thr Glu Tyr Ala lie Asn Lys Leu Arg Gin Glu Gly Ser Glu Glu 
435 440 445 

Gly Met Tyr Val Leu Arg Trp Ser Cys Thr Asp Phe Asp Asn lie Leu 
450 455 460 

Met Thr Val Thr Cys Phe Glu Lys Ser Glu Gin Val Gin Gly Ala Gin 
465 470 475 480 

Lys Gin Phe Lys Asn Phe Gin lie Glu Val Gin Lys Gly Arg Tyr Ser 
485 490 495 

Leu His Gly Ser Asp Arg Ser Phe Pro Ser Leu Gly Asp Leu Met Ser 
500 505 510 

His Leu Lys Lys Gin lie Leu Arg Thr Asp Asn lie Ser Phe Met Leu 
515 520 525 

Lys Arg Cys Cys Gin Pro Lys Pro Arg Gly Ser Leu Pro Val Pro Glu 
530 535 540 

Pro Gly Cys lie Pro Ser Val lie Ala Glu Thr Gin lie Asp Gin Asn 
545 550 555 560 

Thr Leu Thr Asp Leu Asn Lys Val Asp Pro Pro Pro 
565 570 

<210> 121 
<211> 311 
<212> PRT 
<213> Homo sapiens 

<400> 121 

Met Gly Cys Val Gin Cys Lys Asp Lys Glu Ala Thr Lys Leu Thr Glu 
15 10 15 



Glu Arg Asp Gly Ser Leu Asn Gin Ser Ser Gly Tyr Arg Tyr Gly Thr 
20 25 30 



Asp Pro Thr Pro Gin His Tyr Pro Ser Phe Gly Val Thr Ser lie Pro 
35 40 45 



Asn Tyr Asn Asn Phe 
50 

Gly Gly Val Asn Ser 
65 

Gly Thr Gly Val Thr 
85 

Thr Glu Asp Asp Leu 
100 

Asn Ser Ser Glu Gly 
115 

Glu Thr Gly Tyr lie 
130 

Gin Ala Glu Glu Trp 
145 

Arg Gin Leu Leu Ser 
165 

Glu Ser Glu Thr Thr 
180 

Asp Asp Met Lys Gly 
195 

Asp Asn Gly Gly Tyr 
210 

Gin Gin Leu Val Gin 
225 

Arg Leu Val Val Pro 
245 

Ser Val Lys Thr Lys 
260 

Leu lie Lys Arg Leu 
275 

Met Leu Arg Leu Asn 
290 

Pro Asn Thr Lys Asp 
305 

<210> 122 
<211> 387 
<212> PRT 



His Ala Ala Gly Gly Gin 
55 

Ser Ser His Thr Gly Thr 
70 75 

Leu Phe Val Ala Leu Tyr 
90 

Ser Phe His Lys Gly Glu 
105 

Asp Trp Trp Glu Ala Arg 
120 

Pro Ser Asn Tyr Val Ala 
135 

Tyr Phe Gly Lys Leu Gly 
150 155 

Phe Gly Asn Pro Arg Gly 
170 

Lys Gly Ala Tyr Ser Leu 
185 

Asp His Val Lys His Tyr 
200 

Tyr lie Thr Thr Arg Ala 
215 

His Tyr Ser Glu Arg Ala 
230 235 

Cys His Lys Gly Met Pro 
250 

Asp Val Trp Glu lie Pro 
265 

Gly Asn Gly Gin Phe Gly 
280 

Tyr Ser Leu lie Ser Phe 
295 

Gly Arg 
310 



Gly Leu Thr Val Phe 
60 

Leu Arg Thr Arg Gly 
80 

Asp Tyr Glu Ala Arg 
95 

Lys Phe Gin lie Leu 
110 

Ser Leu Thr Thr Gly 
125 

Pro Val Asp Ser lie 
140 

Arg Lys Asp Ala Glu 
160 

Thr Phe Leu lie Arg 
175 

Ser lie Arg Asp Trp 
190 

Lys lie Arg Lys Leu 
205 

Gin Phe Glu Thr Leu 
220 

Ala Gly Leu Cys Cys 
240 

Arg Leu Thr Asp Leu 
255 

Arg Glu Ser Leu Gin 
270 

Glu Val Trp Met Gly 
285 

Pro Val Trp Lys lie 
300 



<213> Homo sapiens 



<400> 122 

Met Gly Cys Val Gin Cys Lys Asp Lys Glu Ala Thr Lys Leu Thr Glu 
15 10 15 

Glu Arg Asp Gly Ser Leu Asn Gin Ser Ser Gly Tyr Arg Tyr Gly Thr 
20 25 30 

Asp Pro Thr Pro Gin His Tyr Pro Ser Phe Gly Val Thr Ser lie Pro 
35 40 45 

Asn Tyr Asn Asn Phe His Ala Ala Gly Gly Gin Gly Leu Thr Val Phe 
50 55 60 

Gly Gly Val Asn Ser Ser Ser His Thr Gly Thr Leu Arg Thr Arg Gly 
65 70 75 80 

Gly Thr Gly Val Thr Leu Phe Val Ala Leu Tyr Asp Tyr Glu Ala Arg 
85 90 95 

Thr Glu Asp Asp Leu Ser Phe His Lys Gly Glu Lys Phe Gin lie Leu 
100 105 110 

Asn Ser Ser Glu Gly Asp Trp Trp Glu Ala Arg Ser Leu Thr Thr Gly 
115 120 125 

Glu Thr Gly Tyr lie Pro Ser Asn Tyr Val Ala Pro Val Asp Ser lie 
130 135 140 

Gin Ala Glu Glu Trp Tyr Phe Gly Lys Leu Gly Arg Lys Asp Ala Glu 
145 150 155 160 

Arg Gin Leu Leu Ser Phe Gly Asn Pro Arg Gly Thr Phe Leu lie Arg 
165 170 175 

Glu Ser Glu Thr Thr Lys Gly Ala Tyr Ser Leu Ser lie Arg Asp Trp 
180 185 190 

Asp Asp Met Lys Gly Asp His Val Lys His Tyr Lys lie Arg Lys Leu 
195 200 205 

Asp Asn Gly Gly Tyr Tyr lie Thr Thr Arg Ala Gin Phe Glu Thr Leu 
210 215 220 

Gin Gin Leu Val Gin His Tyr Ser Glu Arg Ala Ala Gly Leu Cys Cys 
225 230 235 240 

Arg Leu Val Val Pro Cys His Lys Gly Met Pro Arg Leu Thr Asp Leu 
245 250 255 

Ser Val Lys Thr Lys Asp Val Trp Glu lie Pro Arg Glu Ser Leu Gin 
260 265 270 



Leu lie Lys Arg Leu Gly Asn Gly Gin Phe Gly Glu Val Trp Met Gly 
275 280 285 



Thr Trp Asn Gly Asn Thr Lys Val Ala lie Lys Thr Leu Lys Pro Gly 
290 295 300 



Thr Met Ser Pro Glu Ser Phe Leu Glu Glu Ala Gin lie Met Lys Lys 
305 310 315 320 

Leu Lys His Asp Lys Leu Val Gin Leu Tyr Ala Val Val Ser Glu Glu 
325 330 335 

Pro lie Tyr lie Val Thr Glu Tyr Met Asn Lys Gly Trp Ala Thr Pro 
340 345 350 

Leu Leu Ser Pro Ala His Ser Ala Leu Arg Gly Cys Leu Gly Glu Arg 
355 360 365 

Asn Gly Ser Phe Leu Leu Ala Thr Phe Leu Val Ser Ala Trp Val Lys 
370 375 380 

Tyr Ser His 
385 

<210> 123 
<211> 516 
<212> PRT 
<213> Homo sapiens 

<400> 123 

Met Arg Leu Glu Leu Pro Ala Gly His Trp Glu Arg Pro Asp Leu Glu 
15 10 15 

Leu Leu Glu Lys Ser Thr Gin Gin Gly Arg Ala Trp Asp Leu Glu Leu 
20 25 30 

Leu Glu Lys Gly Ala Gly Ser Leu Pro Leu Tyr Val Trp Lys Val Ser 
35 40 45 

Leu Ser Leu Leu Glu Leu His Lys Arg Arg Lys Ala Leu Thr Glu Pro 
50 55 60 

Glu Ala Arg Tyr Tyr Leu Arg Gin lie Val Leu Gly Cys Gin Tyr Leu 
65 70 75 80 

His Arg Asn Arg Val lie His Arg Asp Leu Lys Leu Gly Asn Leu Phe 
85 90 95 

Leu Asn Glu Asp Leu Glu Val Lys lie Gly Asp Phe Gly Leu Ala Thr 
100 105 110 

Lys Val Glu Tyr Asp Gly Glu Arg Lys Lys Thr Leu Cys Gly Thr Pro 
115 120 125 

Asn Tyr lie Ala Pro Glu Val Leu Ser Lys Lys Gly His Ser Phe Glu 
130 135 140 



Val Asp Val Trp Ser lie Gly Cys lie Met Tyr Thr Leu Leu Val Gly 



145 



150 



155 



160 



Lys Pro Pro Phe Glu Thr Ser Cys 
165 

Lys Lys Asn Glu Tyr Ser lie Pro 
180 

Ser Leu lie Gin Lys Met Leu Gin 
195 200 

lie Asn Glu Leu Leu Asn Asp Glu 
210 215 

Ala Arg Leu 
225 

Ala Pro Ser Ser Leu Asp Pro Ser 
245 

Asn Lys Gly Leu Glu Asn Pro Leu 
260 



Leu Lys Glu Thr Tyr Leu Arg lie 
170 175 

Lys His lie Asn Pro Val Ala Ala 
185 190 

Thr Asp Pro Thr Ala Arg Pro Thr 
205 

Phe Phe Thr Ser Gly Tyr lie Pro 
220 

Pro Pro Arg Phe Ser lie 
235 240 

Asn Arg Lys Pro Leu Thr Val Leu 
250 255 

Pro Glu Arg Pro Arg Glu Lys Glu 
265 270 



Pro lie Thr Cys Leu Thr lie 
230 



Glu Pro Val Val Arg Glu Thr Gly Glu Val Val Asp Cys His Leu Ser 
275 280 285 

Asp Met Leu Gin Gin Leu His Ser Val Asn Ala Ser Lys Pro Ser Glu 
290 295 300 

Arg Gly Leu Val Arg Gin Glu Glu Ala Glu Asp Pro Ala Cys lie Pro 
305 310 315 320 

lie Phe Trp Val Ser Lys Trp Val Asp Tyr Ser Asp Lys Tyr Gly Leu 
325 330 335 

Gly Tyr Gin Leu Cys Asp Asn Ser Val Gly Val Leu Phe Asn Asp Ser 
340 345 350 

Thr Arg Leu lie Leu Tyr Asn Asp Gly Asp Ser Leu Gin Tyr lie Glu 
355 360 365 

Arg Asp Gly Thr Glu Ser Tyr Leu Thr Val Ser Ser His Pro Asn Ser 
370 375 380 

Leu Met Lys Lys lie Thr Leu Leu Lys Tyr Phe Arg Asn Tyr Met Ser 
385 390 395 400 

Glu His Leu Leu Lys Ala Gly Ala Asn lie Thr Pro Arg Glu Gly Asp 
405 410 415 

Glu Leu Ala Arg Leu Pro Tyr Leu Arg Thr Trp Phe Arg Thr Arg Ser 
420 425 430 

Ala lie lie Leu His Leu Ser Asn Gly Ser Val Gin lie Asn Phe Phe 
435 440 445 

Gin Asp His Thr Lys Leu lie Leu Cys Pro Leu Met Ala Ala Val Thr 



450 



455 



460 



Tyr lie Asp Glu Lys Arg Asp Phe Arg Thr Tyr Arg Leu Ser Leu Leu 
465 470 475 480 

Glu Glu Tyr Gly Cys Cys Lys Glu Leu Ala Ser Arg Leu Arg Tyr Ala 
485 490 495 

Arg Thr Met Val Asp Lys Leu Leu Ser Ser Arg Ser Ala Ser Asn Arg 
500 505 510 

Leu Lys Ala Ser 
515 

<210> 124 

<211> 171 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> - 

<222> (1) . . (171) 

<223> "XAA" can be any amino acid 



<400> 124 

Met Ala Leu Leu 
1 

Arg Asp Ser Gly 
20 

Arg Xaa Pro His 
35 

Glu Phe Ser Thr 
50 

Lys Pro Asp Tyr 
65 

Arg Gin Gly Phe 



Phe Gly Ala Ser 
100 

Ala Lys Gly Pro 
115 

Tyr Ser Pro Thr 
130 

Pro Asp Arg Pro 
145 



Pro Pro Phe Leu 
5 

Trp Leu Gly Gin 



Ser Gly Leu Leu 
40 

Tyr Leu Asn Phe 
55 

Ser Tyr Leu Arg 
70 

Ser Tyr Asp Tyr 
85 

Ser Ser Gin Ala 



Phe Cys Pro Arg 
120 

Tyr Trp Cys Pro 
135 

Val Glu Glu Val 
150 



Ala Ser His Arg 
10 

Cys Trp Leu Gin 
25 

Tyr Pro Leu Gin 



Cys Arg Ser Leu 
60 

Gin Leu Phe Arg 
75 

Val Phe Asp Trp 
90 

Gin Pro Arg Asp 
105 

Pro Cys Pro Cys 



Ala Pro Leu Gly 
14 0 

Glu Glu Leu Ser 
155 



Leu Glu Val Ser 
15 

Gly Val Trp Glu 
30 

His Pro Pro Ala 
45 

Arg Phe Asp Asp 



Asn Leu Phe His 
80 

Asn Met Leu Lys 
95 

Ser Pro Met Thr 
110 

Ala Gly Pro Thr 
125 

Thr Gin Ser Pro 



Pro Gin Asn Tyr 
160 



Trp Pro Val Val Trp Thr Pro Gly Pro His Phe 
165 170 



<210> 125 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<400> 125 

Met Ala Leu Leu Pro Pro Phe Leu Ala Ser His Arg Leu Glu Val Ser 
15 10 15 

Arg Asp Ser Gly Trp Leu Gly Gin Cys Trp Leu Gin Gly Val Trp Glu 
20 25 30 

Arg Gly Leu Thr Val Ala Phe Ser lie Leu Cys Asn Thr Leu Gin Pro 
35 40 45 

Glu Phe Ser Thr Tyr Leu Asn Phe Cys Arg Ser Leu Arg Phe Asp Asp 
50 55 60 

Lys Pro Asp Tyr Ser Tyr Leu Arg Gin Leu Phe Arg Asn Leu Phe His 
65 70 75 80 

Arg Gin Gly Phe Ser Tyr Asp Tyr Val Phe Asp Trp Asn Met Leu Lys 
85 90 95 

Phe Gly Ala Ser Ser Ser Gin Ala Gin Pro Arg Asp Ser Pro Met Thr 
100 105 110 

Ala Lys Gly Pro Phe Cys Pro Arg Pro Cys Pro Cys Ala Gly Pro Thr 
115 120 125 

Tyr Ser Pro Thr Tyr Trp 
130 

<210> 126 

<211> 233 

<212> PRT 

<213> Homo sapiens 

<400> 126 

Met Ala Leu Leu Pro Pro Phe Leu Ala Ser His Arg Leu Glu Val Ser 
15 10 15 

Arg Asp Ser Gly Trp Leu Gly Gin Cys Trp Leu Gin Gly Val Trp Glu 
20 25 30 

Arg Gly Leu Thr Val Ala Phe Ser lie Leu Cys Asn Thr Leu Gin Pro 
35 40 45 

Glu Phe Ser Thr Tyr Leu Asn Phe Cys Arg Ser Leu Arg Phe Asp Asp 
50 55 60 



Lys Pro Asp Tyr Ser Tyr Leu Arg Gin Leu Phe Arg Asn Leu Phe His 



65 



70 



75 



80 



Arg Gin Gly Phe Ser Tyr Asp Tyr Val Phe Asp Trp Asn Met Leu Lys 
85 90 95 

Phe Gly Gly Pro Leu Ser Cys Gin Pro Pro Ala Leu Pro Cys Gly Arg 
100 105 110 

Pro Gin Asp Glu Leu Gly Cys Ser Pro Glu Ser Arg Gly Cys Gly Pro 
115 120 125 

Gly Ala Ala Arg Thr Arg Thr Arg Gly Glu Asp Gly Ala Ala Thr Gly 
130 135 140 

Val Arg Asp Pro Ser Pro Ala Pro Trp Pro Thr His Gly Gly His Cys 
145 150 155 160 

Gin Pro Ala Pro Gin Cys Arg Arg Ala Arg Gly Phe His Ala Ser Leu 
165 170 175 

Pro His Pro Ala Gly Trp Gin Tyr Phe Ser Gin Ser Asp Leu Ala Gly 
180 185 190 

Arg Pro Gly Glu Glu Gly Glu Tyr Glu Ala Ala Gin Gly Cys Ala Arg 
195 200 205 

Gin Arg Leu Leu Leu Arg Pro His Trp Ala Ala Arg Gly Leu Pro Asp 
210 215 220 

Pro Ser Leu Thr Asp Lys Cys Ala lie 
225 230 

<210> 127 

<211> 243 

<212> PRT 

<213> Homo sapiens 

<400> 127 

Met Ala Ala Glu Leu Asn Lys Asn Lys Lys Ala Arg Ala Ala Glu Ala 
15 10 15 

Ala Arg Ala Ala Glu Ala Ala Lys Ala Ala Glu Ala Thr Lys Ala Ala 
20 25 30 

Glu Ala Ala Ala Lys Ala Ala Lys Ala Ser Asn Thr Ser Thr Pro Thr 
35 40 45 

Lys Gly Asn Thr Glu Thr Ser Ala Ser Ala Ser Gin Thr Asn His Val 
50 55 60 

Lys Asp Val Lys Lys lie Lys lie Glu His Ala Pro Ser Pro Ser Ser 
65 70 75 80 



Gly Gly Thr Leu Lys Asn Asp Lys Ala Lys Thr Lys Pro Pro Leu Gin 
85 90 95 



Val Thr Lys Val 
100 

Ala Val He Val 
115 

Ser Val Ser Leu 
130 

Ala Lys Glu Lys 
145 

Pro Leu Pro Leu 



Leu Arg Gly Asn 
180 

Lys Leu Arg Cys 
195 

Gly Gly Asp Asp 
210 

Gin Leu His Ser 
225 



Glu Asn Asn Leu 



Gly Lys Glu Ser 
120 

Lys Glu Lys Thr 
135 

Glu Gin His Val 
150 

Pro Pro Met Leu 
165 

He Ser Val Lys 



Leu Leu Ala Asp 
200 

Leu Ser Lys Ser 
215 

Lys Arg Arg Pro 
230 



He Val Asp Lys 
105 

Lys Ser Ala Ala 



Lys Pro Leu Thr 
140 

Ala Leu Val Thr 
155 

Pro Glu Asp Lys 
170 

Ala Val Lys Lys 
185 

Leu Pro Leu Pro 



Pro Glu Glu Lys 
220 

Lys Tyr Val Leu 
235 



Ala Thr Lys Lys 
110 

Thr Lys Glu Glu 
125 

Pro Ser He Gly 



Ser Thr Leu Pro 
160 

Glu Ala Asp Ser 
175 

Glu Val Glu Lys 
190 

Pro Glu Leu Pro 
205 

Lys Thr Ala Thr 



Ala Phe Tyr Leu 
240 



Leu Leu Asn 



<210> 128 

<211> 330 

<212> PRT 

<213> Homo sapiens 

<400> 128 

Met Ser Ala Lys Val Arg Leu Lys Lys Leu Glu Gin Leu Leu Leu Asp 
15 10 15 

Gly Pro Trp Arg Asn Glu Ser Ala Leu Ser Val Glu Thr Leu Leu Asp 
20 25 30 

Val Leu Val Cys Leu Tyr Thr Glu Cys Ser His Ser Ala Leu Arg Arg 
35 40 45 

Asp Lys Tyr Val Ala Glu Phe Leu Glu Trp Ala Lys Pro Phe Thr Gin 
50 55 60 

Leu Val Lys Glu Met Gin Leu His Arg Glu Asp Phe Glu He He Lys 
65 70 75 80 

Val He Gly Arg Gly Ala Phe Gly Glu Val Ala Val Val Lys Met Lys 
85 90 95 



Asn Thr Glu Arg He Tyr Ala Met Lys lie Leu Asn Lys Trp Glu Met 
100 105 110 



Leu Lys Arg Ala Glu Thr Ala Cys Phe Arg Glu Glu Arg Asp Val Leu 
115 120 125 



Val Asn Gly Asp Cys Gin Trp lie Thr Ala Leu His Tyr Ala Phe Gin 
130 135 140 

Asp Glu Asn His Leu Tyr Leu Val Met Asp Tyr Tyr Val Gly Gly Asp 
145 150 155 160 

Leu Leu Thr Leu Leu Ser Lys Phe Glu Asp Lys Leu Pro Glu Asp Met 
165 170 175 

Ala Arg Phe Tyr lie Gly Glu Met Val Leu Ala lie Asp Ser lie His 
180 185 190 

Gin Leu His Tyr Val His Arg Asp lie Lys Pro Asp Asn Val Leu Leu 
195 200 205 

Asp Val Asn Gly His lie Arg Leu Ala Asp Phe Gly Ser Cys Leu Lys 
210 215 220 

Met Asn Asp Asp Gly Thr Val Gin Ser Ser Val Ala Val Gly Thr Pro 
225 230 235 240 

Asp Tyr lie Ser Pro Glu lie Leu Gin Ala Met Glu Asp Gly Met Gly 
245 250 255 

Lys Tyr Gly Pro Glu Cys Asp Trp Trp Ser Leu Gly Val Cys Met Tyr 
260 265 270 

Glu Met Leu Tyr Gly Glu Thr Pro Phe Tyr Ala Glu Ser Leu Val Glu 
275 280 285 

Thr Tyr Gly Lys lie Met Asn His Glu Glu Arg Phe Gin Phe Pro Ser 
290 295 300 

His Val Thr Asp Val Ser Glu Glu Ala Lys Asp Leu lie Gin Arg Leu 
305 310 315 320 

Ser Cys lie Gin Arg Thr Pro Tyr Leu Gin 
325 330 

<210> 129 
<211> 246 
<212> PRT 
<213> Homo sapiens 

<400> 129 

Met Ser Ala Lys Val Arg Leu Lys Lys Leu Glu Gin Leu Leu Leu Asp 
15 10 15 

Gly Pro Trp Arg Asn Glu Ser Ala Leu Ser Val Glu Thr Leu Leu Asp 
20 25 30 



Val Leu Val Cys Leu Tyr Thr Glu Cys Ser His Ser Ala Leu Arg Arg 



35 



40 



45 



Asp Lys Tyr Val Ala Glu Phe Leu Glu Trp Ala Lys Pro Phe Thr Gin 
50 55 60 

Leu Val Lys Glu Met Gin Leu His Arg Glu Asp Phe Glu lie lie Lys 
65 70 75 80 

Val He Gly Arg Gly Ala Phe Gly Glu Val Ala Val Val Lys Met Lys 
85 90 95 

Asn Thr Glu Arg He Tyr Ala Met Lys He Leu Asn Lys Trp Glu Met 
100 105 110 

Leu Lys Arg Ala Glu Thr Ala Cys Phe Arg Glu Glu Arg Asp Val Leu 
115 120 125 

Val Asn Gly Asp Cys Gin Trp He Thr Ala Leu His Tyr Ala Phe Gin 
130 135 140 

Asp Glu Asn His Leu Tyr Leu Val Met Asp Tyr Tyr Val Gly Gly Asp 
145 150 155 160 

Leu Leu Thr Leu Leu Ser Lys Phe Glu Asp Lys Leu Pro Glu Asp Met 
165 170 175 

Ala Arg Phe Tyr He Gly Glu Met Val Leu Ala He Asp Ser He His 
180 185 190 

Gin Leu His Tyr Val His Arg Asp He Lys Pro Asp Asn Val Leu Leu 
195 200 205 

Asp Val Asn Gly His He Arg Leu Ala Asp Phe Gly Ser Cys Leu Lys 
210 215 220 

Met Asn Asp Asp Gly Thr Val Gly He Phe Val Gly Asp Phe Pro Phe 
225 230 235 240 

Gly Phe Gly Phe Gly He 
245 

<210> 130 
<211> 378 
<212> PRT 
<213> Homo sapiens 

<400> 130 

Met Glu Leu Arg Val Gly Asn Arg Tyr Arg Leu Gly Arg Lys He Gly 
15 10 15 

Ser Gly Ser Phe Gly Asp He Tyr Leu Val Gly He Pro Thr He Arg 
20 25 30 



Trp Cys Gly Ala Glu Gly Asp Tyr Asn Val Met Val Met Glu Leu Leu 
35 40 45 



Gly Pro Ser Leu Glu Asp Leu Phe Asn Phe Cys Ser Arg Lys Phe Ser 
50 55 60 



Leu Lys Thr Val Leu Leu Leu Ala Asp Gin Met lie Ser Arg lie Glu 
65 70 75 80 

Tyr lie His Ser Lys Asn Phe lie His Arg Asp Val Lys Pro Asp Asn 
85 90 95 

Phe Leu Met Gly Leu Gly Lys Lys Gly Asn Leu Val Tyr lie lie Asp 
100 105 110 

Phe Gly Leu Ala Lys Lys Tyr Arg Asp Ala Arg Thr His Gin His lie 
115 120 125 

Pro Tyr Arg Glu Asn Lys Asn Leu Thr Gly Thr Ala Arg Tyr Ala Ser 
130 135 140 

lie Asn Thr His Leu Gly lie Glu Gin Ser Arg Arg Asp Asp Leu Glu 
145 150 155 160 

Ser Leu Gly Tyr Val Leu Met Tyr Phe Asn Leu Gly Ser Leu Pro Trp 
165 170 175 

Gin Gly Leu Lys Ala Ala Thr Lys Arg Gin Lys Tyr Glu Arg lie Ser 
180 185 190 

Glu Lys Lys Met Ser Thr Pro lie Glu Val Leu Cys Lys Gly Tyr Pro 
195 200 205 

Ser Glu Phe Ala Thr Tyr Leu Asn Phe Cys Arg Ser Leu Arg Phe Asp 
210 215 220 

Asp Lys Pro Asp Tyr Ser Tyr Leu Arg Gin Leu Phe Arg Asn Leu Phe 
225 230 235 240 

His Arg Gin Gly Phe Ser Tyr Asp Tyr Val Phe Asp Trp Asn Met Leu 
245 250 255 

Lys Phe Gly Ala Ser Arg Ala Ala Asp Asp Ala Glu Arg Asp Ala Gly 
260 265 270 

Asp Arg Glu Glu Arg Leu Arg His Ser Arg Asn Pro Ala Thr Arg Gly 
275 280 285 

Leu Pro Ser Thr Ala Ser Gly Arg Leu Arg Gly Arg Arg Lys Val Ala 
290 295 300 

Pro Pro Thr Pro Leu Thr Pro Thr Ser His Thr Ala Asn Thr Ser Pro 
305 310 315 320 

Arg Pro Val Ser Gly Met Glu Arg Glu Arg Lys Val Ser Met Arg Leu 
325 330 335 



His Arg Gly Ala Pro Val Asn lie Ser Ser Ser Asp Leu Thr Gly Arg 
340 345 350 



Gin Asp Thr Ser Arg Met Ser Thr Ser Gin lie Pro Gly Arg Val Ala 
355 360 365 



Ser Ser Gly Leu Gin 
370 

<210> 131 

<211> 561 

<212> PRT 

<213> Homo sapiens 

<400> 131 

Met Val Glu Trp Trp 
1 5 

Ala Pro Ser Phe Asp 
20 

Ser Met Gin Met Ala 
35 

lie Ala Gin Cys Arg 
50 

Val Pro Val Gin Val 
65 

He Arg He Val His 
85 

Ala Phe Glu Ser Thr 
100 

Leu Pro Arg Pro Pro 
115 

Glu Glu Ala Thr Gin 
130 

He His Ser He Arg 
145 

Glu Leu Ala His Ala 
165 

Tyr Gly Lys Pro Arg 
180 

Glu Met Val Asn Asn 
195 

Leu Ser Gly Lys Met 
210 



Ser Val Val His Arg 
375 



Ser Ala Leu Thr Cys Pro 
10 

Asp Lys He Leu Glu Val 
25 

Val Ser Arg Val He Arg 
4 0 

Thr Val Lys He Ser He 
55 

Asp Gly Glu Ala Trp Val 
70 75 

Lys Asn Arg Ala Gin Thr 
90 

Leu Lys Ser Trp Glu Asp 
105 

Ser Cys Ser Leu His Pro 
120 

Met Asp Gin Phe Gly Gin 
135 

Glu He Ala Gin Ser His 
150 155 

Val Asn Ala Ser Ser Lys 
170 

Thr Thr Glu Gly Leu Asn 
185 

Phe Arg Ala Leu Arg Ser 
200 

Ala Leu Gin Leu Asp Pro 
215 



Leu Gin Thr Phe Ala 
15 

Val Ala Val Phe Gly 
30 

Leu Gin His His Arg 
45 

Leu Gly Asp Glu Gly 
60 

Gin Pro Pro Gly Tyr 
80 

Leu Thr Arg Asp Arg 
95 

Lys Gin Lys Cys Glu 
110 

Glu Met Leu Ser Glu 
125 

Ala Ala Gly Val Leu 
140 

Arg Asp Met Glu Gin 
160 

Ser Met Asp Arg Val 
175 

Cys Ser Phe Val Leu 
190 

Glu Thr Glu Leu Leu 
205 

Pro Gin Lys Glu Gin 
220 



Leu Gly Ser Ala Leu Ala Glu Met Asp Arg Gin Leu Arg Arg Leu Ala 
225 230 235 240 



Asp Thr Pro Trp Leu Cys Gin Ser Ala Glu Pro Gly Asp Glu Glu Ser 
245 250 255 



Val Met Leu Asp Leu Ala Lys Arg Ser Arg Ser Gly Lys Phe Arg Leu 
260 265 270 

Val Thr Lys Phe Lys Lys Glu Lys Asn Asn Lys Asn Lys Glu Ala His 
275 280 285 

Ser Ser Leu Gly Ala Pro Val His Leu Trp Gly Thr Glu Glu Val Ala 
290 295 300 

Ala Trp Leu Glu His Leu Ser Leu Cys Glu Tyr Lys Asp lie Phe Thr 
305 310 315 320 

Arg His Asp lie Arg Gly Ser Glu Leu Leu His Leu Glu Arg Arg Asp 
325 330 335 

Leu Lys Asp Leu Gly Val Thr Lys Val Gly His Met Lys Arg lie Leu 
340 345 350 

Cys Gly lie Lys Glu Leu Ser Arg Ser Ala Pro Ala Val Glu Ala Gin 
355 360 365 

Pro Leu Ser Ser Gin Pro Val Ala Ser Thr Ser Pro Pro Pro Arg Pro 
370 375 380 

Ser Leu Arg Pro Leu Ser Leu Trp Pro Leu Arg Leu Leu Pro Leu Arg 
385 390 395 400 

Pro Trp Ala Asp Ala Ala Ala Arg Pro Leu Leu Met Val Leu Leu Pro 
405 410 415 

Leu Ser Ala Thr Glu Ser Leu Arg Asp Thr Val His Gin Ser Ser Gly 
420 425 430 

Val Ser Asn lie Thr Thr Gin Leu Pro Leu Lys Gin His Phe Leu Gin 
435 440 445 

Leu Arg Val Thr Trp Gly Thr Cys Val Thr Ala Thr Gin Leu Ser Pro 
450 455 460 

Ala Cys Ala Val Gly Gin Gly lie Gin Arg Arg Leu Ala Ser Trp Ala 
465 470 475 480 

Leu Leu Ala Trp Pro Arg Ala Trp lie Val Pro Gly Ala Pro Leu Arg 
485 490 495 

Val Ser Phe Cys Gly Arg Thr Val Trp Leu Arg Leu Leu Ala Pro Ser 
500 505 510 

Gin Phe Ser Glu Thr Trp Leu Gly Pro Ser Thr Ala Ala Cys Lys Gly 
515 520 525 



Pro Cys Leu Leu Met Gin Leu Leu Leu Asn Lys Asn Arg Ala Leu Ser 
530 535 540 



Trp Phe Glu Ser Ser Met Asp Val Ser Ser Leu Val Asp Cys Asn Leu 
545 550 555 560 



Thr 



<210> 132 

<211> 213 

<212> PRT 

<213> Homo sapiens 

<400> 132 

Met Ser Asp Val Ala lie Val Lys Glu Gly Trp Leu His Lys Arg Gly 
15 10 15 

Glu Tyr lie Lys Thr Trp Arg Pro Arg Tyr Phe Leu Leu Lys Asn Asp 
20 25 30 

Gly Thr Phe lie Gly Tyr Lys Glu Arg Pro Gin Asp Val Asp Gin Arg 
35 40 45 

Glu Ala Pro Leu Asn Asn Phe Ser Val Ala Gin Cys Gin Leu Met Lys 
50 55 60 

Thr Glu Arg Pro Arg Pro Asn Thr Phe lie lie Arg Cys Leu Gin Trp 
65 70 75 80 

Thr Thr Val lie Glu Arg Thr Phe His Val Glu Thr Pro Glu Glu Arg 
85 90 95 

Glu Glu Trp Thr Thr Ala lie Gin Thr Val Ala Asp Gly Leu Lys Lys 
100 105 110 

Gin Glu Glu Glu Glu Met Asp Phe Arg Ser Gly Ser Pro Ser Asp Asn 
115 120 125 

Ser Gly Ala Glu Glu Met Glu Val Ser Leu Ala Lys Pro Lys His Arg 
130 135 140 

Val Ala Leu Gly Gly Arg Ala Gly Pro Ala His Val Ser Pro His Ser 
145 150 155 160 

Val Ser Gin Pro Pro Trp Ala Val Cys His Gin Leu Ser Val lie Ser 
165 170 175 

Leu Gly Pro Trp Ala Ser Val Gin Pro Gly Gly Thr Arg Cys Asn Leu 
180 185 190 

Thr Met Val Cys Trp Pro Ala Pro Ser Pro Gly Gly Gly Arg His Thr 
195 200 205 

Ala Ala Pro Gin His 
210 



<210> 133 



<211> 425 
<212> PRT 
<213> Homo sapiens 

<400> 133 

Met lie Val His Asp Asp Val Glu Ser Glu Pro Ala Met Thr Pro Ser 
15 10 15 

Lys Glu Gly Thr Leu He Val Arg Gin Thr Gin Ser Ala Ser Ser Thr 
20 25 30 

Leu Gin Lys His Lys Ser Ser Ser Ser Phe Thr Pro Phe He Asp Pro 
35 40 45 

Arg Leu Leu Gin He Ser Pro Ser Ser Gly Thr Thr Val Thr Ser Val 
50 55 60 

Val Gly Phe Ser Cys Asp Gly Met Arg Pro Glu Ala He Arg Gin Asp 
65 70 75 80 

Pro Thr Arg Lys Gly Ser Val Val Asn Val Asn Pro Thr Asn Thr Arg 
85 90 95 

Pro Gin Ser Asp Thr Pro Glu He Arg Lys Tyr Lys Lys Arg Phe Asn 
100 105 110 

Ser Glu He Leu Cys Ala Ala Leu Trp Gly Val Asn Leu Leu Val Gly 
115 120 125 

Thr Glu Ser Gly Leu Met Leu Leu Asp Arg Ser Gly Gin Gly Lys Val 
130 135 140 

Tyr Pro Leu He Asn Arg Arg Arg Phe Gin Gin Met Asp Val Leu Glu 
145 150 155 160 

Gly Leu Asn Val Leu Val Thr He Ser Gly Lys Lys Asp Lys Leu Arg 
165 170 175 

Val Tyr Tyr Leu Ser Trp Leu Arg Asn Lys He Leu His Asn Asp Pro 
180 185 190 

Glu Val Glu Lys Lys Gin Gly Trp Thr Thr Val Gly Asp Leu Glu Gly 
195 200 205 

Cys Val His Tyr Lys Val Val Lys Tyr Glu Arg He Lys Phe Leu Val 
210 215 220 

He Ala Leu Lys Ser Ser Val Glu Val Tyr Ala Trp Ala Pro Lys Pro 
225 230 235 240 

Tyr His Lys Phe Met Ala Phe Lys Ser Phe Gly Glu Leu Val His Lys 
245 250 255 



Pro Leu Leu Val Asp Leu Thr Val Glu Glu Gly Gin Arg Leu Lys Val 
260 265 270 



lie Tyr Gly Ser Cys Ala Gly Phe His Ala Val Asp Val Asp Ser Gly 
275 280 285 



Ser Val Tyr Asp lie Tyr Leu Pro Thr His lie Gin Cys Ser lie Lys 
290 295 300 

Pro His Ala lie lie lie Leu Pro Asn Thr Asp Gly Met Glu Leu Leu 
305 310 315 320 

Val Cys Tyr Glu Asp Glu Gly Val Tyr Val Asn Thr Tyr Gly Arg lie 
325 330 335 

Thr Lys Asp Val Val Leu Gin Trp Gly Glu Met Pro Thr Ser Val Ala 
340 345 350 

Tyr lie Arg Ser Asn Gin Thr Met Gly Trp Gly Glu Lys Ala lie Glu 
355 360 365 

lie Arg Ser Val Glu Thr Gly His Leu Asp Gly Val Phe Met His Lys 
370 375 380 

Arg Ala Gin Arg Leu Lys Phe Leu Cys Glu Arg Asn Asp Lys Val Phe 
385 390 395 400 

Phe Ala Ser Val Arg Ser Gly Gly Ser Ser Gin Val Tyr Phe Met Thr 
405 410 415 

Leu Gly Arg Thr Ser Leu Leu Ser Trp 
420 425 

<210> 134 
<211> 515 
<212> PRT 
<213> Homo sapiens 

<400> 134 

Met Ala Ser Arg Thr Pro Arg Asn Cys Ala Val Leu Lys Gly Glu Val 
15 10 15 

Asp Leu Thr ^Ala Leu Ala Lys Glu Leu Arg Ala Val Glu Asp Val Arg 
20 25 30 

Pro Pro His Lys Val Thr Asp Tyr Ser Ser Ser Ser Glu Glu Ser Gly 
35 40 45 

Thr Thr Asp Glu Glu Asp Asp Asp Val Glu Gin Glu Gly Ala Asp Glu 
50 55 60 

Ser Thr Ser Gly Pro Glu Asp Thr Arg Ala Ala Ser Ser Leu Asn Leu 
65 70 75 80 

Ser Asn Gly Glu Thr Glu Ser Val Lys Thr Met lie Val His Asp Asp 
85 90 95 



Val Glu Ser Glu Pro Ala Met Thr Pro Ser Lys Glu Gly Thr Leu lie 
100 105 110 



Val Arg Gin Thr Gin Ser Ala Ser Ser Thr Leu Gin Lys His Lys Ser 
115 120 125 

Ser Ser Ser Phe Thr Pro Phe lie Asp Pro Arg Leu Leu Gin lie Ser 
130 135 140 

Pro Ser Ser Gly Thr Thr Val Thr Ser Val Val Gly Phe Ser Cys Asp 
145 150 155 160 

Gly Met Arg Pro Glu Ala lie Arg Gin Asp Pro Thr Arg Lys Gly Ser 
165 170 175 

Val Val Asn Val Asn Pro Thr Asn Thr Arg Pro Gin Ser Asp Thr Pro 
180 185 190 

Glu lie Arg Lys Tyr Lys Lys Arg Phe Asn Ser Glu lie Leu Cys Ala 
195 200 205 

Ala Leu Trp Gly Val Asn Leu Leu Val Gly Thr Glu Ser Gly Leu Met 
210 215 220 

Leu Leu Asp Arg Ser Gly Gin Gly Lys Val Tyr Pro Leu lie Asn Arg 
225 230 235 240 

Arg Arg Phe Gin Gin Met Asp Val Leu Glu Gly Leu Asn Val Leu Val 
245 250 255 

Thr lie Ser Gly Lys Lys Asp Lys Leu Arg Val Tyr Tyr Leu Ser Trp 
260 ' 265 270 

Leu Arg Asn Lys lie Leu His Asn Asp Pro Glu Val Glu Lys Lys Gin 
275 280 285 

Gly Trp Thr Thr Val Gly Asp Leu Glu Gly Cys Val His Tyr Lys Val 
290 295 300 

Val Lys Tyr Glu Arg lie Lys Phe Leu Val lie Ala Leu Lys Ser Ser 
305 310 315 320 

Val Glu Val Tyr Ala Trp Ala Pro Lys Pro Tyr His Lys Phe Met Ala 
325 330 335 

Phe Lys Ser Phe Gly Glu Leu Val His Lys Pro Leu Leu Val Asp Leu 
340 345 350 

Thr Val Glu Glu Gly Gin Arg Leu Lys Val lie Tyr Gly Ser Cys Ala 
355 360 365 

Gly Phe His Ala Val Asp Val Asp Ser Gly Ser Val Tyr Asp lie Tyr 
370 375 380 

Leu Pro Thr His lie Gin Cys Ser lie Lys Pro His Ala lie lie lie 
385 390 395 400 

Leu Pro Asn Thr Asp Gly Met Glu Leu Leu Val Cys Tyr Glu Asp Glu 
405 410 415 



Gly Val Tyr Val Asn Thr Tyr Gly Arg lie Thr Lys Asp Val Val Leu 
420 425 430 



Gin Trp Gly Glu Met Pro Thr Ser Val Ala Tyr lie Arg Ser Asn Gin 
435 440 445 

Thr Met Gly Trp Gly Glu Lys Ala lie Glu lie Arg Ser Val Glu Thr 
450 455 460 

Gly His Leu Asp Gly Val Phe Met His Lys Arg Ala Gin Arg Leu Lys 
465 470 475 480 

Phe Leu Cys Glu Arg Asn Asp Lys Val Phe Phe Ala Ser Val Arg Ser 
485 490 495 

Gly Gly Ser Ser Gin Val Tyr Phe Met Thr Leu Gly Arg Thr Ser Leu 
500 505 510 

Leu Ser Trp 





515 


<210> 


135 


<211> 


468 


<212> 


PRT 


<213> 


Homo 


<400> 


135 



Met Ser Ala Arg Val Gin Leu Thr Lys Ser Val Pro Ala lie Met Arg 
15 10 15 

Ala Met Ala Leu Arg Phe Ala Phe Thr Ser Cys Gin lie Ser Tyr Ser 
20 25 30 

Lys Ala lie Pro Pro Pro Leu Pro Pro Pro Pro Pro Pro His Pro Pro 
35 40 45 

Ala Ser Arg His Pro Pro Cys Pro His Arg His Pro Arg Asp Lys Leu 
50 55 60 

Thr Ala Asn Glu Thr Gin Ser Ala Ser Ser Thr Leu Gin Lys His Lys 
65 70 75 80 

Ser Ser Ser Ser Phe Thr Pro Phe lie Asp Pro Arg Leu Leu Gin lie 
85 90 95 

Ser Pro Ser Ser Gly Thr Thr Val Thr Ser Val Val Gly Phe Ser Cys 
100 105 110 

Asp Gly Met Arg Pro Glu Ala lie Arg Gin Asp Pro Thr Arg Lys Gly 
115 120 125 

Ser Val Val Asn Val Asn Pro Thr Asn Thr Arg Pro Gin Ser Asp Thr 
130 135 140 



Pro Glu lie Arg Lys Tyr Lys Lys Arg Phe Asn Ser Glu lie Leu Cys 



145 



150 



155 



160 



Ala Ala Leu Trp Gly Val Asn Leu Leu Val Gly Thr Glu Ser Gly Leu 
165 170 175 

Met Leu Leu Asp Arg Ser Gly Gin Gly Lys Val Tyr Pro Leu lie Asn 
180 185 190 

Arg Arg Arg Phe Gin Gin Met Asp Val Leu Glu Gly Leu Asn Val Leu 
195 200 205 

Val Thr lie Ser Gly Lys Lys Asp Lys Leu Arg Val Tyr Tyr Leu Ser 
210 215 220 

Trp Leu Arg Asn Lys lie Leu His Asn Asp Pro Glu Val Glu Lys Lys 
225 230 235 240 

Gin Gly Trp Thr Thr Val Gly Asp Leu Glu Gly Cys Val His Tyr Lys 
245 250 255 

Val Val Lys Tyr Glu Arg lie Lys Phe Leu Val lie Ala Leu Lys Ser 
260 265 270 

Ser Val Glu Val Tyr Ala Trp Ala Pro Lys Pro Tyr His Lys Phe Met 
275 280 285 

Ala Phe Lys Ser Phe Gly Glu Leu Val His Lys Pro Leu Leu Val Asp 
290 295 300 

Leu Thr Val Glu Glu Gly Gin Arg Leu Lys Val lie Tyr Gly Ser Cys 
305 310 315 320 

Ala Gly Phe His Ala Val Asp Val Asp Ser Gly Ser Val Tyr Asp lie 
325 330 335 

Tyr Leu Pro Thr His lie Gin Cys Ser lie Lys Pro His Ala lie lie 
340 345 350 

lie Leu Pro Asn Thr Asp Gly Met Glu Leu Leu Val Cys Tyr Glu Asp 
355 360 365 

Glu Gly Val Tyr Val Asn Thr Tyr Gly Arg lie Thr Lys Asp Val Val 
370 375 380 

Leu Gin Trp Gly Glu Met Pro Thr Ser Val Ala Tyr lie Arg Ser Asn 
385 390 395 400 

Gin Thr Met Gly Trp Gly Glu Lys Ala lie Glu lie Arg Ser Val Glu 
405 410 415 

Thr Gly His Leu Asp Gly Val Phe Met His Lys Arg Ala Gin Arg Leu 
420 425 430 

Lys Phe Leu Cys Glu Arg Asn Asp Lys Val Phe Phe Ala Ser Val Arg 
435 440 445 



Ser Gly Gly Ser Ser Gin Val Tyr Phe Met Thr Leu Gly Arg Thr Ser 



450 455 460 

Leu Leu Ser Trp 
465 

<210> 136 
<211> 666 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> - 

<222> (1) . . (666) 

<223> "XAA" can be any amino acid 



<400> 136 

Met Asp Cys Gin Leu Ser lie Leu Leu Leu Leu Ser Cys Ser Val Leu 
15 10 15 

Asp Ser Phe Gly Glu Leu lie Pro Gin Pro Ser Asn Glu Val Asn Leu 
20 25 30 

Leu Asp Ser Lys Thr lie Gin Gly Glu Leu Gly Trp lie Ser Tyr Pro 
35 40 45 

Ser His Gly Trp Glu Glu lie Ser Gly Val Asp Glu His Tyr Thr Pro 
50 55 60 

lie Arg Thr Tyr Gin Val Cys Asn Val Met Asp His Ser Gin Asn Asn 
65 70 75 80 

Trp Leu Arg Thr Asn Trp Val Pro Arg Asn Ser Ala Gin Lys lie Tyr 
85 90 95 

Val Glu Leu Lys Phe Thr Leu Arg Asp Cys Asn Ser lie Pro Leu Val 
100 105 110 

Leu Gly Thr Cys Lys Glu Thr Phe Asn Leu Tyr Tyr Met Glu Ser Asp 
115 120 125 

Asp Asp His Gly Val Lys Phe Arg Glu His Gin Phe Thr Lys lie Asp 
130 135 140 

Thr lie Ala Ala Asp Glu Ser Phe Thr Gin Met Asp Leu Gly Asp Arg 
145 150 155 160 

lie Leu Lys Leu Asn Thr Glu lie Arg Glu Val Gly Pro Val Asn Lys 
165 170 175 

Lys Gly Phe Tyr Leu Ala Phe Gin Asp Val Gly Ala Cys Val Ala Leu 
180 185 190 



Val Ser Val Arg Val Tyr Phe Lys Lys Cys Pro Phe Thr Val Lys Asn 
195 200 205 



Leu Ala Met Phe Pro Asp Thr Val Pro Met Asp Ser Gin Ser Leu Val 
210 215 220 



Glu Val Arg Gly Ser Cys Val Asn Asn Ser Lys Glu Glu Asp Pro Pro 
225 230 235 240 

Arg Met Tyr Cys Ser Thr Glu Gly Glu Trp Leu Val Pro lie Gly Lys 
245 250 255 

Cys Ser Cys Asn Ala Gly Tyr Glu Glu Arg Gly Phe Met Cys Gin Ala 
260 265 270 

Cys Arg Pro Gly Phe Tyr Lys Ala Leu Asp Gly Asn Met Lys Cys Ala 
275 280 285 

Lys Cys Pro Pro His Ser Ser Thr Gin Glu Asp Gly Ser Met Asn Cys 
290 295 300 

Arg Cys Glu Asn Asn Tyr Phe Arg Ala Asp Lys Asp Pro Pro Ser Met 
305 310 315 320 

Ala Cys Thr Arg Pro Pro Ser Ser Pro Arg Asn Val lie Ser Asn lie 
325 330 335 

Asn Glu Thr Ser Val lie Leu Asp Trp Ser Trp Pro Leu Asp Thr Gly 
340 345 350 

Gly Arg Lys Asp Val Thr Phe Asn lie lie Cys Lys Lys Cys Gly Trp 
355 360 365 

Asn lie Lys Gin Cys Glu Pro Cys Ser Pro Asn Val Arg Phe Leu Pro 
370 375 380 

Arg Gin Phe Gly Leu Thr Asn Thr Thr Val Thr Val Thr Asp Leu Leu 
385 390 395 400 

Ala His Thr Asn Tyr Thr Phe Glu lie Asp Ala Val Asn Gly Val Ser 
405 410 415 

Glu Leu Ser Ser Pro Pro Arg Gin Phe Ala Ala Val Ser lie Thr Thr 
420 425 430 

Asn Gin Ala Ala Pro Ser Pro Val Leu Thr lie Lys Lys Asp Arg Thr 
435 440 445 

Ser Arg Asn Ser lie Ser Leu Ser Trp Gin Glu Pro Glu His Pro Asn 
450 455 460 

Gly lie lie Leu Asp Tyr Glu Val Lys Tyr Tyr Glu Lys Gin Glu Gin 
465 470 475 480 

Glu Thr Ser Tyr Thr lie Leu Arg Ala Arg Gly Thr Asn Val Thr lie 
485 490 495 



Ser Ser Leu Lys Pro Asp Thr lie Tyr Val Phe Gin lie Arg Ala Arg 
500 505 510 



Thr Ala Ala Gly Tyr Gly Thr Asn Ser Arg Lys Phe Glu Phe Glu Thr 
515 520 525 



Ser Pro Asp Ser Phe Ser lie Ser Gly Glu Ser Ser Gin Val Val Met 
530 535 540 

lie Ala lie Ser Ala Ala Val Ala lie lie Leu Leu Thr Val Val lie 
545 550 555 560 

Tyr Val Leu lie Gly Arg Phe Cys Gly Tyr Lys Ser Lys His Gly Ala 
565 570 575 

Asp Glu Lys Arg Leu His Phe Gly Asn Gly His Leu Lys Leu Pro Gly 
580 585 590 

Leu Arg Thr Tyr Val Asp Pro His Thr Tyr Glu Asp Pro Thr Gin Ala 
595 600 605 

Val His Glu Phe Ala Lys Glu Leu Asp Ala Thr Asn lie Ser lie Asp 
610 615 620 

Lys Val Val Gly Ala Val Leu Thr Ser Glu Gin Leu His Asp Ala Glu 
625 630 635 640 

Xaa Phe Ser Leu Ala Gly Phe Asn Val Ser Ser Gin Gly Val His Phe 
645 650 655 

Ser Pro Ala Arg Ser Leu Pro Val Ala Asn 
660 665 

<210> 137 
<211> 458 
<212> PRT 
<213> Homo sapiens 

<400> 137 

Met Lys Tyr Thr Phe Trp Gly Trp Val Ala Val Val Lys Leu Lys Asn 
15 10 15 

Ala Asp Lys Val Phe Ala Met Lys lie Leu Asn Lys Trp Glu Met Leu 
20 25 30 

Lys Arg Ala Glu Thr Ala Cys Phe Arg Glu Glu Arg Asp Val Leu Val 
35 40 45 

Asn Gly Asp Asn Lys Trp lie Thr Thr Leu His Tyr Ala Phe Gin Asp 
50 55 60 

Asp Asn Asn Leu Tyr Leu Val Met Asp Tyr Tyr Val Gly Gly Asp Leu 
65 70 75 80 

Leu Thr Leu Leu Ser Lys Phe Glu Asp Arg Leu Pro Glu Asp Met Ala 
85 90 95 



Arg Phe Tyr Leu Ala Glu Met Val He Ala He Asp Ser Val His Gin 
100 105 110 



Leu His Tyr Val 
115 

Met Asn Gly His 
130 

Met Glu Asp Gly 
145 

Tyr lie Ser Pro 



Tyr Gly Pro Glu 
180 



His Arg Asp lie 
120 

lie Arg Leu Ala 
135 

Thr Val Gin Ser 
150 

Glu lie Leu Gin 
165 

Cys Asp Trp Trp 



Lys Pro Asp Asn 



Asp Phe Gly Ser 
140 

Ser Val Ala Val 
155 

Ala Met Glu Asp 
170 

Ser Leu Gly Val 
185 



lie Leu Met Asp 
125 

Cys Leu Lys Leu 



Gly Thr Pro Asp 
160 

Gly Lys Gly Arg 
175 

Cys Met Tyr Glu 
190 



Met Leu Tyr Gly Glu Thr Pro Phe Tyr Ala Glu Ser Leu Val Glu Thr 
195 200 205 

Tyr Gly Lys lie Met Asn His Lys Glu Arg Phe Gin Phe Pro Ala Gin 
210 215 220 

Val Thr Asp Val Ser Glu Asn Ala Lys Asp Leu lie Arg Arg Leu lie 
225 230 235 240 

Cys Ser Arg Glu His Arg Leu Gly Gin Asn Gly lie Glu Asp Phe Lys 
245 250 255 

Lys His Pro Phe Phe Ser Gly lie Asp Trp Asp Asn lie Arg Asn Cys 
260 265 270 

Glu Ala Pro Tyr lie Pro Glu Val Ser Ser Pro Thr Asp Thr Ser Asn 
275 280 285 

Phe Asp Val Asp Asp Asp Cys Leu Lys Asn Ser Glu Thr Met Pro Pro 
290 295 300 

Pro Thr His Thr Ala Phe Ser Gly His His Leu Pro Phe Val Gly Phe 
305 310 315 320 

Thr Tyr Thr Ser Ser Cys Val Leu Ser Asp Arg Ser Cys Leu Arg Val 
325 330 335 

Thr Ala Gly Pro Thr Ser Leu Asp Leu Asp Val Asn Val Gin Arg Thr 
340 345 350 

Leu Asp Asn Asn Leu Ala Thr Glu Ala Tyr Glu Arg Arg lie Lys Arg 
355 360 365 

Leu Glu Gin Glu Lys Leu Glu Leu Ser Arg Lys Leu Gin Glu Ser Thr 
370 375 380 

Gin Thr Val Gin Ala Leu Gin Tyr Ser Thr Val Asp Gly Pro Leu Thr 
385 390 395 400 



Ala Ser Lys Asp Leu Glu lie Lys Asn Leu Lys Glu Glu lie Glu Lys 
405 410 415 



Leu Arg Lys Gin Val Thr Glu Ser Ser His Leu Glu Gin Gin Leu Glu 
420 425 430 



Glu Ala Asn Ala Val Arg Gin Glu Leu Asp Asp Ala Phe Arg Gin lie 
435 440 445 

Lys Ala Tyr Glu Lys Gin lie Lys Thr Leu 
450 455 

<210> 138 

<211> 262 

<212> PRT 

<213> Homo sapiens 

<400> 138 

Met Glu Val Val Asp Pro Gin Gin Leu Gly Met Phe Thr Glu Gly Glu 
15 10 15 

Leu Met Ser Val Gly Met Asp Thr Phe lie His Arg lie Asp Ser Thr 
20 25 30 

Glu Val lie Tyr Gin Pro Arg Arg Lys Arg Ala Lys Leu lie Gly Lys 
35 40 45 

Tyr Leu Met Gly Asp Leu Leu Gly Glu Gly Ser Tyr Gly Lys Val Lys 
50 55 60 

Glu Val Leu Asp Ser Glu Thr Leu Cys Arg Arg Ala Val Lys lie Leu 
65 70 75 80 

Lys Lys Lys Lys Leu Arg Arg lie Pro Asn Gly Glu Ala Asn Val Lys 
85 90 95 

Lys Glu lie Gin Leu Leu Arg Arg Leu Arg His Lys Asn Val lie Gin 
100 105 110 

Leu Val Asp Val Leu Tyr Asn Glu Glu Lys Gin Lys Met Tyr Met Val 
115 120 125 

Met Glu Tyr Cys Val Cys Gly Met Gin Glu Met Leu Asp Ser Val Pro 
130 135 140 

Glu Lys Arg Phe Pro Val Cys Gin Ala His Gly Ser Pro Ser Arg Arg 
145 150 155 160 

Gly Gly Arg His Ala Ser Val Pro Thr Thr Pro Gin Asp Leu Arg Ser 
165 170 175 

Ala Leu Gin Gly Arg Ala Gly Gly Gin Gin Gly Pro Gly Ala Ala Leu 
180 185 190 

Pro Pro Arg Pro Pro Gly Ser Ala Arg Gly Leu Leu Thr Ser Gin Pro 
195 200 205 



Arg Ala Glu Pro Ser Arg Ala Gly Val Gly Gly Gly Arg Arg Pro Pro 



210 215 220 

Cys Thr Leu Cys Gly Asp Tyr Trp Pro Arg Pro Trp Pro Arg Ala Pro 
225 230 235 240 

Gin Gly Ala Gin Arg Arg Pro Ala Ala Pro Pro Gin Thr Ser Trp Arg 
245 250 255 

Val Trp Arg Pro Gly Ser 
260 

<210> 139 
<211> 203 
<212> PRT 
<213> Homo sapiens 

<400> 139 

Met Glu Val Val Asp Pro Gin Gin Leu Gly Met Phe Thr Glu Gly Glu 
15 10 15 

Leu Met Ser Val Gly Met Asp Thr Phe lie His Arg lie Asp Ser Thr 
20 25 30 

Glu Val lie Tyr Gin Pro Arg Arg Lys Arg Ala Lys Leu lie Gly Lys 
35 40 45 

Tyr Leu Met Gly Asp Leu Leu Gly Glu Gly Ser Tyr Gly Lys Val Lys 
50 55 60 

Glu Val Leu Asp Ser Glu Thr Leu Cys Arg Arg Ala Val Lys lie Leu 
65 70 75 80 

Lys Lys Lys Lys Leu Arg Arg lie Pro Asn Gly Glu Ala Asn Val Lys 
85 90 95 

Lys Glu lie Gin Leu Leu Arg Arg Leu Arg His Lys Asn Val lie Gin 
100 105 110 

Leu Val Asp Val Leu Tyr Asn Glu Glu Lys Gin Lys Met Tyr Met Val 
115 120 125 

Met Glu Tyr Cys Val Cys Gly Met Gin Glu Met Leu Asp Ser Val Pro 
130 135 140 

Glu Lys Arg Phe Pro Val Cys Gin Ala His Gly Tyr Phe Cys Gin Leu 
145 150 155 160 

lie Asp Gly Leu Glu Tyr Leu His Ser Gin Gly lie Val His Lys Asp 
165 170 175 

lie Lys Pro Gly Asn Leu Leu Leu Thr Thr Gly Gly Thr Leu Lys lie 
180 185 190 



Ser Asp Leu Gly Val Ala Glu Val Gly Thr Cys 
195 200 



<210> 140 

<211> 244 

<212> PRT 

<213> Homo sapiens 

<400> 140 

Met Asp Arg Glu Thr Thr Pro Leu Gly Leu Leu Trp Leu lie Gin Val 
15 10 15 

lie Pro Ser Lys Leu Leu Pro Ser Leu Gin Val Lys Asp Phe Leu Ser 
20 25 30 

Gin Leu Arg Ser Ser Asn Arg Arg Phe Ser He Pro Glu Ser Gly Gin 
35 40 45 

Gly Gly Thr Glu Met Asp Gly Phe Arg Arg Thr He Glu Asn Gin His 
50 55 60 

Ser Arg Asn Asp Val Met Val Ser Glu Trp Leu Asn Lys Leu Asn Leu 
65 70 75 80 

Glu Glu Pro Pro Ser Ser Val Pro Lys Lys Cys Pro Ser Leu Thr Lys 
85 90 95 

Arg Ser Arg Ala Gin Glu Glu Gin Val Pro Gin Ala Trp Thr Ala Gly 
100 105 110 

Thr Ser Ser Asp Ser Met Ala Gin Pro Pro Gin Thr Pro Glu Thr Ser 
115 120 125 

Thr Phe Arg Asn Gin Met Pro Ser Pro Thr Ser Thr Gly Thr Pro Ser 
130 135 140 

Pro Gly Pro Arg Gly Asn Gin Gly Ala Glu Arg Gin Gly Met Asn Trp 
145 150 155 160 

Ser Cys Arg Thr Pro Glu Pro Asn Pro Val Thr Gly Arg Pro Leu Val 
165 170 175 

Asn He Tyr Asn Cys Ser Gly Val Gin Val Gly Asp Asn Asn Tyr Leu 
180 185 190 

Thr Met Gin Gin Thr Thr Ala Leu Pro Thr Trp Gly Leu Ala Pro Ser 
195 200 205 

Gly Lys Gly Arg Gly Leu Gin His Pro Pro Pro Val Gly Ser Gin Glu 
210 215 220 

Gly Pro Lys Asp Pro Glu Ala Trp Ser Arg Pro Gin Gly Trp Tyr Asn 
225 230 235 240 

His Ser Gly Lys 



<210> 141 
<211> 222 



<212> PRT 

<213> Homo sapiens 



<400> 141 

Met Val Lys Leu Tyr Leu Tyr Gin Lys Asn Val Lys lie Ala lie Phe 
15 10 15 

Asp Leu Lys Ser Arg Gin Asn Phe Phe Val Tyr Phe Arg Glu Glu Gin 
20 25 30 

Ala Arg Glu Leu Tyr Arg Arg Leu Arg Glu Lys Pro Arg Asp Gin Arg 
35 40 45 

Thr Glu Gly Asp Ser Gin Glu Met Val Arg Leu Leu Leu Gin Ala He 
50 55 60 

Gin Ser Phe Glu Lys Lys Val Arg Val He Tyr Thr Gin Leu Ser Lys 
65 70 75 80 

Thr Val Val Cys Lys Gin Lys Ala Leu Glu Leu Leu Pro Lys Val Glu 
85 90 95 

Glu Val Val Ser Leu Met Asn Glu Asp Glu Lys Thr Val Val Arg Leu 
100 105 110 

Gin Glu Lys Arg Gin Lys Glu Leu Trp Asn Leu Leu Lys He Ala Cys 
115 120 125 

Ser Lys Val Arg Gly Pro Val Ser Gly Ser Pro Asp Ser Met Asn Ala 
130 135 140 

Ser Arg Leu Ser Gin Pro Gly Gin Leu Met Ser Gin Pro Ser Thr Ala 
145 150 155 160 

Ser Asn Ser Leu Pro Glu Pro Ala Lys Lys Ser Glu Glu Leu Val Ala 
165 170 175 

Glu Ala His Asn Leu Cys Thr Leu Leu Glu Asn Ala He Gin Asp Thr 
180 185 190 

Val Arg Glu Gin Asp Gin Ser Phe Thr Ala Leu Asp Trp Ser Trp Leu 
195 200 205 

Gin Thr Glu Glu Glu Glu His Ser Cys Leu Glu Gin Ala Ser 
210 215 220 

<210> 142 

<211> 409 

<212> PRT 

<213> Homo sapiens 

<400> 142 



Met Arg Leu Thr Leu Leu Cys Cys Thr Trp Arg Glu Glu Arg Met Gly 
15 10 15 



Glu Glu Gly Ser Glu Leu Pro Val Cys Ala Ser Cys Gly Gin Arg lie 
20 25 30 

Tyr Asp Gly Gin Tyr Leu Gin Ala Leu Asn Ala Asp Trp His Ala Asp 
35 40 45 

Cys Phe Arg Cys Cys Asp Cys Ser Ala Ser Leu Ser His Gin Tyr Tyr 
50 55 60 

Glu Lys Asp Gly Gin Leu Phe Cys Lys Lys Asp Tyr Trp Ala Arg Tyr 

65 ... 70 75 80 

Gly Glu Ser Cys His Gly Cys Ser Glu Gin lie Thr Lys Gly Leu Val 
85 90 95 

Met Val Ala Gly Glu Leu Lys Tyr His Pro Glu Cys Phe lie Cys Leu 
100 105 110 

Thr Cys Gly Thr Phe lie Gly Asp Gly Asp Thr Tyr Thr Leu Val Glu 
115 120 125 

His Ser Lys Leu Tyr Cys Gly His Cys Tyr Tyr Gin Thr Val Val Thr 
130 135 140 

Pro Val lie Glu Gin lie Leu Pro Asp Ser Pro Gly Ser His Leu Pro 
145 150 155 160 

His Thr Val Thr Leu Val Ser lie Pro Ala Ser Ser His Gly Lys Arg 
165 170 175 

Gly Leu Ser Val Ser lie Asp Pro Pro His Gly Pro Pro Gly Cys Gly 
180 185 190 

Thr Glu His Ser His Thr Val Arg Val Gin Gly Val Asp Pro Gly Cys 
195 200 205 

Met Ser Pro Asp Val Lys Asn Ser lie His Val Gly Asp Arg lie Leu 
210 215 220 

Glu lie Asn Gly Thr Pro lie Arg Asn Val Pro Leu Asp Glu lie Asp 
225 230 235 240 

Leu Leu lie Gin Glu Thr Ser Arg Leu Leu Gin Leu Thr Leu Glu His 
245 250 255 

Asp Pro His Asp Thr Leu Gly His Gly Leu Gly Pro Glu Thr Ser Pro 
260 265 270 

Leu Ser Ser Pro Ala Tyr Thr Pro Ser Gly Glu Ala Gly Ser Ser Ala 
275 280 285 

Arg Gin Lys Pro Val Leu Arg Ser Cys Ser lie Asp Arg Ser Pro Gly 
290 295 300 



Ala Gly Ser Leu Gly Ser Pro Ala Ser Gin Arg Lys Asp Leu Gly Arg 
305 310 315 320 



Ser Glu Ser Leu Arg Val Val Cys Arg Pro His Arg lie Phe Arg Pro 
325 330 335 



Ser Asp Leu lie His Gly Glu Val Leu Gly Lys Gly Cys Phe Gly Gin 
340 345 350 

Ala lie Lys Val Gin Ser Met Pro Gly Ser Gin Leu Asp Ser Leu Gly 
355 360 365 

Gly Thr Pro Pro Ser Ser Phe Leu Pro Ser Leu Trp Lys His Ser Gly 
370 375 380 

Arg Gly lie Trp Leu Ser Asp Ser Leu Ala Ser Ala Leu Ser Ser Leu 
385 390 395 400 

Gly Leu Leu Glu Leu lie Arg Asn Arg 
405 

<210> 143 
<211> 305 
<212> PRT 
<213> Homo sapiens 

<400> 143 

Met Arg Leu Thr Leu Leu Cys Cys Thr Trp Arg Glu Glu Arg Met Gly 
15 10 15 

Glu Glu Gly Ser Glu Leu Pro Val Cys Ala Ser Cys Gly Gin Arg lie 
20 25 30 

Tyr Asp Gly Gin Tyr Leu Gin Ala Leu Asn Ala Asp Trp His Ala Asp 
35 40 45 

Cys Phe Arg Cys Cys Asp Cys Ser Ala Ser Leu Ser His Gin Tyr Tyr 
50 55 60 

Glu Lys Asp Gly Gin Leu Phe Cys Lys Lys Asp Tyr Trp Ala Arg Tyr 
65 70 75 80 

Gly Glu Ser Cys His Gly Cys Ser Glu Gin lie Thr Lys Gly Leu Val 
85 90 95 

Met Val Ala Gly Glu Leu Lys Tyr His Pro Glu Cys Phe lie Cys Leu 
100 105 110 

Thr Cys Gly Thr Phe lie Gly Asp Gly Asp Thr Tyr Thr Leu Val Glu 
115 120 125 

His Ser Lys Leu Tyr Cys Gly His Cys Tyr Tyr Gin Thr Val Val Thr 
130 135 140 

Pro Val lie Glu Gin lie Leu Pro Asp Ser Pro Gly Ser His Leu Pro 
145 150 155 160 



His Thr Val Thr Leu Val Ser lie Pro Ala Ser Ser His Gly Lys Arg 
165 170 175 



Gly Leu Ser Val Ser lie Asp Pro Pro His Gly Pro Pro Gly Cys Gly 
180 185 190 



Thr Glu His Ser His Thr Val Arg Val Gin Gly Val Asp Pro Gly Cys 
195 200 205 

Met Ser Pro Asp Val Lys Asn Ser lie His Val Gly Asp Arg lie Leu 
210 215 220 

Glu lie Asn Gly Thr Pro lie Arg Asn Val Pro Leu Asp Glu lie Asp 
225 230 235 240 

Leu Leu lie Gin Glu Thr Ser Arg Leu Leu Gin Leu Thr Leu Glu His 
245 250 255 

Asp Pro His Asp Thr Leu Gly His Gly Leu Gly Pro Glu Thr Ser Pro 
260 265 270 

Leu Ser Ser Pro Ala Tyr Thr Pro Ser Gly Glu Ala Gly Ser Ser Ala 
275 280 285 

Arg Gin Lys Pro Val Phe Ala Arg Thr Trp Val Ala Leu Ser Pro Ser 
290 295 300 



Ala 






305 






<210> 


144 




<211> 


780 




<212> 
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<213> 
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<400> 


144 




Met Ala Ser 


Asp Ala 


1 




5 



10 15 

Glu Gin Leu Gly Leu Ala Gly Ala Asp Leu Ala Ala Pro Gly Val Gin 
20 25 30 

Gin Gin Leu Glu Leu Glu Arg Glu Arg Leu Arg Arg Glu lie Arg Lys 
35 40 45 

Glu Leu Lys Leu Lys Glu Gly Ala Glu Asn Leu Arg Arg Ala Thr Thr 
50 55 60 

Asp Leu Gly Arg Ser Leu Gly Pro Val Glu Leu Leu Leu Arg Gly Ser 
65 70 75 80 

Ser Arg Arg Leu Asp Leu Leu His Gin Gin Leu Gin Glu Leu His Ala 
85 90 95 

His Val Val Leu Pro Asp Pro Ala Ala Thr His Asp Gly Pro Gin Ser 
100 105 110 



Pro Gly Ala Gly Gly Pro Thr Cys Ser Ala Thr Asn Leu Ser Arg Val 



115 



120 



125 



Ala Gly Leu Glu Lys Gin Leu Ala lie Glu Leu Lys Val Lys Gin Gly 
130 135 140 

Ala Glu Asn Met lie Gin Thr Tyr Ser Asn Gly Ser Thr Lys Asp Arg 
145 150 155 160 

Lys Leu Leu Leu Thr Ala Gin Gin Met Leu Gin Asp Ser Lys Thr Lys 
165 170 175 

lie Asp lie lie Arg Met Gin Leu Arg Arg Ala Leu Gin Ala Asp Gin 
180 185 190 

Leu Glu Asn Gin Ala Ala Pro Asp Asp Thr Gin Gly Ser Pro Asp Leu 
195 200 205 

Gly Ala Val Glu Leu Arg lie Glu Glu Leu Arg His His Phe Arg Val 
210 215 220 

Glu His Ala Val Ala Glu Gly Ala Lys Asn Val Leu Arg Leu Leu Ser 
225 230 235 240 

Ala Ala Lys Ala Pro Asp Arg Lys Ala Val Ser Glu Ala Gin Glu Lys 
245 250 255 

Leu Thr Glu Ser Asn Gin Lys Leu Gly Leu Leu Arg Glu Ala Leu Glu 
260 265 270 

Arg Arg Leu Gly Glu Leu Pro Ala Asp His Pro Lys Gly Arg Leu Leu 
275 280 285 

Arg Glu Glu Leu Ala Ala Ala Ser Ser Ala Ala Phe Ser Thr Arg Leu 
290 295 300 

Ala Gly Pro Phe Pro Ala Thr His Tyr Ser Thr Leu Cys Lys Pro Ala 
305 310 315 320 

Pro Leu Thr Gly Thr Leu Glu Val Arg Val Val Gly Cys Arg Asp Leu 
325 330 335 

Pro Glu Thr lie Pro Trp Asn Pro Thr Pro Ser Met Gly Gly Pro Gly 
340 345 350 

Thr Pro Asp Ser Arg Pro Pro Phe Leu Ser Arg Pro Ala Arg Gly Leu 
355 360 365 

Tyr Ser Arg Ser Gly Ser Leu Ser Gly Arg Ser Ser Leu Lys Ala Glu 
370 375 380 

Ala Glu Asn Thr Ser Glu Val Ser Thr Val Leu Lys Leu Asp Asn Thr 
385 390 395 400 

Val Val Gly Gin Thr Ser Trp Lys Pro Cys Gly Pro Asn Ala Trp Asp 
405 410 415 



Gin Ser Phe Thr Leu Glu Leu Glu Arg Ala Arg Glu Leu Glu Leu Ala 



420 



425 



430 



Val Phe Trp Arg Asp Gin Arg Gly Leu Cys Ala Leu Lys Phe Leu Lys 
435 440 445 

Leu Glu Asp Phe Leu Asp Asn Glu Arg His Glu Val Gin Leu Asp Met 
450 455 460 

Glu Pro Gin Gly Cys Leu Val Ala Glu Val Thr Phe Arg Asn Pro Val 
465 470 475 480 

lie Glu Arg lie Pro Arg Leu Arg Arg Gin Lys Lys lie Phe Ser Lys 
485 490 495 

Gin Gin Gly Lys Ala Phe Gin Arg Ala Arg Gin Met Asn lie Asp Val 
500 505 510 

Ala Thr Trp Val Arg Leu Leu Arg Arg Leu lie Pro Asn Ala Thr Gly 
515 520 525 

Thr Gly Thr Phe Ser Pro Gly Ala Ser Pro Gly Ser Glu Ala Arg Thr 
530 535 540 

Thr Gly Asp lie Ser Val Glu Lys Leu Asn Leu Gly Thr Asp Ser Asp 
545 550 555 560 

Ser Ser Pro Gin Lys Ser Ser Arg Asp Pro Pro Ser Ser Pro Ser Ser 
565 570 575 

Leu Ser Ser Pro lie Gin Glu Ser Thr Ala Pro Glu Leu Pro Ser Glu 
580 585 590 

Thr Gin Glu Thr Pro Gly Pro Ala Leu Cys Ser Pro Leu Arg Lys Ser 
595 600 605 

Pro Leu Thr Leu Glu Asp Phe Lys Phe Leu Ala Val Leu Gly Arg Gly 
610 615 620 

His Phe Gly Lys Val Leu Leu Ser Glu Phe Arg Pro Ser Gly Glu Leu 
625 630 635 640 

Phe Ala lie Lys Ala Leu Lys Lys Gly Asp lie Val Ala Arg Asp Glu 
645 650 655 

Val Glu Ser Leu Met Cys Glu Lys Arg lie Leu Ala Ala Val Thr Ser 
660 665 670 

Ala Gly His Pro Phe Leu Val Asn Leu Phe Gly Cys Phe Gin Thr Pro 
675 680 685 

Glu His Val Cys Phe Val Met Glu Tyr Ser Ala Gly Gly Asp Leu Met 
690 695 700 

Leu His lie His Ser Asp Val Phe Ser Glu Pro Arg Ala lie Phe Tyr 
705 710 715 720 



Ser Ala Cys Arg Leu Pro Pro Pro Phe Val Pro Thr Leu Ser Gly Arg 



725 730 735 

Thr Asp Val Ser Asn Phe Asp Glu Glu Phe Thr Gly Glu Ala Pro Thr 
740 745 750 

Leu Ser Pro Pro Arg Asp Ala Arg Pro Leu Thr Ala Ala Glu Gin Ala 
755 760 765 

Ala Phe Leu Asp Phe Asp Phe Val Ala Gly Gly Cys 
770 775 780 

<210> 145 

<211> 401 

<212> PRT 

<213> Homo sapiens 

<400> 145 

Met Ala Ser Asp Ala Val Gin Ser Glu Pro Arg Ser Trp Ser Leu Leu 
1 ' 5 10 15 

Glu Gin Leu Gly Leu Ala Gly Ala Asp Leu Ala Ala Pro Gly Val Gin 
20 25 30 

Gin Gin Leu Glu Leu Glu Arg Glu Arg Leu Arg Arg Glu lie Arg Lys 
35 40 45 

Glu Leu Lys Leu Lys Glu Gly Ala Glu Asn Leu Arg Arg Ala Thr Thr 
50 55 60 

Asp Leu Gly Arg Ser Leu Gly Pro Val Glu Leu Leu Leu Arg Gly Ser 
65 70 75 80 

Ser Arg Arg Leu Asp Leu Leu His Gin Gin Leu Gin Glu Leu His Ala 
85 90 95 

His Val Val Leu Pro Asp Pro Ala Ala Thr His Asp Gly Pro Gin Ser 
100 105 110 

Pro Gly Ala Gly Gly Pro Thr Cys Ser Ala Thr Asn Leu Ser Arg Val 
115 120 125 

Ala Gly Leu Glu Lys Gin Leu Ala lie Glu Leu Lys Val Lys Gin Gly 
130 135 140 

Ala Glu Asn Met lie Gin Thr Tyr Ser Asn Gly Ser Thr Lys Asp Arg 
145 150 155 160 

Lys Leu Leu Leu Thr Ala Gin Gin Met Leu Gin Asp Ser Lys Thr Lys 
165 170 175 

lie Asp lie lie Arg Met Gin Leu Arg Arg Ala Leu Gin Ala Asp Gin 
180 185 190 



Leu Glu Asn Gin Ala Ala Pro Asp Asp Thr Gin Gly Ser Pro Asp Leu 
195 200 205 



Gly Ala Val Glu Leu Arg lie Glu Glu Leu Arg His His Phe Arg Val 
210 215 220 



Glu His Ala Val Ala Glu Gly Ala Lys Asn Val Leu Arg Leu Leu Ser 
225 230 235 240 

Ala Ala Lys Ala Pro Asp Arg Lys Ala Val Ser Glu Ala Gin Glu Lys 
245 250 255 

Leu Thr Glu Ser Asn Gin Lys Leu Gly Leu Leu Arg Glu Ala Leu Glu 
260 265 270 

Arg Arg Leu Gly Glu Leu Pro Ala Asp His Pro Lys Gly Arg Leu Leu 
275 280 285 

Arg Glu Glu Leu Ala Ala Ala Ser Ser Ala Ala Phe Ser Thr Arg Leu 
290 295 300 

Ala Gly Pro Phe Pro Ala Thr His Tyr Ser Thr Leu Cys Lys Pro Ala 
305 310 315 320 

Pro Leu Thr Gly Thr Leu Glu Val Arg Val Val Gly Cys Arg Asp Leu 
325 330 335 

Pro Glu Thr lie Pro Trp Asn Pro Thr Pro Ser Met Gly Gly Pro Gly 
340 345 350 

Thr Pro Asp Ser Arg Pro Pro Phe Leu Ser Arg Pro Ala Arg Gly Leu 
355 360 365 

Tyr Ser Arg Ser Gly Ser Leu Ser Gly Arg Ser Ser Leu Lys Ala Glu 
370 375 380 

Ala Glu Asn Thr Ser Glu Val Ser Thr Val Leu Lys Leu Asp Asn Thr 
385 390 395 400 

His 



<210> 146 

<211> 96 

<212> PRT 

<213> Homo sapiens 

<400> 146 

Met Gin Ser Phe Leu Val Glu Gly Arg Phe Lys His Glu Met Phe Glu 
15 10 15 

Lys Val Phe Ala Glu Glu Arg Asn Gly Gly Gin Arg Leu Leu Cys Ala 
20 25 30 

Thr Asp Val Pro lie Arg Thr Val Ser Ser Ala Ala Ser Gin Gly Leu 
35 40 45 



His Met Gin Asn Asp Asp Ala Cys Leu Gly Ala Ala Ser Pro Ser Ala 
50 55 60 



Ala Ser Trp Ser Arg Arg Ser Ala Glu Ser Lys Val Ser Leu Cys Trp 
65 70 75 80 



Lys Leu Lys Trp Lys Glu Asp Leu Val Trp Phe Tyr Ser Gin Ser His 
85 90 95 

<210> 147 
<211> 333 
<212> PRT 
<213> Homo sapiens 

<400> 147 

Met His Arg Tyr Phe Glu Ser Pro Arg Arg Leu Leu Pro Val His Phe 
15 10 15 

Cys Cys Cys Gin Trp Arg Gly Gly Gly Val Asp Phe Glu Cys Leu Leu 
20 25 30 

Gly Gly Val Trp Asp Arg Cys Arg Lys Val Leu Arg Ala Gin Glu Cys 
35 40 45 

Glu Trp Pro Arg His Leu Pro Ser Ala Cys Leu Leu Ser Ser Ala Cys 
50 55 60 

Arg Gly Gin Pro Glu Arg Arg Ala Ala Val Val Gly Ala Gin Asp Pro 
65 70 75 80 

Thr Glu Pro Pro Arg Leu Ser Arg Ser Leu Ser Gly Ala Ser Pro Phe 
85 90 95 

Leu Gly Glu Thr Lys Gin Glu Thr Leu Thr Asn lie Ser Ala Val Asn 
100 105 110 

Tyr Asp Phe Asp Glu Glu Tyr Phe Ser Asn Thr Ser Glu Leu Ala Lys 
115 120 125 

Asp Phe lie Arg Arg Leu Leu Val Lys Asp Pro Lys Arg Arg Met Thr 
130 135 140 

lie Ala Gin Ser Leu Glu His Ser Trp lie Lys Ala lie Arg Arg Arg 
145 150 155 160 

Asn Val Arg Gly Glu Asp Ser Gly Arg Lys Pro Glu Arg Arg Arg Leu 
165 170 175 

Lys Thr Thr Arg Leu Lys Glu Tyr Thr lie Lys Ser His Ser Ser Leu 
180 185 190 

Pro Pro Asn Asn Ser Tyr Ala Asp Phe Glu Arg Phe Ser Lys Val Leu 
195 200 205 

Glu Glu Ala Ala Ala Ala Glu Glu Gly Leu Arg Glu Leu Gin Arg Ser 
210 215 220 



Arg Arg Leu Cys His Glu Asp Val Glu Ala Leu Ala Ala lie Tyr Glu 



225 



230 



235 



240 



Glu Lys Glu Ala Trp Tyr Arg Glu Glu Ser Asp Ser Leu Gly Gin Asp 
245 250 255 

Leu Arg Arg Leu Arg Gin Glu Leu Leu Lys Thr Glu Ala Leu Lys Arg 
260 265 270 

Gin Ala Gin Glu Glu Ala Lys Gly Ala Leu Leu Gly Thr Ser Gly Leu 
275 280 285 

Lys Arg Arg Phe Ser Arg Leu Glu Asn Arg Tyr Glu Ala Leu Ala Lys 
290 295 300 

Gin Val Ala Ser Glu Met Arg Phe Val Gin Asp Leu Val Arg Ala Leu 
305 310 315 320 

Glu Gin Glu Lys Leu Gin Gly Val Glu Cys Gly Leu Arg 
325 330 

<210> 148 
<211> 131 
<212> PRT 
<213> Homo sapiens 

<400> 148 

Met Leu Lys Glu Phe Leu Glu lie Pro Phe Pro Thr Ser Pro Glu Cys 
15 10 15 

Thr Leu Gin Pro Lys Ser Gin Gin Pro Thr Gly Lys Glu Ala Glu Glu 
20 25 30 

His Pro Thr Ser Ala Pro Leu Thr His Ser Leu Leu Pro Pro Thr Pro 
35 40 45 

Leu Trp Val Val Ser His Phe lie Phe Asp Phe Arg Gly Glu Thr Ala 
50 55 60 

Leu His Lys Ala Ala Cys Gin Arg Asn Arg Ala Val Cys Gin Leu Leu 
65 70 75 80 

Val Asp Ala Gly Ala Ser Leu Arg Lys Thr Asp Ser Lys Gly Lys Thr 
85 90 95 

Pro Gin Glu Arg Ala Gin Gin Ala Gly Asp Pro Asp Leu Ala Ala Tyr 
100 105 110 

Leu Glu Ser Arg Gin Asn Tyr Lys Val lie Gly His Glu Asp Leu Glu 
115 120 125 

Thr Ala Val 
130 



<210> 149 
<211> 272 
<212> PRT 



<213> Homo sapiens 



<400> 149 

Met Arg Gly Ala Ala Arg Leu Gly Arg Pro Gly Arg Ser Cys Leu Pro 
15 10 15 

Gly Pro Ala Leu Arg Ala Pro Pro Arg Pro Pro Leu Leu Leu Leu Leu 
20 25 30 

Ala Leu Leu Pro Leu Leu Pro Ala Pro Gly Ala Ala Ala Ala Pro Ala 
35 40 45 

Pro Arg Pro Pro Glu Leu Gin Ser Ala Ser Ala Gly Pro Ser Val Ser 
50 55 60 

Leu Tyr Leu Ser Glu Asp Glu Val Arg Arg Leu lie Gly Leu Asp Ala 
65 70 75 80 

Glu Leu Tyr Tyr Val Arg Asn Asp Leu lie Ser His Tyr Ala Leu Ser 
85 90 95 

Phe Ser Leu Leu Val Pro Ser Glu Thr Asn Phe Leu His Phe Thr Trp 
100 105 110 

His Ala Lys Ser Lys Val Glu Tyr Lys Leu Gly Phe Gin Val Asp Asn 
115 120 125 

Val Leu Ala Met Asp Met Pro Gin Val Asn lie Ser Val Gin Gly Glu 
130 135 140 

Val Pro Arg Thr Leu Ser Val Phe Arg Val Glu Leu Ser Cys Thr Gly 
145 150 155 160 

Lys Val Asp Ser Glu Val Met lie Leu Met Gin Leu Asn Leu Thr Val 
165 170 175 

Asn Ser Ser Lys Asn Phe Thr Val Leu Asn Phe Lys Arg Arg Lys Met 
180 185 190 

Cys Tyr Lys Lys Leu Glu Glu Val Lys Thr Ser Ala Leu Asp Lys Asn 
195 200 205 

Thr Ser Arg Thr lie Tyr Asp Pro Val His Ala Ala Pro Thr Thr Ser 
210 215 220 

Thr Arg Val Phe Tyr lie Ser Val Gly Val Cys Cys Ala Val lie Phe 
225 230 235 240 

Leu Val Ala lie lie Leu Ala Val Leu His Leu His Ser Met Lys Arg 
245 250 255 

lie Glu Leu Asp Asp Arg Tyr Cys Thr Tyr Phe Gly Lys Glu Lys Lys 
260 265 270 



<210> 150 
<211> 344 



<212> PRT 

<213> Homo sapiens 



<400> 150 

Met Pro Gin Val Asn lie Ser Val Gin Gly Glu Val Pro Arg Thr Leu 
15 10 15 

Ser Val Phe Arg Val Glu Leu Ser Cys Thr Gly Lys Val Asp Ser Glu 
20 25 30 

Val Met lie Leu Met Gin Leu Asn Leu Thr Val Asn Ser Ser Lys Asn 
35 40 45 

Phe Thr Val Leu Asn Phe Lys Arg Arg Lys Met Cys Tyr Lys Lys Leu 
50 55 60 

Glu Glu Val Lys Thr Ser Ala Leu Asp Lys Asn Thr Ser Arg Thr lie 
65 70 75 80 

Tyr Asp Pro Val His Ala Ala Pro Thr Thr Ser Thr Arg Val Phe Tyr 
85 90 95 

He Ser Val Gly Val Cys Cys Ala Val He Phe Leu Val Ala He He 
100 105 110 

Leu Ala Val Leu His Leu His Ser Met Lys Arg He Glu Leu Asp Asp 
115 120 125 

Ser He Ser Ala Ser Ser Ser Ser Gin Gly Leu Ser Gin Pro Ser Thr 
130 135 140 

Gin Thr Thr Gin Tyr Leu Arg Ala Asp Thr Pro Asn Asn Ala Thr Pro 
145 150 155 160 

He Thr Ser Ser Tyr Tyr Pro Thr Leu Arg He Glu Lys Asn Asp Leu 
165 170 175 

Arg Ser Val Thr Leu Leu Glu Ala Lys Gly Lys Val Lys Asp He Ala 
180 185 190 

He Ser Arg Glu Arg He Thr Leu Lys Asp Val Leu Gin Glu Gly Thr 
195 200 205 

Phe Gly Arg He Phe His Gly He Leu He Asp Glu Lys Asp Pro Asn 
210 215 220 

Lys Glu Lys Gin Ala Phe Val Lys Thr Val Lys Asp Gin Ala Ser Glu 
225 230 235 240 

He Gin Val Thr Met Met Leu Thr Glu Ser Cys Lys Leu Arg Gly Leu 
245 250 255 

His His Arg Asn Leu Leu Pro He Thr His Val Cys He Glu Glu Gly 
260 265 270 



Glu Lys Pro Met Val He Leu Pro Tyr Met Asn Trp Gly Asn Leu Lys 



275 



280 



285 



Leu Phe Leu Arg Gin Cys Lys Leu Val Glu Ala Asn Asn Pro Gin Ala 
290 295 300 

He Ser Gin Gin Asp Leu Val His Met Ala He Gin He Ala Cys Gly 
305 310 315 320 

Met Ser Tyr Leu Ala Arg Arg Glu Val He His Lys Asp Leu Ala Ala 
325 330 335 

Arg Asn Cys Val Gly Pro Leu Glu 
340 

<210> 151 
<211> 141 
<212> PRT 
<213> Homo sapiens 

<400> 151 

Met Glu Ala He Arg Thr Asp Asn Gin Asn Phe Ala Ser Gin Leu Arg 
15 10 15 

Glu Ala Glu Ala Arg Asn Arg Asp Leu Glu Ala His Val Arg Gin Leu 
20 25 30 

Gin Glu Arg Met Glu Leu Leu Gin Ala Glu Gly Ala Thr Ala Val Thr 
35 40 45 

Gly Val Pro Ser Pro Arg Ala Thr Asp Pro Pro Ser His Leu Asp Gly 
50 55 60 

Pro Pro Ala Val Ala Val Gly Gin Cys Pro Leu Val Gly Pro Gly Pro 
65 70 75 80 

Met His Arg Arg His Leu Leu Leu Pro Ala Arg Val Pro Arg Pro Gly 
85 90 95 

Leu Ser Glu Ala Leu Ser Leu Leu Leu Phe Ala Val Val Leu Ser Arg 
100 105 110 

Ala Ala Ala Leu Gly Cys He Gly Leu Val Ala His Ala Gly Gin Leu 
115 120 125 

Thr Ala Val Trp Arg Arg Pro Gly Ala Ala Arg Ala Pro 
130 135 140 

<210> 152 

<211> 106 

<212> PRT 

<213> Homo sapiens 

<400> 152 



Met Glu Leu Leu Gin Ala Glu Gly Ala Thr Ala Val Thr Gly Val Pro 
15 10 15 



Ser Pro Arg Ala Thr Asp Pro Pro Ser His Leu Asp Gly Pro Pro Ala 
20 25 30 



Val Ala Val Gly Gin Cys Pro Leu Val Gly Pro Gly Pro Met His Arg 
35 40 45 

Arg His Leu Leu Leu Pro Ala Arg Val Pro Arg Pro Gly Leu Ser Glu 
50 55 60 

Ala Leu Ser Leu Leu Leu Phe Ala Val Val Leu Ser Arg Ala Ala Ala 
65 70 75 80 

Leu Gly Cys He Gly Leu Val Ala His Ala Gly Gin Leu Thr Ala Val 
85 90 95 

Trp Arg Arg Pro Gly Ala Ala Arg Ala Pro 
100 105 

<210> 153 

<211> 50 

<212> PRT 

<213> Homo sapiens 

<400> 153 

Met Val Asn Leu Ser His Glu Asp Phe Glu Phe He Ser Gly Thr Arg 
15 10 15 

Met Arg Lys Leu Ala Arg Glu Gly Gin Lys Pro Pro Glu Gly Phe Met 
20 25 30 

Ala Pro Lys Ala Trp Thr Val Leu Thr Glu Tyr Tyr Lys Ser Leu Glu 
35 40 45 

Lys Ala 
50 

<210> 154 
<211> 238 
<212> PRT 
<213> Homo sapiens 

<400> 154 

Met Ala Arg Thr Thr Ser Gin Leu Tyr Asp Ala Val Pro He Gin Ser 
15 10 15 

Ser Val Val Leu Cys Ser Cys Pro Ser Pro Ser Met Val Arg Thr Gin 
20 25 30 

Thr Glu Ser Ser Thr Pro Pro Gly He Pro Gly Gly Ser Arg Gin Gly 
35 40 45 



Pro Ala Met Asp Gly Thr Ala Ala Glu Pro Arg Pro Gly Ala Gly Ser 
50 55 60 



Leu Gin His Ala Gin Pro Pro Pro Gin Pro Arg Lys Lys Arg Pro Glu 
65 70 75 80 



Asp Phe Lys Phe Gly Lys lie Leu Gly Glu Gly Ser Phe Ser Thr Val 
85 90 95 

Val Leu Ala Arg Glu Leu Ala Thr Ser Arg Glu Tyr Ala lie Lys lie 
100 105 110 

Leu Glu Lys Arg His lie lie Lys Glu Asn Lys Val Pro Tyr Val Thr 
115 120 125 

Arg Glu Arg Asp Val Met Ser Arg Leu Asp His Pro Phe Phe Val Lys 
130 135 140 

Leu Tyr Phe Thr Phe Gin Asp Asp Glu Lys Leu Tyr Phe Gly Leu Ser 
145 150 155 160 

Tyr Ala Lys Asn Gly Glu Leu Leu Lys Tyr lie Arg Lys lie Gly Ser 
165 170 175 

Phe Asp Glu Thr Cys Thr Arg Phe Tyr Thr Ala Glu lie Val Ser Ala 
180 185 190 

Leu Glu Tyr Leu His Gly Lys Gly lie lie His Arg Asp Leu Lys Pro 
195 200 205 

Glu Asn lie Leu Leu Asn Glu Asp Met His lie Gin lie Thr Asp Phe 
210 215 220 

Gly Thr Ala Lys Val Leu Ser Pro Glu Ser Lys Gin Val Cys 

230 235 



225 




<210> 


155 


<211> 


73 


<212> 


PRT 


<213> 


Homo 


<400> 


155 


Met Ser Asp 


1 





5 10 15 

Glu Tyr lie Lys Asn Trp Arg Pro Arg Tyr Phe Leu Leu Lys Thr Asp 
20 25 30 

Gly Ser Phe lie Gly Tyr Lys Glu Lys Pro Gin Asp Val Asp Leu Pro 
35 40 45 

Tyr Pro Leu Asn Asn Phe Ser Val Ala Ser Ser Val Met Phe Arg Tyr 
50 55 60 

Leu Gin Asn Leu Thr Leu Asn Gin Val 
65 70 



<210> 156 
<211> 213 



<212> PRT 

<213> Homo sapiens 



<400> 156 



Met Ser Asp Val 
1 

Glu Tyr lie Lys 
20 

Gly Ser Phe lie 
35 

Tyr Pro Leu Asn 
50 

Glu Arg Pro Lys 
65 

Thr Val lie Glu 



Thr He Val Lys 
5 

Asn Trp Arg Pro 



Gly Tyr Lys Glu 
40 

Asn Phe Ser Val 
55 

Pro Asn Thr Phe 
70 

Arg Thr Phe His 
85 



Glu Gly Trp Val 
10 

Arg Tyr Phe Leu 
25 

Lys Pro Gin Asp 



Ala Lys Cys Gin 
60 

He He Arg Cys 
75 

Val Asp Thr Pro 
90 



Gin Lys Arg Gly 
15 

Leu Lys Thr Asp 
30 

Val Asp Leu Pro 
45 

Leu Met Lys Thr 



Leu Gin Trp Thr 
80 

Glu Glu Arg Glu 
95 



Glu Trp Thr Glu Ala He Gin Ala 
100 

Glu Glu Glu Arg Met Asn Cys Ser 
115 120 

Gly Glu Glu Glu Met Asp Ala Ser 
130 135 



Val Ala Asp Arg Leu Gin Arg Gin 
105 110 

Pro Thr Ser Gin He Asp Asn He 
125 

Thr Thr His His Lys Arg Lys Thr 
140 



Met Asn Asp Phe Asp Tyr Leu Lys Leu Leu Gly Lys Gly Thr Phe Gly 
145 150 155 160 

Lys Val He Leu Val Arg Glu Lys Ala Ser Gly Lys Tyr Tyr Ala Met 
165 170 175 



Lys He Leu Lys Lys Glu Val He He Ala Lys Val Thr Asp Leu Leu 
180 185 190 

Lys Leu He Thr Lys Phe Leu Phe Ala Val Cys Met Cys Leu Trp Ala 
195 200 205 

His Glu Phe Thr Cys 
210 



<210> 157 

<211> 352 

<212> PRT 

<213> Homo sapiens 



<400> 157 



Met Gly Gly Lys Pro Ala Asn Arg Met Met Pro Tyr Pro Phe Pro Ser 
15 10 15 



Gly Thr Trp Lys Val Lys Trp Val Ala Ser Arg Asn Ala Phe Lys Pro 
20 25 30 



Arg lie Gly lie Leu lie Lys Thr Leu lie Tyr Ser Ser Gin Phe Pro 
35 40 45 

Leu Gly Asn Leu Glu Lys lie Ser Gin Leu Leu Ser Lys Ser Ala Gin 
50 55 60 

Cys Pro Leu Arg Val His Tyr Leu Ser Ser Gin Tyr Gly Asp Glu Arg 
65 70 75 80 

Cys Phe Met Phe Val Leu lie Ser Pro Thr Lys Ser Val lie lie Thr 
85 90 95 

lie Leu Ser Leu Leu Phe Thr Leu Gin Leu Phe Phe His Leu Ser Arg 
100 105 110 

Glu Arg Val Phe Ser Glu Asp Arg Thr Arg Phe Tyr Gly Ala Glu lie 
115 120 125 

Val Ser Ala Leu Asp Tyr Leu His Ser Gly Lys lie Val Tyr Arg Asp 
130 135 140 

Leu Lys Leu Glu Asn Leu Met Leu Asp Lys Asp Gly His lie Lys lie 
145 150 155 160 

Thr Asp Phe Gly Leu Cys Lys Glu Gly lie Thr Asp Ala Ala Thr Met 
165 170 175 

Lys Thr Phe Cys Gly Thr Pro Glu Tyr Leu Ala Pro Glu Val Leu Glu 
180 ^ 185 190 

Asp Asn Asp Tyr Gly Arg Ala Val Asp Trp Trp Gly Leu Gly Val Val 
195 200 205 

Met Tyr Glu Met Met Cys Gly Arg Leu Pro Phe Tyr Asn Gin Asp His 
210 215 220 

Glu Lys Leu Phe Glu Leu lie Leu Met Glu Asp lie Lys Phe Pro Arg 
225 230 235 240 

Thr Leu Ser Ser Asp Ala Lys Ser Leu Leu Ser Gly Leu Leu lie Lys 
245 250 255 

Asp Pro Asn Lys Arg Leu Gly Gly Gly Pro Asp Asp Ala Lys Glu lie 
260 265 270 

Met Arg His Ser Phe Phe Ser Gly Val Asn Trp Gin Asp Val Tyr Asp 
275 280 285 

Lys Lys Leu Val Pro Pro Phe Lys Pro Gin Val Thr Ser Glu Thr Asp 
290 295 300 



Thr Arg Tyr Phe Asp Glu Glu Phe Thr Ala Gin Thr lie Thr lie Thr 
305 310 315 320 



Pro Pro Glu Lys Tyr Asp Glu Asp Gly Met Asp Cys Met Asp Asn Glu 
325 330 335 

Arg Arg Pro His Phe Pro Gin Phe Ser Tyr Ser Ala Ser Gly Arg Glu 
340 345 350 

<210> 158 
<211> 132 
<212> PRT 
<213> Homo sapiens 

<400> 158 

Met Glu Leu Leu Arg Thr He Thr Tyr Gin Pro Ala Ala Ser Thr Lys 
15 10 15 

Met Cys Glu Gin Ala Leu Gly Lys Gly Cys Gly Gly Asn Ser Lys Lys 
20 25 30 

Lys Arg Pro Pro Gin Pro Pro Glu Glu Ser Gin Pro Pro Gin Ser Gin 
35 40 45 

Ala Gin Val Pro Pro Ala Ala Pro His His His His His His Ser His 
50 55 60 

Ser Gly Pro Glu He Ser Arg He He Val Asp Pro Thr Thr Gly Lys 
65 70 75 80 

Arg Tyr Cys Arg Gly Lys Val Leu Gly Lys Gly Gly Phe Ala Lys Cys 
85 90 95 

Tyr Glu Met Thr Asp Leu Thr Asn Asn Lys Val Tyr Ala Ala Lys He 
100 105 110 

He Pro His Ser Arg Val Ala Lys Pro His Gin Arg Glu Lys Val Cys 
115 120 125 

Met Thr Leu Glu 
130 

<210> 159 

<211> 192 

<212> PRT 

<213> Homo sapiens 

<400> 159 

Met Glu Leu Leu Arg Thr He Thr Tyr Gin Pro Ala Ala Ser Tnr Lys 
15 10 15 

Met Cys Glu Gin Ala Leu Gly Lys Gly Cys Gly Gly Asn Ser Lys Lys 
20 25 30 

Lys Arg Pro Pro Gin Pro Pro Glu Glu Ser Gin Pro Pro Gin Ser Gin 
35 40 45 



Ala Gin Val Pro Pro Ala Ala Pro His His His His His His Ser His 



50 55 60 

Ser Gly Pro Glu lie Ser Arg lie lie Val Asp Pro Thr Thr Gly Lys 
65 70 75 80 

Arg Tyr Cys Arg Gly Lys Val Leu Gly Lys Gly Gly Phe Ala Lys Cys 
85 90 95 

Tyr Glu Met Thr Asp Leu Thr Asn Asn Lys Val Tyr Ala Ala Lys lie 
100 105 110 

lie Pro His Ser Arg Val Ala Lys Pro His Gin Arg Glu Lys lie Asp 
115 120 125 

Lys Glu lie Glu Leu His Arg lie Leu His His Lys His Val Val Gin 
130 135 140 

Phe Tyr His Tyr Phe Glu Asp Lys Glu Asn lie Tyr lie Leu Leu Glu 
145 150 155 160 

Tyr Cys Ser Arg Arg Val Ser Val Asn Ser Tyr Leu Arg Thr Phe Ala 
165 170 175 

Tyr Pro Glu Leu Thr Trp Tyr Ser Lys Ser lie Leu Ser Gly lie Thr 
180 185 190 

<210> 160 
<211> 207 
<212> PRT 
<213> Homo sapiens 

<400> 160 

Met Glu Leu Leu Arg Thr lie Thr Tyr Gin Pro Ala Ala Ser Thr Lys 
15 10 15 

Met Cys Glu Gin Ala Leu Gly Lys Gly Cys Gly Gly Asn Ser Lys Lys 
20 25 30 

Lys Arg Pro Pro Gin Pro Pro Glu Glu Ser Gin Pro Pro Gin Ser Gin 
35 40 45 

Ala Gin Val Pro Pro Ala Ala Pro His His His His His His Ser His 
50 55 60 

Ser Gly Pro Glu lie Ser Arg lie lie Val Asp Pro Thr Thr Gly Lys 
65 70 75 80 

Arg Tyr Cys Arg Gly Lys Val Leu Gly Lys Gly Gly Phe Ala Lys Cys 
85 90 95 

Tyr Glu Met Thr Asp Leu Thr Asn Asn Lys Val Tyr Ala Ala Lys lie 
100 105 110 



lie Pro His Ser Arg Val Ala Lys Pro His Gin Arg Glu Lys lie Asp 
115 120 125 



Lys Glu lie Glu Leu His Arg He Leu His His Lys His Val Val Gin 
130 135 140 



Phe Tyr His Tyr Phe Glu Asp Lys Glu Asn He Tyr He Leu Leu Glu 
145 150 155 160 

Tyr Cys Ser Arg Arg Leu Gin Gly Ser Gin Lys Asn Asp Leu Glu Tyr 
165 170 175 

Val Glu Glu Asp Gly His Val Val Val Arg Lys Gin Phe Pro Cys Gly 
180 185 190 

Leu Leu Asp Trp Val Glu Pro Glu Gin Ala Lys Ala Tyr Ser Ser 
195 200 205 



<210> 


161 
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<400> 
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Met Ser Asp 


1 





5 10 15 

Val Ala He Leu Thr Val Phe He Pro Gin Lys Asp Leu Val Glu Glu 
20 25 30 

Glu Ala Glu Glu Ala Gly Val Ala Leu Arg Ser Thr Gin Ser Thr Leu 
35 40 45 

Gin Ala Gly Leu Ala Ala Asp Ala Trp Ala Ala Pro He Ala Met Gin 
50 55 60 

He Tyr Lys Lys His Leu Asp Pro Arg Pro Gly Pro Cys His Leu Ser 
65 70 75 80 

Trp Ala Trp Ala Trp Ala Ser Trp Pro Ala Ala Ala Cys Thr Ala Gly 
85 90 95 

Pro Lys Gly Arg Pro Pro Met Thr Gin Val Tyr Glu Arg Leu Glu Lys 
100 105 110 

Leu Gin Ala Val Val Ala Gly Val Pro Gly His Leu Glu Ala Ala Ser 
115 120 125 

Cys He Pro Phe Pro Gin Glu Asn Ser Tyr Val Ser Ser Thr Gly Arg 
130 135 140 

Ala Ser Ala Gin Ala Ala Glu Gin Leu Gin Arg Gly Pro Asn Gin Pro 
145 150 155 160 

Val Glu Ser Asp Glu Ser Leu Gly Gly Leu Ser Ala Ala Leu Arg Ser 
165 170 175 



Trp His Leu Thr Pro Ser Cys Pro Leu Asp Pro Ala Pro Leu Arg Glu 
180 185 190 



Ala Gly Cys Pro 
195 

Gly Pro Gly Ser 
210 

Ser Ala Ser Ser 
225 

Arg Gin Lys Met 



Asp Ser Leu Gin 
260 

Glu Gin Asp Arg 
275 

Val Phe Thr Trp 
290 

Val Arg Ser Ser 
305 

Gly Val Gly Ala 



Phe 



Gin Gly Asp Thr 
200 

Arg Pro Thr Ala 
215 

Ser Ser Glu Pro 
230 

Val Gin Lys Leu 
245 

Leu Leu Ser Ser 



Gin Gly Pro Lys 
280 

Ala Asp Pro Pro 
295 

His Gly Ala Arg 
310 

His Ala Arg Trp 
325 



Ala Gly Glu Ser 



Val Glu Gly Leu 
220 

Pro Gin He He 
235 

Ala Leu Tyr Glu 
250 

Ser Ser Leu Pro 
265 

Lys Val Met Asn 



Asn Pro Glu Val 
300 

Val Leu Ser Thr 
315 

Gly Glu Lys Glu 
330 



Ser Trp Gly Ser 
205 

Ala Leu Gly Ser 



He Asn Pro Ala 
240 

Asp Gly Ala Leu 
255 

Gly Leu Gly Leu 
270 

Phe Arg Ala Asp 
285 

Lys Val Leu Met 



Leu Pro Ala Val 
320 

Val Ala Leu Leu 
335 
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<400> 162 

Met Gly His Ala Leu Cys Val Cys Ser Arg Gly Thr Val He He Asp 
15 10 15 

Asn Lys Arg Tyr Leu Phe He Gin Lys Leu Gly Glu Gly Gly Phe Ser 
20 25 30 

Tyr Val Asp Leu Val Glu Gly Leu His Asp Gly His Phe Tyr Ala Leu 
35 40 45 

Lys Arg He Leu Cys His Glu Gin Gin Asp Arg Glu Glu Ala Gin Arg 
50 55 60 

Glu Ala Asp Met His Arg Leu Phe Asn His Pro Asn He Leu Arg Leu 
65 70 75 80 

Val Ala Tyr Cys Leu Arg Glu Arg Gly Ala Lys His Glu Ala Trp Leu 
85 90 95 



Leu Leu Pro Phe Phe Lys Val Arg Lys Thr Pro Val Tyr Gly Gly Gly 



100 



105 



110 



Cys Ser Arg Ala Thr Tyr Ser Arg Ala Val 
115 120 



<210> 
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Met Glu Arg 


Ala lie 


1 




5 



10 15 

Leu Leu Leu Leu Gly Leu Ala Ala Arg Thr Val Ala Ala Gly Arg Ala 
20 25 30 

Arg Gly Leu Pro Ala Pro Thr Ala Glu Ala Ala Phe Gly Leu Gly Ala 
35 40 45 

Ala Ala Ala Pro Thr Ser Ala Thr Arg Val Pro Ala Ala Gly Ala Val 
50 55 60 

Ala Ala Ala Glu Val Thr Val Glu Asp Ala Glu Ala Leu Pro Ala Ala 
65 70 75 80 

Ala Gly Glu Gin Glu Pro Arg Gly Pro Glu Pro Asp Asp Glu Thr Glu 
85 90 95 

Leu Arg Pro Arg Gly Arg Ser Leu Val lie lie Ser Thr Leu Asp Gly 
100 105 110 

Arg lie Ala Ala Leu Asp Pro Glu Asn His Gly Lys Lys Gin Trp Asp 
115 120 125 

Leu Asp Val Gly Ser Gly Ser Leu Val Ser Ser Ser Leu Ser Lys Pro 
130 135 140 

Glu Val Phe Gly Asn Lys Met lie lie Pro Ser Leu Asp Gly Ala Leu 
145 150 155 160 

Phe Gin Trp Asp Arg Asp Arg Glu Ser Met Glu Thr Val Pro Phe Thr 
165 170 175 

Val Glu Ser Leu Leu Glu Ser Ser Tyr Lys Phe Gly Asp Asp Val Val 
180 185 190 

Leu Val Gly Gly Lys Ser Leu Thr Thr Tyr Gly Leu Ser Ala Tyr Ser 
195 200 205 

Gly Lys Val Arg Tyr lie Cys Ser Ala Leu Gly Cys Arg Gin Trp Asp 
210 215 220 



Ser Asp Glu Met Glu Gin Glu Glu Asp lie Leu Leu Leu Gin Arg Thr 
225 230 235 240 



Gin Lys Thr Val Arg Ala Val Gly Pro Arg Ser Gly Asn Glu Lys Trp 
245 250 255 



Asn Phe Ser Val Gly His Phe Glu Leu Arg Tyr lie Pro Asp Met Glu 
260 265 270 

Thr Arg Ala Gly Phe lie Glu Ser Thr Phe Lys Pro Asn Glu Asn Thr 
275 280 285 

Glu Glu Ser Lys lie lie Ser Asp Val Glu Glu Gin Glu Ala Ala lie 
290 295 300 

Met Asp lie Val lie Lys Val Ser Val Ala Asp Trp Lys Val Met Ala 
305 310 315 320 

Phe Ser Lys Lys Gly Gly His Leu Glu Trp Glu Tyr Gin Phe Cys Thr 
325 330 335 

Pro lie Ala Ser Ala Trp Leu Leu Lys Asp Gly Lys Val lie Pro lie 
340 345 350 

Ser Leu Phe Asp Asp Thr Ser Tyr Thr Ser Asn Asp Asp Val Leu Glu 
355 360 365 

Asp Glu Glu Asp lie Val Glu Ala Ala Arg Gly Ala Thr Glu Asn Ser 
370 375 380 

Val Tyr Leu Gly Met Tyr Arg Gly Gin Leu Tyr Leu Gin Ser Ser Val 
385 390 395 400 

Arg lie Ser Glu Lys Phe Pro Ser Ser Pro Lys Ala Leu Glu Ser Val 
405 410 415 

Thr Asn Glu Asn Ala lie lie Pro Leu Pro Thr lie Lys Trp Lys Pro 
420 425 430 

Leu lie His Ser Pro Ser Arg Thr Pro Val Leu Val Gly Ser Asp Glu 
435 440 445 

Phe Asp Lys Cys Leu Ser Asn Asp Lys Phe Ser His Glu Glu Tyr Ser 
450 455 460 

Asn Gly Ala Leu Ser lie Leu Gin Tyr Pro Tyr Asp Asn Gly Tyr Tyr 
465 470 475 480 

Leu Pro Tyr Tyr Lys Arg Glu Arg Asn Lys Arg Ser Thr Gin lie Thr 
485 490 495 

Val Arg Phe Leu Asp Asn Pro His Tyr Asn Lys Asn lie Arg Lys Lys 
500 505 510 

Asp Pro Val Leu Leu Leu His Trp Trp Lys Glu lie Val Ala Thr lie 
515 520 525 



Leu Phe Cys lie lie Ala Thr Thr Phe lie Val Arg Arg Leu Phe His 
530 535 540 



Pro His Pro His Arg Gin Arg Lys Glu Ser Glu Thr Gin Cys Gin Thr 
545 550 555 560 



Glu Asn Lys Tyr Asp Ser Val Ser Gly Glu Ala Asn Asp Ser Ser Trp 
565 570 575 

Asn Asp lie Lys Asn Ser Gly Tyr lie Ser Arg Tyr Leu Thr Asp Phe 
580 585 590 

Glu Pro lie Gin Cys Leu Gly Arg Gly Gly Phe Gly Val Val Phe Glu 
595 600 605 

Ala Lys Asn Lys Val Asp Asp Cys Asn Tyr Ala lie Lys Arg lie Arg 
610 615 620 

Leu Pro Asn Arg Glu Leu Ala Arg Glu Lys Val Met Arg Glu Val Lys 
625 630 635 640 

Ala Leu Ala Lys Leu Glu His Pro Gly lie Val Arg Tyr Phe Asn Ala 
645 650 655 

Trp Leu Glu Ala Pro Pro Glu Lys Trp Gin Glu Lys Met Asp Glu lie 
660 665 670 

Trp Leu Lys Asp Glu Ser Thr Asp Trp Pro Leu Ser Ser Pro Ser Pro 
675 680 685 

Met Asp Ala Pro Ser Val Lys lie Arg Arg Met Asp Pro Phe Ser Thr 
690 695 700 

Lys Glu His lie Glu lie lie Ala Pro Ser Pro Gin Arg Ser Arg Ser 
705 710 715 720 

Phe Ser Val Gly lie Ser Cys Asp Gin Thr Ser Ser Ser Glu Ser Gin 
725 730 735 

Phe Ser Pro Leu Glu Phe Ser Gly Met Asp His Glu Asp lie Ser Glu 
740 745 750 

Ser Val Asp Ala Ala Tyr Asn Leu Gin Asp Ser Cys Leu Thr Asp Cys 
755 760 765 

Asp Val Glu Asp Gly Thr Met Asp Gly Asn Asp Glu Gly His Ser Phe 
770 775 780 

Glu Leu Cys Pro Ser Glu Ala Ser Pro Tyr Val Arg Ser Arg Glu Arg 
785 790 795 800 

Thr Ser Ser Ser lie Val Phe Glu Asp Ser Gly Cys Asp Asn Ala Ser 
805 810 815 

Ser Lys Glu Glu Pro Lys Thr Asn Arg Leu His lie Gly Asn His Cys 
820 825 830 



Ala Asn Lys Leu Thr Val Thr Val Leu Phe 
835 840 



<210> 164 

<211> 743 

<212> PRT 
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<400> 164 

Met Gly Ser Arg Ala Gin Lys Ser Ala Gly Asn Ala Glu Leu Trp Glu 
1 5 10 15 

Pro Leu Pro Glu Gly Arg Pro Arg Pro Ala Gly Thr Ser Ser Ala Val 
20 25 30 

Ser Ala Trp Ala Ser Leu Lys Leu Cys Leu Arg Gly Gly Ser Gly Arg 
35 40 45 

Arg Gin Arg Leu Gly Gly Gly Arg Met Gin Pro Glu Glu Gly His Arg 
50 55 60 

Leu Ala Ala Gly Ala Ala Val Arg Gly Ala Ala Ala Thr Val Leu Leu 
65 70 75 80 

Arg Leu Arg Asp Asp Leu Asn Val Thr Arg Leu Ser His Phe Glu Tyr 
85 90 95 

Val Lys Asn Glu Asp Leu Glu Lys lie Gly Met Gly Arg Pro Gly Gin 
100 105 110 

Arg Arg Leu Trp Glu Ala Val Lys Arg Arg Lys Ala Leu Cys Lys Arg 
115 120 125 

Lys Ser Trp Met Asn Lys Val Phe Ser Gly Lys Arg Leu Glu Ala Glu 
130 135 140 

Phe Pro Pro His His Ser Gin Ser Thr Phe Arg Lys Thr Ser Pro Ala 
145 150 155 160 

Pro Gly Gly Pro Ala Gly Glu Gly Pro Leu Gin Ser Leu Thr Cys Leu 
165 170 175 

lie Gly Glu Lys Asp Leu Arg Leu Leu Glu Lys Leu Gly Asp Gly Ser 
180 185 190 

Phe Gly Val Val Arg Arg Gly Glu Trp Asp Ala Pro Ser Gly Lys Thr 
195 200 205 

Val Ser Pro Pro Gin Pro Ala Phe Phe Thr Gin Lys Pro Thr Tyr Asp 
210 215 220 

Pro Val Ser Glu Asp Gin Asp Pro Leu Ser Ser Asp Phe Lys Arg Leu 
225 230 235 240 

Gly Leu Arg Lys Pro Gly Leu Pro Arg Gly Leu Trp Leu Ala Lys Pro 
245 250 255 



Ser Ala Arg Val Pro Gly Thr Lys Ala Ser Arg Gly Ser Gly Ala Glu 
260 265 270 



Val Thr Leu lie Asp Phe Gly Glu Glu Pro Val Val Pro Ala Leu Arg 
275 280 285 



Pro Cys Ala Pro Ser Leu Ala Gin Leu Ala Met Asp Ala Cys Ser Leu 
290 295 300 

Leu Asp Glu Thr Pro Pro Gin Ser Pro Thr Arg Ala Leu Pro Arg Pro 
305 310. 315 320 

Leu His Pro Thr Pro Val Val Asp Trp Asp Ala Arg Pro Leu Pro Pro 
325 330 335 

Pro Pro Ala Tyr Asp Asp Val Ala Gin Asp Glu Asp Asp Phe Glu lie 
340 345 350 

Cys Ser lie Asn Ser Thr Leu Val Gly Ala Gly Val Pro Ala Gly Pro 
355 360 365 

Ser Gin Gly Gin Thr Asn Tyr Ala Phe Val Pro Glu Gin Ala Arg Pro 
370 375 380 

Pro Pro Pro Leu Glu Asp Asn Leu Phe Leu Pro Pro Gin Gly Gly Gly 
385 390 395 400 

Lys Pro Pro Ser Ser Ala Gin Thr Ala Glu lie Phe Gin Ala Leu Gin 
405 410 415 

Gin Glu Cys Met Arg Gin Leu Gin Ala Pro Ala Gly Ser Pro Ala Pro 
420 425 430 

Ser Pro Ser Pro Gly Gly Asp Asp Lys Pro Gin Val Pro Pro Arg Val 
435 440 445 

Pro lie Pro Pro Arg Pro Thr Arg Pro His Val Gin Leu Ser Pro Ala 
450 455 460 

Pro Pro Gly Glu Glu Glu Thr Ser Gin Trp Pro Gly Pro Ala Ser Pro 
465 470 475 480 

Pro Arg Val Pro Pro Arg Glu Pro Leu Ser Pro Gin Gly Ser Arg Thr 
485 490 495 

Pro Ser Pro Leu Val Pro Pro Gly Ser Ser Pro Leu Pro Pro Arg Leu 
500 505 510 

Ser Ser Ser Pro Gly Lys Thr Met Pro Thr Thr Gin Ser Phe Ala Ser 
515 520 525 

Asp Pro Lys Tyr Ala Thr Pro Gin Val lie Gin Ala Pro Gly Pro Arg 
530 535 540 

Ala Gly Pro Cys lie Leu Pro lie Val Arg Asp Gly Lys Lys Val Ser 
545 550 555 560 



Ser Thr His Tyr Tyr Leu Leu Pro Glu Arg Pro Ser Tyr Leu Glu Arg 
565 570 575 



Tyr Gin Arg Phe Leu Arg Glu Ala Gin Ser Pro Glu Glu Pro Thr Pro 
580 585 590 



Leu Pro Val Pro Leu Leu Leu Pro Pro Pro Ser Thr Pro Ala Pro Ala 
595 600 605 

Ala Pro Thr Ala Thr Val Arg Pro Met Pro Gin Ala Ala Leu Asp Pro 
610 615 620 

Lys Ala Asn Phe Ser Thr Asn Asn Ser Asn Pro Gly Ala Arg Pro Pro 
625 630 635 640 

Pro Pro Arg Ala Thr Ala Arg Leu Pro Gin Arg Gly Cys Pro Gly Asp 
645 650 655 

Gly Pro Glu Ala Gly Arg Pro Ala Asp Lys lie Gin Met Ala Met Val 
660 665 670 

His Gly Val Thr Thr Glu Glu Cys Gin Ala Ala Leu Gin Cys His Gly 
675 680 685 

Trp Ser Val Gin Arg Ala Cys Pro Val Ser Glu Gly Gly Ala Ala Leu 
690 695 700 

Arg Ala Gly Ser Ala Ala Gin Arg Glu Cys His Lys Val Leu Glu Met 
705 710 715 720 

Phe Asp Trp Asn Leu Glu Gin Ala Gly Cys His Leu Leu Gly Ser Trp 
725 730 735 

Gly Pro Ala His His Lys Arg 
740 

<210> 165 
<211> 604 
<212> PRT 
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<400> 165 

Met Ala Ser Asn Pro Glu Arg Gly Glu lie Leu Leu Thr Glu Leu Gin 
15 10 15 

Gly Asp Ser Arg Ser Leu Pro Phe Ser Glu Asn Val Ser Ala Val Gin 
20 25 30 

Lys Leu Asp Phe Ser Asp Thr Met Val Gin Gin Lys Leu Asp Asp lie 
35 40 45 

Lys Asp Arg lie Lys Arg Glu lie Arg Lys Glu Leu Lys lie Lys Glu 
50 55 60 

Gly Ala Glu Asn Leu Arg Lys Val Thr Thr Asp Lys Lys Ser Leu Ala 
65 70 75 80 



Tyr Val Asp Asn lie Leu Lys Lys Ser Asn Lys Lys Leu Glu Glu Leu 



85 90 95 

His His Lys Leu Gin Glu Leu Asn Ala His lie Val Val Ser Asp Pro 
100 105 110 

Glu Asp lie Thr Asp Cys Pro Arg Thr Pro Asp Thr Pro Asn Asn Asp 
115 120 125 

Pro Arg Cys Ser Thr Ser Asn Asn Arg Leu Lys Ala Leu Gin Lys Gin 
130 135 140 

Leu Asp lie Glu Leu Lys Val Lys Gin Gly Ala Glu Asn Met lie Gin 
145 150 155 160 

Met Tyr Ser Asn Gly Ser Ser Lys Asp Arg Lys Leu His Gly Thr Ala 
165 170 175 

Gin Gin Leu Leu Gin Asp Ser Lys Thr Lys lie Glu Val lie Arg Met 
180 185 190 

Gin lie Leu Gin Ala Val Gin Thr Asn Glu Leu Ala Phe Asp Asn Ala 
195 200 205 

Lys Pro Val lie Ser Pro Leu Glu Leu Arg Met Glu Glu Leu Arg His 
210 215 220 

His Phe Arg lie Glu Phe Ala Val Ala Glu Gly Ala Lys Asn Val Met 
225 230 235 240 

Lys Leu Leu Gly Ser Gly Lys Val Thr Asp Arg Lys Ala Leu Ser Glu 
245 250 255 

Ala Gin Ala Arg Phe Asn Glu Ser Ser Gin Lys Leu Asp Leu Leu Lys 
260 265 270 

Tyr Ser Leu Glu Gin Arg Leu Asn Glu Val Pro Lys Asn His Pro Lys 
275 280 285 

Ser Arg lie lie lie Glu Glu Leu Ser Leu Val Ala Ala Ser Pro Thr 
290 295 300 

Leu Ser Pro Arg Gin Ser Met lie Ser Thr Gin Asn Gin Tyr Ser Thr 
305 310 315 320 

Leu Ser Lys Pro Ala Ala Leu Thr Gly Thr Leu Glu Val Arg Leu Met 
325 330 335 

Gly Cys Gin Asp lie Leu Glu Asn Val Pro Gly Arg Ser Lys Ala Thr 
340 345 350 

Ser Val Ala Leu Pro Gly Trp Ser Pro Ser Glu Thr Arg Ser Ser Phe 
355 360 365 

Met Ser Arg Thr Ser Lys Ser Lys Ser Gly Ser Ser Arg Asn Leu Leu 
370 375 380 



Lys Thr Asp Asp Leu Ser Asn Asp Val Cys Ala Val Leu Lys Leu Asp 



385 



390 



395 



400 



Asn Thr Val Val Gly Gin Thr Ser Trp Lys Pro lie Ser Asn Gin Ser 
405 410 415 

Trp Asp Gin Lys Phe Thr Leu Glu Leu Asp Arg Ser Arg Glu Leu Glu 
420 425 430 

lie Ser Val Tyr Trp Arg Asp Trp Arg Ser Leu Cys Ala Val Lys Phe 
435 440 445 

Leu Arg Leu Glu Asp Phe Leu Asp Asn Gin Arg His Gly Met Cys Leu 
450 455 460 

Tyr Leu Glu Pro Gin Gly Thr Leu Phe Ala Glu Val Thr Phe Phe Asn 
465 470 475 480 

Pro Val lie Glu Arg Arg Pro Lys Leu Gin Arg Gin Lys Lys lie Phe 
485 490 495 

Ser Lys Gin Gin Gly Lys Thr Phe Leu Arg Ala Pro Gin Met Asn lie 
500 505 510 

Asn lie Ala Thr Trp Gly Arg Leu Val Arg Arg Ala lie Pro Thr Val 
515 520 525 

Asn His Ser Gly Thr Phe Ser Pro Gin Ala Pro Val Pro Thr Thr Val 
530 535 540 

Pro Val Val Asp Val Arg lie Pro Gin Leu Ala Pro Pro Ala Arg Tyr 
545 550 555 560 

Val Ser Glu lie Leu Ser lie Ser Tyr Thr Lys Leu Leu Gly His Ser 
565 570 575 

Tyr Val Leu lie lie Ala Gly Val Leu Ser Leu Ala Phe Phe Pro Ser 
580 585 590 

Ser lie Leu Lys Val Val Phe Cys Leu Leu Lys Lys 

600 





595 
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Met Ala Ser Asn Pro Glu Arg Gly Glu lie Leu Leu Thr Glu Leu Gin 

15 10 15 

Gly Asp Ser Arg Ser Leu Pro Phe Ser Glu Asn Val Ser Ala Val Gin 

20 25 30 



Lys Leu Asp Phe Ser Asp Thr Met Val Gin Gin Lys Leu Asp Asp lie 
35 40 45 



Lys Asp Arg lie Lys Arg Glu lie Arg Lys Glu Leu Lys lie Lys Glu 
50 55 60 



Gly Ala Glu Asn Leu Arg Lys Val Thr Thr Asp Lys Lys Ser Leu Ala 
65 70 75 80 

Tyr Val Asp Asn lie Leu Lys Lys Ser Asn Lys Lys Leu Glu Glu Leu 
85 90 95 

His His Lys Leu Gin Glu Leu Asn Ala His lie Val Val Ser Asp Pro 
100 105 110 

Glu Asp lie Thr Asp Cys Pro Arg Thr Pro Asp Thr Pro Asn Asn Asp 
115 120 125 

Pro Arg Cys Ser Thr Ser Asn Asn Arg Leu Lys Ala Leu Gin Lys Gin 
130 135 140 

Leu Asp lie Glu Leu Lys Val Lys Gin Gly Ala Glu Asn Met lie Gin 
145 150 155 160 

Met Tyr Ser Asn Gly Ser Ser Lys Asp Arg Lys Leu His Gly Thr Ala 
165 170 175 

Gin Gin Leu Leu Gin Asp Ser Lys Thr Lys lie Glu Val lie Arg Met 
180 185 190 

Gin lie Leu Gin Ala Val Gin Thr Asn Glu Leu Ala Phe Asp Asn Ala 
195 200 205 

Lys Pro Val lie Ser Pro Leu Glu Leu Arg Met Glu Glu Leu Arg His 
210 215 220 

His Phe Arg He Glu Phe Ala Val Ala Glu Gly Ala Lys Asn Val Met 
225 230 235 240 

Lys Leu Leu Gly Ser Gly Lys Val Thr Asp Arg Lys Ala Leu Ser Glu 
245 250 255 

Ala Gin Ala Arg Phe Asn Glu Ser Ser Gin Lys Leu Asp Leu Leu Lys 
260 265 270 

Tyr Ser Leu Glu Gin Arg Leu Asn Glu Val Pro Lys Asn His Pro Lys 
275 280 285 

Ser Arg He He He Glu Glu Leu Ser Leu Val Ala Ala Ser Pro Thr 
290 295 300 

Leu Ser Pro Arg Gin Ser Met He Ser Thr Gin Asn Gin Tyr Ser Thr 
305 310 315 320 

Leu Ser Lys Pro Ala Ala Leu Thr Gly Thr Leu Glu Val Arg Leu Met 
325 330 335 



Gly Cys Gin Asp He Leu Glu Asn Val Pro Gly Arg Ser Lys Ala Thr 
340 345 350 



Ser Val Ala Leu Pro Gly Trp Ser Pro Ser Glu Thr Arg Ser Ser Phe 
355 360 365 



Met Ser Arg Thr Ser Lys Ser Lys Ser Gly Ser Ser Arg Asn Leu Leu 
370 375 380 

Lys Thr Asp Asp Leu Ser Asn Asp Val Cys Ala Val Leu Lys Leu Asp 
385 390 395 400 

Asn Thr Val Val Gly Gin Thr Ser Trp Lys Pro lie Ser Asn Gin Ser 
405 410 415 

Trp Asp Gin Lys Phe Thr Leu Glu Leu Asp Arg Ser Arg Glu Leu Glu 
420 425 430 

lie Ser Val Tyr Trp Arg Asp Trp Arg Ser Leu Cys Ala Val Lys Phe 
435 440 445 

Leu Arg Leu Glu Asp Phe Leu Asp Asn Gin Arg His Gly Met Cys Leu 
450 455 460 

Tyr Leu Glu Pro Gin Gly Thr Leu Phe Ala Glu Val Thr Phe Phe Asn 
465 470 475 480 

Pro Val lie Glu Arg Arg Pro Lys Leu Gin Arg Gin Lys Lys lie Phe 
485 490 495 

Ser Lys Gin Gin Gly Lys Thr Phe Leu Arg Ala Pro Gin Met Asn lie 
500 505 510 

Asn lie Ala Thr Trp Gly Arg Leu Val Arg Arg Ala lie Pro Thr Val 
515 520 525 

Asn His Ser Gly Thr Phe Ser Pro Gin Ala Pro Val Pro Thr Thr Val 
530 535 540 

Pro Val Val Asp Val Arg lie Pro Gin Leu Ala Pro Pro Ala Ser Asp 
545 550 555 560 

Ser Thr Val Thr Lys Leu Asp Phe Asp Leu Glu Pro Glu Pro Pro Pro 
565 570 575 

Ala Pro Pro Arg Ala Ser Ser Leu Gly Glu lie Asp Glu Ser Ser Glu 
580 585 590 

Leu Arg Val Leu Asp lie Pro Gly Gin Ala Ser His Phe Lys Pro Cys 
595 600 605 

lie lie Pro Leu His 
610 

<210> 167 

<211> 133 

<212> PRT 
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Met Val Ser Ser Gin Lys Leu Glu Lys Pro lie Glu Met Gly Ser Ser 
15 10 15 



Glu Pro Leu Pro lie Ala Asp Gly Asp Arg Arg Arg Lys Lys Lys Arg 
20 25 30 

Arg Gly Arg Ala Thr Asp Ser Leu Pro Gly Lys Phe Glu Asp Met Tyr 
35 40 45 

Lys Leu Thr Ser Glu Leu Leu Gly Glu Gly Ala Tyr Ala Lys Val Gin 
50 55 60 

Gly Ala Val Ser Leu Gin Asn Gly Lys Glu Tyr Ala Val Lys lie lie 
65 70 75 80 

Glu Lys Gin Ala Gly His Ser Arg Ser Arg Val Phe Arg Glu Val Glu 
85 90 95 

Thr Leu Tyr Gin Cys Gin Gly Asn Lys Asn lie Leu Glu Leu lie Glu 
100 105 110 

Phe Phe Glu Asp Asp Thr Arg Phe Tyr Leu Val Phe Glu Lys Leu Gin 
115 120 125 

Gly Gly Thr Tyr Arg 
130 

<210> 168 

<211> 153 

<212> PRT 
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<400> 168 

Met Leu Gin Val Gly Val Leu Arg Asp Arg Ser Pro Ala Gly Ala Ser 
15 10 15 

Glu Gly Phe His Val Arg Gly Arg Trp Arg Thr Glu Asp Cys His Leu 
20 25 30 

Arg Thr Lys Ala lie Glu Thr Leu Arg Val Ala Gly Arg His Gin Leu 
35 40 45 

Pro Asp Arg Ser Phe lie Ser Phe Gly lie Ser Ser Leu Gin Met Val 
50 55 60 

Ser Ser Gin Lys Leu Glu Lys Pro lie Glu Met Gly Ser Ser Glu Pro 
65 70 75 80 

Leu Pro lie Ala Asp Gly Asp Arg Arg Arg Lys Lys Lys Arg Arg Gly 
85 90 95 

Arg Ala Thr Asp Ser Leu Pro Gly Lys Phe Glu Asp Met Tyr Lys Leu 
100 105 110 



Thr Ser Glu Leu Leu Gly Glu Gly Ala Tyr Ala Lys Val Gin Gly Ala 



115 



120 



125 



Val Ser Leu Gin Asn Gly Lys Glu Tyr Ala Val Lys Val Ser Val Ser 
130 135 140 

Ala Glu Cys Gin Ala Leu Leu Cys Lys 
145 150 

<210> 169 

<211> 231 

<212> PRT 
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<400> 169 

Met Gly Ser Gly Met Lys Leu Asn Asn Ser Cys Thr Pro lie Thr Thr 
15 10 15 

Pro Glu Leu Thr Thr Pro Cys Gly Ser Ala Glu Tyr Met Ala Pro Glu 
20 25 30 

Val Val Glu Val Phe Thr Asp Gin Ala Thr Phe Tyr Asp Lys Arg Cys 
35 40 45 

Asp Leu Trp Ser Leu Gly Val Val Leu Tyr lie Met Leu Ser Gly Tyr 
50 55 60 

Pro Pro Phe Val Gly His Cys Gly Ala Asp Cys Gly Trp Asp Arg Gly 
65 70 75 80 

Glu Val Cys Arg Val Cys Gin Asn Lys Leu Phe Glu Ser lie Gin Glu 
85 90 95 

Gly Lys Tyr Glu Phe Pro Asp Lys Asp Trp Ala His lie Ser Ser Glu 
100 105 110 

Ala Lys Asp Leu lie Ser Lys Leu Leu Val Arg Asp Ala Lys Gin Arg 
115 120 125 

Leu Ser Ala Ala Gin Val Leu Gin His Pro Trp Val Gin Gly Gin Ala 
130 135 140 

Pro Glu Lys Gly Leu Pro Thr Pro Gin Val Leu Gin Arg Asn Ser Ser 
145 150 155 160 

Thr Met Asp Leu Thr Leu Phe Ala Ala Glu Ala lie Ala Leu Asn Arg 
165 170 175 

Gin Leu Ser Gin His Glu Glu Asn Glu Leu Ala Glu Glu Pro Glu Ala 
180 185 190 

Leu Ala Asp Gly Leu Cys Ser Met Lys Leu Ser Pro Pro Cys Lys Ser 
195 200 205 



Arg Leu Ala Arg Arg Arg Ala Leu Ala Gin Ala Gly Arg Gly Glu Asp 
210 215 220 



Arg Ser Pro Pro Thr Ala Leu 
225 230 
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Met Arg Lys Gly 
1 

Lys Asp Asp Pro 
20 

Gly Ser Phe Gly 
35 

Val Val Ala He 
50 

Lys Trp Gin Asp 
65 

His Pro Asn Thr 



Ala Trp Leu Val 
100 

Glu Val His Lys 
115 

His Gly Ala Leu 
130 



Val Leu Lys Asp 
5 

Glu Glu Leu Phe 



Ala Val Tyr Phe 
40 

Lys Lys Met Ser 
55 

He Leu Lys Glu 
70 

He Glu Tyr Lys 
85 

Met Glu Tyr Cys 



Lys Pro Leu Gin 
120 

His Gly Leu Ala 
135 



Pro Glu He Ala 
10 

He Gly Leu His 
25 

Ala Thr Asn Ala 



Tyr Ser Gly Lys 
60 

Val Lys Phe Leu 
75 

Gly Cys Tyr Leu 
90 

Leu Gly Ser Ala 
105 

Glu Val Glu He 



Tyr Leu His Ser 
140 



Asp Leu Phe Tyr 
15 

Glu He Gly His 
30 

His Thr Ser Glu 
45 

Gin Thr His Glu 



Arg Gin Leu Lys 
80 

Lys Glu His Thr 
95 

Ser Asp Leu Leu 
110 

Ala Ala He Thr 
125 

His Ala Leu He 



His Arg 
145 
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Met Met Glu Glu Leu His Ser Leu Asp Pro Arg Arg Gin Glu Leu Leu 
1 5 10 15 

Glu Ala Arg Phe Thr Gly Val Gly Val Ser Lys Gly Pro Leu Asn Ser 
20 25 30 



Glu Ser Ser Asn Gin Ser Leu Cys Ser Val Gly Ser Leu Ser Asp Lys 
35 40 45 

Glu Val Glu Thr Pro Glu Lys Lys Gin Asn Asp Gin Arg Asn Arg Lys 



50 55 60 

Arg Lys Ala Glu Pro Tyr Glu Thr Ser Gin Gly Lys Gly Thr Pro Arg 
65 70 75 80 

Gly His Lys lie Ser Asp Tyr Phe Glu Thr Ala Pro Leu Trp Phe Arg 
85 90 95 

Trp Gin Cys Cys Lys Gly Gly Asn Arg Gly Ala Val Cys Ser Ala Asn 
100 105 110 

Pro His Val Ser Asp Ala Ser Lys Thr Ser Ala 
115 120 

<210> 172 
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Met Val Gly lie Lys Glu Arg Pro Ser Ser Asn Leu Pro Cys Pro Pro 
15 10 15 

Leu Pro Pro Gin Thr Gin Ala Cys Pro Pro Leu Ser Trp Pro Gin Arg 
20 25 30 

Leu Asp lie Leu Leu Gly Thr Ala Arg Ala lie Gin Phe Leu His Gin 
35 40 45 

Asp Ser Pro Ser Leu lie His Gly Asp lie Lys Ser Ser Asn Val Leu 
50 55 60 

Leu Asp Glu Arg Leu Thr Pro Lys Leu Gly Asp Phe Gly Leu Ala Arg 
65 70 75 80 

Phe Ser Arg Phe Ala Gly Ser Ser Pro Ser Gin Ser Ser Met Val Ala 
85 90 95 

Arg Thr Gin Thr Val Arg Gly Thr Leu Ala Tyr Leu Pro Glu Glu Tyr 
100 105 110 

lie Lys Thr Gly Arg Leu Ala Val Asp Thr Asp Thr Phe Ser Phe Gly 
115 120 125 

Val Val Val Leu Glu Thr Leu Ala Gly Gin Arg Ala Val Lys Thr His 
130 135 140 

Gly Ala Arg Thr Lys Tyr Leu Lys Asp Leu Val Glu Glu Glu Ala Glu 
145 150 155 160 

Glu Ala Gly Val Ala Leu Arg Ser Thr Gin Ser Thr Leu Gin Ala Gly 
165 170 175 



Leu Ala Ala Asp Ala Trp Ala Ala Pro lie Ala Met Gin lie Tyr Lys 
180 185 190 



Lys His Leu Asp Pro Arg Pro Gly Pro Cys His Leu Ser Trp Ala Trp 
195 200 205 



Ala Trp Ala Ser Trp 
210 

Arg Pro Pro Met Thr 
225 

Val Val Ala Gly Val 
245 

Phe Pro Gin Glu Asn 
260 

Gly Ala Ala Pro Trp 
275 

Gin Ala Ala Glu Gin 
290 

Asp Glu Ser Leu Gly 
305 

Thr Pro Ser Cys Pro 
325 

Pro Gin Gly Asp Thr 
340 

Ser Arg Pro Thr Ala 
355 

Ser Ser Ser Glu Pro 
370 

Met Val Gin Lys Leu 
385 

Gin Leu Leu Ser Ser 
405 

Arg Gin Gly Pro Lys 
420 

Trp Ala Asp Pro Pro 
435 

Ser His Gly Ala Arg 
450 

Ala His Ala Arg Trp 
465 



Pro Ala Ala Ala Cys Thr 
215 

Gin Val Tyr Glu Arg Leu 
230 235 

Pro Gly His Leu Glu Ala 
250 

Ser Tyr Val Ser Ser Thr 
265 

Gin Pro Leu Ala Ala Pro 
280 

Leu Gin Arg Gly Pro Asn 
295 

Gly Leu Ser Ala Ala Leu 
310 315 

Leu Asp Pro Ala Pro Leu 
330 

Ala Gly Glu Ser Ser Trp 
345 

Val Glu Gly Leu Ala Leu 
360 

Pro Gin lie lie lie Asn 
375 

Ala Leu Tyr Glu Asp Gly 
390 395 

Ser Ser Leu Pro Gly Leu 
410 

Lys Val Met Asn Phe Arg 
425 

Asn Pro Glu Val Lys Val 
440 

Val Leu Ser Thr Leu Pro 
455 

Gly Glu Lys Glu Val Ala 
470 475 



Ala Gly Pro Lys Gly 
220 

Glu Lys Leu Gin Ala 
240 

Ala Ser Cys lie Pro 
255 

Gly Arg Ala His Ser 
270 

Ser Gly Ala Ser Ala 
285 

Gin Pro Val Glu Ser 
300 

Arg Ser Trp His Leu 
320 

Arg Glu Ala Gly Cys 
335 

Gly Ser Gly Pro Gly 
350 

Gly Ser Ser Ala Ser 
365 

Pro Ala Arg Gin Lys 
380 

Ala Leu Asp Ser Leu 
400 

Gly Leu Glu Gin Asp 
415 

Ala Asp Val Phe Thr 
430 

Leu Met Val Arg Ser 
445 

Ala Val Gly Val Gly 
460 

Leu Leu Phe 
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<400> 173 

Met Ala Gly Gly Pro Gly Pro Gly Glu Pro Ala Ala Pro Gly Ala Gin 
15 10 15 

His Phe Leu Tyr Glu Val Pro Pro Trp Val Met Cys Arg Phe Tyr Lys 
20 25 30 

Val Met Asp Ala Leu Glu Pro Ala Asp Trp Cys Gin Phe Ala Ala Leu 
35 40 45 

lie Val Arg Asp Gin Thr Glu Leu Arg Leu Cys Glu Arg Ser Gly Gin 
50 55 60 

Arg Thr Ala Ser Val Leu Trp Pro Trp lie Asn Arg Asn Ala Arg Val 
65 70 75 80 

Ala Asp Leu Val His lie Leu Thr His Leu Gin Leu Leu Arg Ala Arg 
85 90 95 

Asp lie lie Thr Ala Trp His Pro Pro Ala Pro Leu Pro Ser Pro Gly 
100 105 110 

Thr Thr Ala Pro Arg Pro Ser Ser lie Pro Ala Pro Ala Glu Ala Glu 
115 120 125 

Ala Trp Ser Pro Arg Lys Leu Pro Ser Ser Ala Ser Thr Phe Leu Ser 
130 135 140 

Pro Ala Phe Pro Gly Ser Gin Thr His Ser Gly Pro Glu Leu Gly Leu 
145 150 155 160 

Val Pro Ser Pro Ala Ser Leu Trp Pro Pro Pro Pro Ser Pro Ala Pro 
165 170 175 

Ser Ser Thr Lys Pro Gly Pro Glu Ser Ser Val Ser Leu Leu Gin Gly 
180 185 190 

Ala Arg Pro Ser Pro Phe Cys Trp Pro Leu Cys Glu lie Ser Arg Gly 
195 200 205 

Thr His Asn Phe Ser Glu Glu Leu Lys lie Gly Glu Gly Gly Phe Gly 
210 215 220 

Cys Val Tyr Arg Ala Val Met Arg Asn Thr Val Tyr Ala Val Lys Arg 
225 230 235 240 

Leu Lys Glu Asn Ala Asp Leu Glu Trp Thr Ala Val Lys Gin Ser Phe 
245 250 255 

Leu Thr Glu Val Glu Gin Leu Ser Arg Phe Arg His Pro Asn lie Val 
260 265 270 



Asp Phe Ala Gly Tyr Cys Ala Gin Asn Gly Phe Tyr Cys Leu Val Tyr 
275 280 285 



Gly Phe Leu Pro Asn Gly Ser Leu Glu Asp Arg Leu His Cys Gin Thr 
290 295 300 



Gin Ala Cys Pro Pro Leu Ser Trp Pro Gin Arg Leu Asp lie Leu Leu 
305 310 315 320 

Gly Thr Ala Arg Ala Ser Gin Val Ser Cys Asn Arg Val Ser Ser Cys 
325 330 335 

Val Ser Lys Ser Ser Pro Gly Leu 
340 

<210> 174 
<211> 336 
<212> PRT 
<213> Homo sapiens 

<400> 174 

Met Phe Thr Glu Glu Asp Val Lys Phe Tyr Leu Ala Glu Leu Ala Leu 
15 10 15 

Ala Leu Asp His Leu His Ser Leu Gly lie lie Tyr Arg Asp Leu Lys 
20 25 30 

Pro Glu Asn lie Leu Leu Asp Glu Glu Gly His lie Lys Leu Thr Asp 
35 40 45 

Phe Gly Leu Ser Lys Glu Ser lie Asp His Glu Lys Lys Ala Tyr Ser 
50 55 60 

Phe Cys Gly Thr Val Glu Tyr Met Ala Pro Glu Val Val Asn Arg Arg 
65 70 75 80 

Gly His Thr Gin Ser Ala Asp Trp Trp Ser Phe Gly Val Leu Met Phe 
85 90 95 

Glu Met Leu Thr Gly Thr Leu Pro Phe Gin Gly Lys Asp Arg Lys Glu 
100 105 110 

Thr Met Thr Met lie Leu Lys Ala Lys Leu Gly Met Pro Gin Phe Leu 
115 120 125 

Ser Pro Glu Ala Gin Ser Leu Leu Arg Met Leu Phe Lys Arg Asn Pro 
130 135 140 

Ala Asn Arg Leu Gly Ala Gly Pro Asp Gly Val Glu Glu lie Lys Arg 
145 150 155 160 

His Ser Phe Phe Ser Thr lie Asp Trp Asn Lys Leu Tyr Arg Arg Glu 
165 170 175 

lie His Pro Pro Phe Lys Pro Ala Thr Gly Arg Pro Glu Asp Thr Phe 
180 185 190 



Tyr Phe Asp Pro Glu Phe Thr Ala Lys Thr Pro Lys Asp Ser Pro Gly 



195 



200 



205 



lie Pro Pro Ser Ala Asn Ala His Gin Leu Phe Arg Gly Phe Ser Phe 
210 215 220 

Val Ala lie Thr Ser Asp Asp Glu Ser Gin Ala Met Gin Thr Val Gly 
225 230 235 240 

Val His Ser He Val Gin Gin Leu His Arg Asn Ser He Gin Phe Thr 
245 250 255 

Asp Gly Tyr Glu Val Lys Glu Asp He Gly Val Gly Ser Tyr Ser Val 
260 265 270 

Cys Lys Arg Cys lie His Lys Ala Thr Asn Met Glu Phe Ala Val Lys 
275 280 285 

Val Asn Phe Phe Tyr Leu Lys Cys Asn Ser Tyr Ser Ser Cys Ser Cys 
290 295 300 

Met Ser Val Pro Val Lys Asn Tyr Thr Pro Leu Val Val Lys Ser Ala 
305 310 315 320 

Phe Cys Tyr Lys Lys Val Lys Tyr Leu Ala Ser Asp Leu Gin Arg Ser 
325 330 335 

<210> 175 
<211> 198 
<212> PRT 
<213> Homo sapiens 

<400> 175 

Met Pro Leu Ala Gin Leu Ala Asp Pro Trp Gin Lys Met Ala Val Glu 
15 10 15 

Ser Pro Ser Asp Ser Ala Glu Asn Gly Gin Gin He Met Asp Glu Pro 
20 25 30 

Met Gly Glu Glu Glu He Asn Pro Gin Thr Glu Glu Val Ser He Lys 
35 40 45 

Glu He Ala He Thr His His Val Lys Glu Gly His Glu Lys Ala Asp 
50 55 60 

Pro Ser Gin Phe Glu Leu Leu Lys Val Leu Gly Gin Gly Ser Phe Gly 
65 70 75 80 

Lys Val Phe Leu Val Lys Lys He Ser Gly Ser Asp Ala Arg Gin Leu 
85 90 95 

Tyr Ala Met Lys Val Leu Lys Lys Ala Thr Leu Lys Val Arg Asp Arg 
100 105 110 



Val Arg Thr Lys Met Glu Arg Asp He Leu Val Glu Val Asn His Pro 
115 120 125 



Phe lie Val Lys Leu His Tyr Ala Phe Gin Thr Glu Gly Lys Leu Tyr 
130 135 140 



Leu lie Leu Asp Phe Leu Arg Gly Gly Asp Leu Phe Thr Arg Leu Ser 
145 150 155 160 

Lys Glu Val Met Phe Thr Glu Glu Asp Val Lys Phe Tyr Leu Ala Glu 
165 170 175 

Leu Ala Leu Ala Leu Asp His Leu His Ser Leu Gly lie lie Tyr Arg 
180 185 190 

Asp Leu Lys Pro Glu Lys 
195 

<210> 176 

<211> 489 

<212> PRT 

<213> Homo sapiens 

<400> 176 

Met Ser Thr Glu Ala Asp Glu Gly lie Thr Phe Ser Val Pro Pro Phe 
15 10 15 

Ala Pro Ser Gly Phe Cys Thr lie Pro Glu Gly Gly lie Cys Arg Arg 
20 25 30 

Gly Gly Ala Ala Ala Val Gly Glu Gly Glu Glu His Gin Leu Pro Pro 
35 40 45 

Pro Pro Pro Gly Ser Phe Trp Asn Val Glu Ser Ala Ala Ala Pro Gly 
50 55 60 

lie Gly Cys Pro Ala Ala Thr Ser Ser Ser Ser Ala Thr Arg Gly Arg 
65 70 75 80 

Gly Ser Ser Val Gly Gly Gly Ser Arg Arg Thr Thr Val Ala Tyr Val 
85 90 95 

lie Asn Glu Ala Ser Gin Gly Gin Leu Val Val Ala Glu Ser Glu Ala 
100 105 110 

Leu Gin Ser Leu Arg Glu Ala Cys Glu Thr Val Gly Ala Thr Leu Glu 
115 120 125 

Thr Leu His Phe Gly Lys Leu Asp Phe Gly Glu Thr Thr Val Leu Asp 
130 135 140 

Arg Phe Tyr Asn Ala Asp lie Ala Val Val Glu Met Ser Asp Ala Phe 
145 150 155 160 

Arg Gin Pro Ser Leu Phe Tyr His Leu Gly Val Arg Glu Ser Phe Ser 
165 170 175 



Met Ala Asn Asn lie lie Leu Tyr Cys Asp Thr Asn Ser Asp Ser Leu 
180 185 190 



Gin Ser Leu Lys Glu lie lie Cys Gin Lys Asn Thr Met Cys Thr Gly 
195 200 205 



Asn Tyr Thr Phe Val Pro Tyr Met lie Thr Pro His Asn Lys Val Tyr 
210 215 220 

Cys Cys Asp Ser Ser Phe Met Lys Gly Leu Thr Glu Leu Met Gin Pro 
225 230 235 240 

Asn Phe Glu Leu Leu Leu Gly Pro lie Cys Leu Pro Leu Val Asp Arg 
245 250 255 

Phe lie Gin Leu Leu Lys Val Ala Gin Ala Ser Ser Ser Gin Tyr Phe 
260 265 270 

Arg Glu Ser lie Leu Asn Asp lie Arg Lys Ala Arg Asn Leu Tyr Thr 
275 280 285 

Gly Lys Glu Leu Ala Ala Glu Leu Ala Arg lie Arg Gin Arg Val Asp 
290 295 300 

Asn lie Glu Val Leu Thr Ala Asp lie Val lie Asn Leu Leu Leu Ser 
305 310 315 320 

Tyr Arg Asp lie Gin Asp Tyr Asp Ser lie Val Lys Leu Val Glu Thr 
325 330 335 

Leu Glu Lys Leu Pro Thr Phe Asp Leu Ala Ser His His His Val Lys 
340 345 350 

Phe His Tyr Ala Phe Ala Leu Asn Arg Arg Asn Leu Pro Gly Asp Arg 
355 360 365 

Ala Lys Ala Leu Asp lie Met lie Pro Met Val Gin Ser Glu Gly Gin 
370 375 380 

Val Ala Ser Asp Met Tyr Cys Leu Val Gly Arg lie Tyr Lys Asp Met 
385 390 395 400 

Phe Leu Asp Ser Asn Phe Thr Asp Thr Glu Ser Arg Asp His Gly Ala 
405 410 415 

Ser Trp Phe Lys Lys Ala Phe Glu Ser Glu Pro Thr Leu Gin Ser Gly 
420 425 430 

lie Asn Tyr Ala Val Leu Leu Leu Ala Ala Gly His Gin Phe Glu Ser 
435 440 445 

Ser Phe Glu Leu Arg Lys Val Gly Asn Tyr Asn Leu Asn Phe Tyr Met 
450 455 460 

Glu lie Lys Lys Leu Gly Pro Asn Leu Val Gin Arg Arg lie Ser Ala 
465 470 475 480 



Asp Ser Asp Gly Ser Pro Gly Phe Val 
485 



<210> 177 

<211> 105 

<212> PRT 

<213> Homo sapiens 

<400> 177 

Met Arg Glu Phe Glu Val Leu Lys Lys Leu Asn His Lys Asn lie Val 
15 10 15 

Lys Leu Phe Ala lie Glu Glu Glu Thr Thr Thr Arg His Lys Val Leu 
20 25 30 

lie Met Glu Phe Cys Pro Cys Gly Ser Leu Tyr Thr Val Leu Glu Glu 
35 40 45 

Pro Ser Asn Ala Tyr Gly Leu Pro Glu Ser Glu Phe Leu lie Val Leu 
50 55 60 

Arg Asp Val Val Gly Gly Met Asn His Leu Arg Glu Asn Gly lie Val 
65 70 75 80 

His Arg Asp lie Lys Pro Gly Asn lie Met Arg Ala Leu Tyr His Ser 
85 90 95 

Leu Val Asp Asp Ser Phe His Pro Pro 
100 105 

<210> 178 
<211> 413 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> - 

<222> (1) . . (413) 

<223> "XAA" can be any amino acid 



<400> 178 

Met Tyr Cys Phe 
1 

Pro Asn Lys Thr 
20 

Gin He Ala His 
35 

Leu Ala Ala Lys 
50 

He Phe Asn He 
65 



Gly Arg Lys Xaa 
5 

Cys Gin Lys Met 



Arg Cys He Cys 
40 

Ala Ser Gly Asn 
55 

Gly Ser Ala Ala 
70 



Tyr He Ser Thr 
10 

Leu He He Leu 
25 

Arg lie Leu Leu 



Cys Thr Leu Asn 
60 

Tyr Asp Ala Val 
75 



Arg Pro Cys Phe 
15 

Thr Ser Ala Leu 
30 

Gly Ser Arg Val 
45 

Ser Glu Asp Phe 



Leu Asp Arg Asn 
80 



Val Ala lie Lys Lys Leu Ser Arg Pro Phe Gin Asn Gin Thr His Ala 
85 90 95 



Lys Arg Ala Tyr Arg Glu Leu Val Leu Met Lys Cys Val Asn His Lys 
100 105 110 

Asn lie lie Ser Leu Leu Asn Val Phe Thr Pro Gin Lys Thr Leu Glu 
115 120 125 

Glu Phe Gin Asp Val Tyr Leu Val Met Glu Leu Met Asp Ala Asn Leu 
130 135 140 

Cys Gin Val lie Gin Met Glu Leu Asp His Glu Arg Met Ser Tyr Leu 
145 150 155 160 

Leu Tyr Gin Met Leu Cys Gly lie Lys His Leu His Ser Ala Gly lie 
165 170 175 

lie His Arg Asp Leu Lys Pro Ser Asn lie Val Val Lys Ser Asp Cys 
180 185 190 

Thr Leu Lys lie Leu Asp Phe Gly Leu Ala Arg Thr Ala Gly Thr Ser 
195 200 205 

Phe Met Met Thr Pro Tyr Val Val Thr Arg Tyr Tyr Arg Ala Pro Glu 
210 215 220 

Val lie Leu Gly Met Gly Tyr Lys Glu Asn Val Asp lie Trp Ser Val 
225 230 235 240 

Gly Cys lie Met Gly Glu Met Val Arg His Lys lie Leu Phe Pro Gly 
245 250 255 

Arg Asp Tyr lie Asp Gin Trp Asn Lys Val lie Glu Gin Leu Gly Thr 
260 265 270 

Pro Cys Pro Glu Phe Met Lys Lys Leu Gin Pro Thr Val Arg Asn Tyr 
275 280 285 

Val Glu Asn Arg Pro Lys Tyr Ala Gly Leu Thr Phe Pro Lys Leu Phe 
290 295 300 

Pro Asp Ser Leu Phe Pro Ala Asp Ser Glu His Asn Lys Leu Lys Ala 
305 310 315 320 

Ser Gin Ala Arg Asp Leu Leu Ser Lys Met Leu Val lie Asp Pro Ala 
325 330 335 

Lys Arg lie Ser Val Asp Asp Ala Leu Gin His Pro Tyr lie Asn Val 
340 345 350 

Trp Tyr Asp Pro Ala Glu Val Glu Ala Pro Pro Pro Gin lie Tyr Asp 
355 360 365 



Lys Gin Leu Asp Glu Arg Glu His Thr lie Glu Glu Trp Lys Glu Leu 
370 375 380 



lie Tyr Lys Glu Val Met Asn Ser Glu Glu Lys Thr Lys Asn Gly Val 
385 390 395 400 



Val Lys Gly Gin Pro Ser Pro Ser Ala Gin Val Gin Gin 
405 410 

<210> 179 
<211> 108 
<212> PRT 
<213> Homo sapiens 

<400> 179 

Met Ser Lys Ser Lys Val Asp Asn Gin Phe Tyr Ser Val Glu Val Gly 
15 10 15 

Asp Ser Thr Phe Thr Val Leu Lys Arg Tyr Gin Asn Leu Lys Pro lie 
20 25 30 

Gly Ser Gly Ala Gin Gly lie Val Cys Ala Ala Tyr Asp Ala Val Leu 
35 40 45 

Asp Arg Asn Val Ala lie Lys Lys Leu Ser Arg Pro Phe Gin Asn Gin 
50 55 60 

Thr His Ala Lys Arg Ala Tyr Arg Glu Leu Val Leu Met Lys Cys Val 
65 70 75 80 

Asn His Lys Asn Val Ser Phe Val lie Phe Lys Leu Leu Ala Val Gly 
85 90 95 

Val Cys Lys lie Gly Lys Arg Lys Cys Val Cys Thr 
100 105 

<210> 180 
<211> 336 
<212> PRT 
<213> Homo sapiens 

<400> 180 

Met Ala Met Thr Gly Ser Thr Pro Cys Ser Ser Met Ser Asn His Thr 
15 10 15 

Lys Glu Arg Val Thr Met Thr Lys Val Thr Leu Glu Asn Phe Tyr Ser 
20 25 30 

Asn Leu lie Ala Gin His Glu Glu Arg Glu Met. Arg Gin Lys Lys Leu 
35 40 45 

Glu Lys Val Met Glu Glu Glu Gly Leu Lys Asp Glu Glu Lys Arg Leu 
50 55 60 

Arg Arg Ser Ala His Ala Arg Lys Glu Thr Glu Phe Leu Arg Leu Lys 
65 70 75 80 



Arg Thr Arg Leu Gly Leu Glu Asp Phe Glu Ser Leu Lys Val lie Gly 



85 



90 



95 



Arg Gly Ala Phe Gly Glu Val Arg Leu Val Gin Lys Lys Asp Thr Gly 
100 105 110 

His Val Tyr Ala Met Lys lie Leu Arg Lys Ala Asp Met Leu Glu Lys 
115 120 125 

Glu Gin Val Gly His lie Arg Ala Glu Arg Asp He Leu Val Glu Ala 
130 135 140 

Asp Ser Leu Trp Val Val Lys Met Phe Tyr Ser Phe Gin Asp Lys Leu 
145 150 155 160 

Asn Leu Tyr Leu He Met Glu Phe Leu Pro Gly Gly Asp Met Met Thr 
165 170 175 

Leu Leu Met Lys Lys Asp Thr Leu Thr Glu Glu Glu Thr Gin Phe Tyr 
180 185 190 

He Ala Glu Thr Val Leu Ala He Asp Ser He His Gin Leu Gly Phe 
195 200 205 

He His Arg Asp He Lys Pro Asp Asn Leu Leu Leu Asp Ser Lys Gly 
210 215 220 

His Val Lys Leu Ser Asp Phe Gly Leu Cys Thr Gly Leu Lys Lys Ala 
225 230 235 240 

His Arg Thr Glu Phe Tyr Arg Asn Leu Asn His Ser Leu Pro Ser Asp 
245 250 255 

Phe Thr Phe Gin Asn Met Asn Ser Lys Arg Lys Ala Glu Thr Trp Lys 
260 265 270 

Arg Asn Arg Arg Gin Leu Ala Phe Ser Thr Val Gly Thr Pro Asp Tyr 
275 280 285 

He Ala Pro Glu Val Phe Met Gin Thr Gly Tyr Asn Lys Leu Cys Asp 
290 295 300 

Trp Trp Ser Leu Gly Val He Met Tyr Glu Met Leu He Gly Lys Leu 
305 310 315 320 

His Gly Phe Arg Gly Leu Phe Leu Cys He His Asp Arg Leu Leu His 
325 330 335 

<210> 181 
<211> 415 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> - 

<222> (1) . . (415) 

<223> "XAA " can be any amino acid 



<400> 181 



Xaa Arg His Glu Ser Ala Arg Ala Ala Arg Val Ser Gly Gly Ser Met 
15 10 15 

Leu Asp lie lie Lys Tyr lie Val Asn Arg Gly Glu His Lys Asn Gly 
20 25 30 

Val Leu Glu Glu Ala lie lie Ala Thr lie Leu Lys Glu Val Leu Glu 
35 40 45 

Gly Leu Asp Tyr Leu His Arg Asn Gly Gin lie His Arg Asp Leu Lys 
50 55 60 

Ala Gly Asn lie Leu Leu Gly Glu Asp Gly Ser Val Gin lie Ala Asp 
65 70 75 80 

Phe Gly Val Ser Ala Phe Leu Ala Thr Gly Gly Asp Val Thr Arg Asn 
85 90 95 

Lys Val Arg Lys Thr Phe Val Gly Thr Pro Cys Trp Met Ala Pro Glu 
100 105 110 

Val Met Glu Gin Val Arg Gly Tyr Asp Phe Lys Ala Asp Met Trp Ser 
115 120 125 

Phe Gly lie Thr Ala lie Glu Leu Ala Thr Gly Ala Ala Pro Tyr His 
130 135 140 

Lys Tyr Pro Pro Met Lys Val Leu Met Leu Thr Leu Gin Asn Asp Pro 
145 150 155 160 

Pro Thr Leu Glu Thr Gly Val Glu Asp Lys Glu Met Met Lys Lys Tyr 
165 170 175 

Gly Lys Ser Phe Arg Lys Leu Leu Ser Leu Cys Leu Gin Lys Asp Pro 
180 185 190 

Ser Lys Arg Pro Thr Ala Ala Glu Leu Leu Lys Cys Lys Phe Phe Gin 
195 200 205 

Lys Ala Lys Asn Arg Glu Tyr Leu lie Glu Lys Leu Leu Thr Arg Thr 
210 215 220 

Pro Asp lie Ala Gin Arg Ala Lys Lys Val Arg Arg Val Pro Gly Ser 
225 230 235 240 

Ser Gly His Leu His Lys Thr Glu Asp Gly Asp Trp Glu Trp Ser Asp 
245 250 255 

Asp Glu Met Asp Glu Lys Ser Glu Glu Gly Lys Ala Ala Phe Ser Gin 
260 265 270 



Glu Lys Ser Arg Arg Val Lys Glu Glu Asn Pro Glu lie Ala Val Ser 
275 280 285 



Ala Ser Thr He Pro Glu Gin He Gin Ser Leu Ser Val His Asp Ser 
290 295 300 



Gin Gly Pro Pro Asn Ala Asn Glu 
305 310 

Ala Val Asn Leu Val Leu Arg Leu 
325 

Asp He Arg Phe Glu Phe Thr Pro 
340 

Ser Gin Glu Leu Phe Ser Ala Gly 
355 360 

He Val Ala Ala Asn Leu Gin Lys 
370 375 



Asp Tyr Arg Glu Ala Ser Ser Cys 
315 320 

Arg Asn Ser Arg Lys Glu Leu Asn 
330 335 

Gly Arg Asp Thr Ala Asp Gly Val 
345 350 

Leu Val Asp Gly His Asp Val Val 
365 

He Val Asp Asp Pro Lys Ala Leu 
380 



Lys Thr Leu Thr Phe Lys Leu Ala Ser Gly Cys Asp Gly Ser Glu He 
385 390 395 400 

Pro Asp Glu Val Lys Leu He Gly Phe Ala Gin Leu Ser Val Ser 
405 410 415 

<210> 182 
<211> 409 
<212> PRT 
<213> Homo sapiens 

<220> 

<221> - 

<222> (1) . . (409) 

<223> "Xaa" can be any amino acid 



<400> 182 



Xaa Arg His Glu 
1 

Leu Asp He He 
20 

Val Leu Glu Glu 
35 

Gly Leu Asp Tyr 
50 

Ala Gly Asn He 
65 

Phe Gly Val Ser 



Lys Val Arg Lys 
100 



Ser Ala Arg Ala 
5 

Lys Tyr He Val 



Ala He He Ala 
40 

Leu His Arg Asn 
55 

Leu Leu Gly Glu 
70 

Ala Phe Leu Ala 
85 

Thr Phe Val Gly 



Ala Arg Val Ser 
10 

Asn Arg Gly Glu 
25 

Thr He Leu Lys 



Gly Gin He His 
60 

Asp Gly Ser Val 
75 

Thr Gly Gly Asp 
90 

Thr Pro Cys Trp 
105 



Gly Gly Ser Met 
15 

His Lys Asn Gly 
30 

Glu Val Leu Glu 
45 

Arg Asp Leu Lys 



Gin He Ala Asp 
80 

Val Thr Arg Asn 
95 

Met Ala Pro Glu 
110 



Val Met Glu Gin Val Arg Gly Tyr Asp Phe Lys Ala Asp Met Trp Ser 
115 120 125 



Phe Gly lie Thr Ala lie Glu Leu Ala Thr Gly Ala Ala Pro Tyr His 
130 135 140 

Lys Tyr Pro Pro Met Lys Val Leu Met Leu Thr Leu Gin Asn Asp Pro 
145 150 155 160 

Pro Thr Leu Glu Thr Gly Val Glu Asp Lys Glu Met Met Lys Lys Tyr 
165 170 175 

Gly Lys Ser Phe Arg Lys Leu Leu Ser Leu Cys Leu Gin Lys Asp Pro 
180 185 190 

Ser Lys Arg Pro Thr Ala Ala Glu Leu Leu Lys Cys Lys Phe Phe Gin 
195 200 205 

Lys Ala Lys Asn Arg Glu Tyr Leu lie Glu Lys Leu Leu Thr Arg Thr 
210 215 220 

Pro Asp lie Ala Gin Arg Ala Lys Lys Val Arg Arg Val Pro Gly Ser 
225 230 235 240 

Ser Gly His Leu His Lys Thr Glu Asp Gly Asp Trp Glu Trp Ser Asp 
245 250 255 

Asp Glu Met Asp Glu Lys Ser Glu Glu Gly Lys Ala Ala Phe Ser Gin 
260 265 270 

Glu Lys Ser Arg Arg Val Lys Glu Glu Asn Pro Glu lie Ala Val Ser 
275 280 285 

Ala Ser Thr lie Pro Glu Gin lie Gin Ser Leu Ser Val His Asp Ser 
290 295 300 

Gin Gly Pro Pro Asn Ala Asn Glu Asp Tyr Arg Glu Ala Ser Ser Cys 
305 310 315 320 

Ala Val Asn Leu Val Leu Arg Leu Arg Asn Ser Arg Lys Glu Leu Asn 
325 330 335 

Asp lie Arg Phe Glu Phe Thr Pro Gly Arg Asp Thr Ala Asp Gly Val 
340 345 350 

Ser Gin Glu Leu Phe Ser Ala Gly Leu Val Asp Gly His Asp Val Val 
355 360 365 

lie Val Ala Ala Asn Leu Gin Lys lie Val Asp Asp Pro Lys Ala Leu 
370 375 380 

Lys Thr Leu Thr Phe Lys Leu Asn Gin Phe Leu His Leu Glu Ala Phe 
385 390 395 400 



Asp Ser Ala Ala Leu Gly Asn Val Phe 
405 



<210> 183 

<211> 977 

<212> PRT 

<213> Homo sapiens 

<400> 183 

Met Pro Ala Arg Arg Leu Leu Leu Leu Leu Thr Leu Leu Leu Pro Gly 
15 10 15 

Leu Gly lie Phe Gly Ser Thr Ser Thr Val Thr Leu Pro Glu Thr Leu 
20 25 30 

Leu Phe Val Ser Thr Leu Asp Gly Ser Leu His Ala Val Ser Lys Arg 
35 40 45 

Thr Gly Ser lie Lys Trp Thr Leu Lys Glu Asp Pro Val Leu Gin Val 
50 55 60 

Pro Thr His Val Glu Glu Pro Ala Phe Leu Pro Asp Pro Asn Asp Gly 
65 70 75 80 

Ser Leu Tyr Thr Leu Gly Ser Lys Asn Asn Glu Gly Leu Thr Lys Leu 
85 90 95 

Pro Phe Thr lie Pro Glu Leu Val Gin Ala Ser Pro Cys Arg Ser Ser 
100 105 110 

Asp Gly lie Leu Tyr Met Gly Lys Lys Gin Asp lie Trp Tyr Val lie 
115 120 125 

Asp Leu Leu Thr Gly Glu Lys Gin Gin Thr Leu Ser Ser Ala Phe Ala 
130 135 140 

Asp Ser Leu Cys Pro Ser Thr Ser Leu Leu Tyr Leu Gly Arg Thr Glu 
145 150 155 160 

Tyr Thr lie Thr Met Tyr Asp Thr Lys Thr Arg Glu Leu Arg Trp Asn 
165 170 175 

Ala Thr Tyr Phe Asp Tyr Ala Ala Ser Leu Pro Glu Asp Glu Gly Asp 
180 185 190 

Tyr Lys Met Ser His Phe Val Ser Asn Gly Asp Gly Leu Val Val Thr 
195 200 205 

Val Asp Ser Glu Ser Gly Asp Val Leu Trp lie Gin Asn Tyr Ala Ser 
210 215 220 

Pro Val Val Ala Phe Tyr Val Trp Gin Arg Glu Gly Leu Arg Lys Val 
225 230 235 240 

Met His lie Asn Val Ala Val Glu Thr Leu Arg Tyr Leu Thr Phe Met 
245 250 255 



Ser Gly Glu Val Gly Arg lie Thr Lys Trp Lys Tyr Pro Phe Pro Lys 



260 



265 



270 



Glu Thr Glu Ala Lys Ser Lys Leu Thr Pro Thr Leu Tyr Val Gly Lys 
275 280 285 

Tyr Ser Thr Ser Leu Tyr Ala Ser Pro Ser Met Val His Glu Gly Val 
290 295 300 

Ala Val Val Pro Arg Gly Ser Thr Leu Pro Leu Leu Glu Gly Pro Gin 
305 310 315 320 

Thr Asp Gly Val Thr lie Gly Asp Lys Gly Glu Cys Val lie Thr Pro 
325 330 335 

Ser Thr Asp Val Lys Phe Asp Pro Gly Leu Lys Ser Lys Asn Lys Leu 
340 345 350 

Asn Tyr Leu Arg Asn Tyr Trp Leu Leu lie Gly His His Glu Thr Pro 
355 360 365 

Leu Ser Ala Ser Thr Lys Met Leu Glu Arg Phe Pro Asn Asn Leu Pro 
370 375 380 

Lys His Arg Glu Asn Val lie Pro Ala Asp Ser Glu Lys Lys Ser Phe 
385 390 395 400 

Glu Glu Val lie Asn Leu Val Asp Gin Thr Ser Glu Asn Ala Pro Thr 
405 410 415 

Thr Val Ser Arg Asp Val Glu Glu Lys Pro Ala His Ala Pro Ala Arg 
420 425 430 

Pro Glu Ala Pro Val Asp Ser Met Leu Lys Asp Met Ala Thr lie lie 
435 440 445 

Leu Ser Thr Phe Leu Leu lie Gly Trp Val Ala Phe lie lie Thr Tyr 
450 455 460 

Pro Leu Ser Met His Gin Gin Gin Gin Leu Gin His Gin Gin Phe Gin 
465 470 475 480 

Lys Glu Leu Glu Lys lie Gin Leu Leu Gin Gin Gin Gin Gin Gin Leu 
485 490 495 

Pro Phe His Pro Pro Gly Asp Thr Ala Gin Asp Gly Glu Leu Leu Asp 
500 505 510 

Thr Ser Gly Pro Tyr Ser Glu Ser Ser Gly Thr Ser Ser Pro Ser Thr 
515 520 525 

Ser Pro Arg Ala Ser Asn His Ser Leu Cys Ser Gly Ser Ser Ala Ser 
530 535 540 

Lys Ala Gly Ser Ser Pro Ser Leu Glu Gin Asp Asp Gly Asp Glu Glu 
545 550 555 560 



Thr Ser Val Val lie Val Gly Lys lie Ser Phe Cys Pro Lys Asp Val 



565 570 575 

Leu Gly His Gly Ala Glu Gly Thr lie Val Tyr Arg Gly Met Phe Asp 
580 585 590 

Asn Arg Asp Val Ala Val Lys Arg lie Leu Pro Glu Cys Phe Ser Phe 
595 600 605 

Ala Asp Arg Glu Val Gin Leu Leu Arg Glu Ser Asp Glu His Pro Asn 
610 615 620 

Val lie Arg Tyr Phe Cys Thr Glu Lys Asp Arg Gin Phe Gin Tyr lie 
625 630 635 640 

Ala lie Glu Leu Cys Ala Ala Thr Leu Gin Glu Tyr Val Glu Gin Lys 
645 650 655 

Asp Phe Ala His Leu Gly Leu Glu Pro lie Thr Leu Leu Gin Gin Thr 
660 665 670 

Thr Ser Gly Leu Ala His Leu His Ser Leu Asn lie Val His Arg Asp 
675 680 685 

Leu Lys Pro His Asn lie Leu lie Ser Met Pro Asn Ala His Gly Lys 
690 695 700 

lie Lys Ala Met lie Ser Asp Phe Gly Leu Cys Lys Lys Leu Ala Val 
705 710' 715 720 

Gly Arg His Ser Phe Ser Arg Arg Ser Gly Val Pro Gly Thr Glu Gly 
725 730 735 

Trp lie Ala Pro Glu Met Leu Ser Glu Asp Cys Lys Glu Asn Pro Thr 
740 745 750 

Tyr Thr Val Asp lie Phe Ser Ala Gly Cys Val Phe Tyr Tyr Val Val 
755 760 765 

Ser Glu Gly Ser His Pro Phe Gly Lys Ser Leu Gin Arg Gin Ala Asn 
770 775 780 

lie Leu Leu Gly Ala Cys Ser Leu Asp Cys Leu His Pro Glu Lys His 
785 790 795 800 

Glu Asp Val lie Ala Arg Glu Leu lie Glu Lys Met lie Ala Met Asp 
805 810 815 

Pro Gin Lys Arg Pro Ser Ala Asn Asp Val Leu Lys His Pro Phe Phe 
820 825 830 

Trp Ser Leu Glu Lys Gin Leu Gin Phe Phe Gin Asp Val Ser Asp Arg 
835 840 845 

lie Glu Lys Glu Ser Leu Asp Gly Pro lie Val Lys Gin Leu Glu Arg 
850 855 860 



Gly Gly Arg Ala Val Val Lys Met Asp Trp Arg Glu Asn lie Thr Asp 



865 

Pro Leu Gin Thr 



Val Arg Asp Leu 
900 

Glu Leu Pro Ala 
915 

Phe Val Cys Tyr 
930 

Tyr Arg Ala Met 
945 

Tyr Phe His Glu 



870 

Asp Leu Arg Lys 
885 

Leu Arg Ala Met 



Glu Val Arg Glu 
920 

Phe Thr Ser Arg 
935 

Glu Leu Cys Ser 
950 

Pro Pro Glu Pro 
965 



875 

Phe Arg Thr Tyr 
890 

Arg Asn Lys Lys 
905 

Thr Leu Gly Thr 



Phe Pro His Leu 
94 0 

His Glu Arg Leu 
955 

Gin Pro Pro Val 
970 



880 

Lys Gly Gly Ser 
895 

His His Tyr Arg 
910 

Leu Pro Asp Asp 
925 

Leu Ala His Thr 



Phe Gin Pro Tyr 
960 

Thr Pro Asp Ala 
975 



Leu 



<210> 184 

<211> 540 

<212> PRT 

<213> Homo sapiens 

<400> 184 

Met Asn Gly Glu Ala lie Cys Ser Ala Leu Pro Thr lie Pro Tyr His 
15 10 15 

Lys Leu Ala Asp Leu Arg Tyr Leu Ser Arg Gly Ala Ser Gly Thr Val 
20 25 30 

Ser Ser Ala Arg His Ala Asp Trp Arg Val Gin Val Ala Val Lys His 
35 40 45 

Leu His lie His Thr Pro Leu Leu Asp Ser Glu Arg Lys Asp Val Leu 
50 55 60 

Arg Glu Ala Glu lie Leu His Lys Ala Arg Phe Ser Tyr lie Leu Pro 
65 70 75 80 

lie Leu Gly lie Cys Asn Glu Pro Glu Phe Leu Gly lie Val Thr Glu 
85 90 95 

Tyr Met Pro Asn Gly Ser Leu Asn Glu Leu Leu His Arg Lys Thr Glu 
100 105 110 

Tyr Pro Asp Val Ala Trp Pro Leu Arg Phe Arg lie Leu His Glu lie 
115 120 125 



Ala Leu Gly Val Asn Tyr Leu His Asn Met Thr Pro Pro Leu Leu His 
130 135 140 



His Asp Leu Lys Thr Gin Asn lie Leu Leu Asp Asn Glu Phe His Val 
145 150 155 160 



Lys lie Ala Asp Phe Gly Leu Ser 
165 

Gin Ser Arg Ser Ser Lys Ser Ala 
180 

Met Pro Pro Glu Asn Tyr Glu Pro 
195 200 

Lys His Asp lie Tyr Ser Tyr Ala 
210 215 



Lys Trp Arg Met Met Ser Leu Ser 
170 175 

Pro Glu Gly Gly Thr lie lie Tyr 
185 190 

Gly Gin Lys Ser Arg Ala Ser lie 
205 

Val lie Thr Trp Glu Val Leu Ser 
220 



Arg Lys Gin Pro Phe Glu Asp Val Thr Asn Pro Leu Gin lie Met Tyr 
225 230 235 240 

Ser Val Ser Gin Gly His Arg Pro Val lie Asn Glu Glu Ser Leu Pro 
245 250 255 

Tyr Asp lie Pro His Arg Ala Arg Met lie Ser Leu lie Glu Ser Gly 
260 265 270 

Trp Ala Gin Asn Pro Asp Glu Arg Pro Ser Phe Leu Lys Cys Leu lie 
275 280 285 

Glu Leu Glu Pro Val Leu Arg Thr Phe Glu Glu lie Thr Phe Leu Glu 
290 295 300 

Ala Val lie Gin Leu Lys Lys Thr Lys Leu Gin Ser Val Ser Ser Ala 
305 310 315 320 

lie His Leu Cys Asp Lys Lys Lys Met Glu Leu Ser Leu Asn lie Pro 
325 330 335 

Val Asn His Gly Pro Gin Glu Glu Ser Cys Gly Ser Ser Gin Leu His 
340 345 350 

Glu Asn Ser Gly Ser Pro Glu Thr Ser Arg Ser Leu Pro Ala Pro Gin 
355 360 365 

Asp Asn Asp Phe Leu Ser Arg Lys Ala Gin Asp Cys Tyr Phe Met Lys 
370 375 380 

Leu His His Cys Pro Gly Asn His Ser Trp Asp Ser Thr lie Ser Gly 
385 390 395 400 

Ser Gin Arg Ala Ala Phe Cys Asp His Lys Thr Thr Pro Cys Ser Ser 
405 410 415 

Ala lie lie Asn Pro Leu Ser Thr Ala Gly Asn Ser Glu Arg Leu Gin 
420 425 430 



Pro Gly lie Ala Gin Gin Trp lie Gin Ser Lys Arg Glu Asp lie Val 
435 440 445 



Asn Gin Met Thr Glu Ala Cys Leu Asn Gin Ser Leu Asp Ala Leu Leu 
450 455 460 



Ser Arg Asp Leu lie Met Lys Glu Asp Tyr Glu Leu Val Ser Thr Lys 
465 470 475 480 

Pro Thr Arg Thr Ser Lys Val Arg Gin Leu Leu Asp Thr Thr Asp lie 
485 490 495 

Gin Gly Glu Glu Phe Ala Lys Val lie Val Gin Lys Leu Lys Asp Asn 
500 505 510 

Lys Gin Met Gly Leu Gin Pro Tyr Pro Glu lie Leu Val Val Ser Arg 
515 520 525 

Ser Pro Ser Leu Asn Leu Leu Gin Asn Lys Ser Met 
530 535 540 

<210> 185 

<211> 689 

<212> PRT 
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<400> 185 

Met Ala Asp Leu Glu Ala Val Leu Ala Asp Val Ser Tyr Leu Met Ala 
15 10 15 

Met Glu Lys Ser Lys Ala Thr Pro Ala Ala Arg Ala Ser Lys Lys lie 
20 25 30 

Leu Leu Pro Glu Pro Ser lie Arg Ser Val Met Gin Lys Tyr Leu Glu 
35 40 45 

Asp Arg Gly Glu Val Thr Phe Glu Lys lie Phe Ser Gin Lys Leu Gly 
50 55 60 

Tyr Leu Leu Phe Arg Asp Phe Cys Leu Asn His Leu Glu Glu Ala Arg 
65 70 75 80 

Pro Leu Val Glu Phe Tyr Glu Glu lie Lys Lys Tyr Glu Lys Leu Glu 
85 90 95 

Thr Glu Glu Glu Arg Val Ala Arg Ser Arg Glu lie Phe Asp Ser Tyr 
100 105 110 

lie Met Lys Glu Leu Leu Ala Cys Ser His Pro Phe Ser Lys Ser Ala 
115 120 125 

Thr Glu His Val Gin Gly His Leu Gly Lys Lys Gin Val Pro Pro Asp 
130 135 140 

Leu Phe Gin Pro Tyr lie Glu Glu lie Cys Gin Asn Leu Arg Gly Asp 
145 150 155 160 



Val Phe Gin Lys Phe lie Glu Ser Asp Lys Phe Thr Arg Phe Cys Gin 
165 170 175 



Trp Lys Asn Val Glu Leu Asn lie His Leu Thr Met Asn Asp Phe Ser 
180 185 190 



Val His Arg lie lie Gly Arg Gly Gly Phe Gly Glu Val Tyr Gly Cys 
195 200 205 

Arg Lys Arg Asp Thr Gly Lys Met Tyr Ala Met Lys Cys Leu Asp Lys 
210 215 220 

Lys Arg lie Lys Met Lys Gin Gly Glu Thr Leu Ala Leu Asn Glu Arg 
225 230 235 240 

lie Met Leu Ser Leu Val Ser Thr Gly Asp Cys Pro Phe lie Val Cys 
245 250 255 

Met Ser Tyr Ala Phe His Thr Pro Asp Lys Leu Ser Phe lie Leu Asp 
260 265 270 

Leu Met Asn Gly Gly Asp Leu His Tyr His Leu Ser Gin His Gly Val 
275 280 285 

Phe Ser Glu Ala Asp Met Arg Phe Tyr Ala Ala Glu lie lie Leu Gly 
290 295 300 

Leu Glu His Met His Asn Arg Phe Val Val Tyr Arg Asp Leu Lys Pro 
305 310 315 320 

Ala Asn lie Leu Leu Asp Glu His Gly His Val Arg lie Ser Asp Leu 
325 330 335 

Gly Leu Ala Cys Asp Phe Ser Lys Lys Lys Pro His Ala Ser Val Gly 
340 345 350 

Thr His Gly Tyr Met Ala Pro Glu Val Leu Gin Lys Gly Val Ala Tyr 
355 360 365 

Asp Ser Ser Ala Asp Trp Phe Ser Leu Gly Cys Met Leu Phe Lys Leu 
370 375 380 

Leu Arg Gly His Ser Pro Phe Arg Gin His Lys Thr Lys Asp Lys His 
385 390 395 400 

Glu lie Asp Arg Met Thr Leu Thr Met Ala Val Glu Leu Pro Asp Ser 
405 410 415 

Phe Ser Pro Glu Leu His Ser Leu Leu Glu Gly Leu Leu Gin Arg Asp 
420 425 430 

Val Asn Arg Arg Leu Gly Cys Leu Gly Arg Gly Ala Gin Glu Val Lys 
435 440 445 

Glu Ser Pro Phe Phe Arg Ser Leu Asp Trp Gin Met Val Phe Leu Gin 
450 455 460 



Arg Tyr Pro Pro Pro Leu lie Pro Pro Arg Gly Glu Val Asn Ala Ala 
465 470 475 480 



Asp Ala Phe Asp lie Gly Ser Phe Asp Glu Glu Asp Thr Lys Gly lie 
485 490 495 



Lys Leu Leu Asp Ser Asp Gin Glu Leu Tyr Arg Asn Phe Pro Leu Thr 
500 505 510 

lie Ser Glu Arg Trp Gin Gin Glu Val Ala Glu Thr Val Phe Asp Thr 
515 520 525 

lie Asn Ala Glu Thr Asp Arg Leu Glu Ala Arg Lys Lys Ala Lys Asn 
530 535 540 

Lys Gin Leu Gly His Glu Glu Asp Tyr Ala Leu Gly Lys Asp Cys lie 
545 550 555 560 

Met His Gly Tyr Met Ser Lys Met Gly Asn Pro Phe Leu Thr Gin Trp 
565 570 575 

Gin Arg Arg Tyr Phe Tyr Leu Phe Pro Asn Arg Leu Glu Trp Arg Gly 
580 585 590 

Glu Gly Glu Ala Pro Gin Ser Leu Leu Thr Met Glu Glu lie Gin Ser 
595 600 605 

Val Glu Glu Thr Gin lie Lys Glu Arg Lys Cys Leu Leu Leu Lys lie 
610 615 ,620 

Arg Gly Gly Lys Gin Phe lie Leu Gin Cys Asp Ser Asp Pro Glu Leu 
625 630 635 640 

Val Gin Trp Lys Lys Glu Leu Arg Asp Ala Tyr Arg Glu Ala Gin Gin 
645 650 655 

Leu Val Gin Arg Val Pro Lys Met Lys Asn Lys Pro Arg Ser Pro Val 
660 665 670 

Val Glu Leu Ser Lys Val Pro Leu Val Gin Arg Gly Ser Ala Asn Gly 
675 680 685 

Leu 



<210> 186 
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<212> PRT 
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<400> 186 

Met Gly Leu Val Ser Ser Lys Lys Pro Asp Lys Glu Lys Pro lie Lys 
15 10 15 

Glu Lys Asp Lys Gly Gin Trp Ser Pro Leu Lys Val Ser Ala Gin Asp 
20 25 30 

Lys Asp Ala Pro Pro Leu Pro Pro Leu Val Val Phe Asn His Leu Thr 



35 



40 



45 



Pro Pro Pro Pro Asp Glu His Leu Asp Glu Asp Lys His Phe Val Val 



Ala Leu Tyr Asp Tyr Thr Ala Met Asn Asp Arg Asp Leu Gin Met Leu 
65 70 75 80 

Lys Gly Glu Lys Leu Gin Val Leu Lys Gly Thr Gly Asp Trp Trp Leu 
85 90 95 

Ala Arg Ser Leu Val Thr Gly Arg Glu Gly Tyr Val Pro Ser Asn Phe 
100 105 110 

Val Ala Arg Val Glu Ser Leu Glu Met Glu Arg Trp Phe Phe Arg Ser 
115 120 125 

Gin Gly Arg Lys Glu Ala Glu Arg Gin Leu Leu Ala Pro lie Asn Lys 
130 135 140 

Ala Gly Ser Phe Leu lie Arg Glu Ser Glu Thr Asn Lys Gly Ala Phe 
145 150 155 160 

Ser Leu Ser Val Lys Asp Val Thr Thr Gin Gly Glu Leu lie Lys His 
165 170 175 

Tyr Lys lie Arg Cys Leu Asp Glu Gly Gly Tyr Tyr lie Ser Pro Arg 
180 185 190 

lie Thr Phe Pro Ser Leu Gin Ala Leu Val Gin His Tyr Ser Lys Lys 
195 200 205 

Gly Asp Gly Leu Cys Gin Arg Leu Thr Leu Pro Cys Val Arg Pro Ala 
210 215 220 

Pro Gin Asn Pro Trp Ala Gin Asp Glu Trp Glu lie Pro Arg Gin Ser 
225 230 235 240 

Leu Arg Leu Val Arg Lys Leu Gly Ser Gly Gin Phe Gly Glu Val Trp 
245 250 255 

Met Gly Tyr Tyr Lys Asn Asn Met Lys Val Ala lie Lys Thr Leu Lys 
260 265 270 

Glu Gly Thr Met Ser Pro Glu Ala Phe Leu Gly Glu Ala Asn Val Met 
275 280 285 

Lys Ala Leu Gin His Glu Arg Leu Val Arg Leu Tyr Ala Val Val Thr 
290 295 300 

Lys Glu Pro lie Tyr lie Val Thr Glu Tyr Met Ala Arg Gly Cys Leu 
305 310 315 320 

Leu Asp Phe Leu Lys Thr Asp Glu Gly Ser Arg Leu Ser Leu Pro Arg 



50 



55 



60 



325 



330 



335 



Leu lie Asp Met Ser Ala Gin lie Ala Glu Gly Met Ala Tyr lie Glu 



340 



345 



350 



Arg Met Asn Ser lie His Arg Asp Leu Arg Ala Ala Asn lie Leu Val 
355 360 365 

Ser Glu Ala Leu Cys Cys Lys lie Ala Asp Phe Gly Leu Ala Arg lie 
370 375 380 

lie Asp Ser Glu Tyr Thr Ala Gin Glu Gly Ala Lys Phe Pro lie Lys 
385 390 395 400 

Trp Thr Ala Pro Glu Ala Tyr His Phe Gly Val Phe Thr lie Lys Ala 
405 410 415 

Asp Val Trp Ser Phe Gly Val Leu Leu Met Glu Val Val Thr Tyr Gly 
420 425 430 

Arg Val Pro Tyr Pro Gly Met Ser Asn Pro Glu Val lie Arg Asn Leu 
435 440 445 

Glu Arg Gly Tyr Arg Met Pro Arg Pro Asp Thr Cys Pro Pro Glu Leu 
450 455 460 

Tyr Arg Gly Val lie Ala Glu Cys Trp Arg Ser Arg Pro Glu Glu Arg 
465 470 475 480 

Pro Thr Phe Glu Phe Leu Gin Ser Val Leu Glu Asp Phe Tyr Thr Ala 
485 490 495 

Thr Glu Arg Gin Tyr Glu Leu Gin Pro 
500 505 

<210> 187 
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Met Glu Asn Phe Gin Lys Val Glu Lys lie Gly Glu Gly Thr Tyr Gly 
15 10 15 

Val Val Tyr Lys Ala Arg Asn Lys Leu Thr Gly Glu Val Val Ala Leu 
20 25 30 

Lys Lys lie Arg Leu Asp Thr Glu Thr Glu Gly Val Pro Ser Thr Ala 
35 40 45 

lie Arg Glu lie Ser Leu Leu Lys Glu Leu Asn His Pro Asn lie Val 
50 55 60 

Lys Leu Leu Asp Val lie His Thr Glu Asn Lys Leu Tyr Leu Val Phe 
65 70 75 80 



Glu Phe Leu His Gin Asp Leu Lys Lys Phe Met Asp Ala Ser Ala Leu 
85 90 95 



Thr Gly lie Pro Leu Pro Leu lie Lys Ser Tyr Leu Phe Gin Leu Leu 
100 105 110 



Gin Gly Leu Ala Phe Cys His Ser His Arg Val Leu His Arg Asp Leu 
115 120 125 

Lys Pro Gin Asn Leu Leu lie Asn Thr Glu Gly Ala lie Lys Leu Ala 
130 135 140 

Asp Phe Gly Leu Ala Arg Ala Phe Gly Val Pro Val Arg Thr Tyr Thr 
145 150 155 160 

His Glu Val Val Thr Leu Trp Tyr Arg Ala Pro Glu lie Leu Leu Gly 
165 170 175 

Ser Lys Tyr Tyr Ser Thr Ala Val Asp lie Trp Ser Leu Gly Cys lie 
180 185 190 

Phe Ala Glu Met Val Thr Arg Arg Ala Leu Phe Pro Gly Asp Ser Glu 
195 200 205 

lie Asp Gin Leu Phe Arg lie Phe Arg Thr Leu Gly Thr Pro Asp Glu 
210 215 220 

Val Val Trp Pro Gly Val Thr Ser Met Pro Asp Tyr Lys Pro Ser Phe 
225 230 235 240 

Pro Lys Trp Ala Arg Gin Asp Phe Ser Lys Val Val Pro Pro Leu Asp 
245 250 255 

Glu Asp Gly Arg Ser Leu Leu Ser Gin Met Leu His Tyr Asp Pro Asn 
260 265 270 

Lys Arg lie Ser Ala Lys Ala Ala Leu Ala His Pro Phe Phe Gin Asp 
275 280 285 

Val Thr Lys Pro Val Pro His Leu Arg Leu 
290 295 

<210> 188 
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Met Thr Arg Asp Glu Ala Leu Pro Asp Ser His Ser Ala Gin Asp Phe 
15 10 15 

Tyr Glu Asn Tyr Glu Pro Lys Glu lie Leu Gly Arg Gly Val Ser Ser 
20 25 30 

Val Val Arg Arg Cys lie His Lys Pro Thr Ser Gin Glu Tyr Ala Val 
35 40 45 



Lys Val lie Asp Val Thr Gly Gly Gly Ser Phe Ser Pro Glu Glu Val 
50 55 60 



Arg Glu Leu Arg Glu Ala Thr Leu Lys Glu Val Asp lie Leu Arg Lys 
65 70 75 80 

Val Ser Gly His Pro Asn lie lie Gin Leu Lys Asp Thr Tyr Glu Thr 
85 90 95 

Asn Thr Phe Phe Phe Leu Val Phe Asp Leu Met Lys Arg Gly Glu Leu 
100 105 110 

Phe Asp Tyr Leu Thr Glu Lys Val Thr Leu Ser Glu Lys Glu Thr Arg 
115 120 125 

Lys lie Met Arg Ala Leu Leu Glu Val lie Cys Thr Leu His Lys Leu 
130 135 140 

Asn lie Val His Arg Asp Leu Lys Pro Glu Asn lie Leu Leu Asp Asp 
145 150 155 160 

Asn Met Asn lie Lys Leu Thr Asp Phe Gly Phe Ser Cys Gin Leu Glu 
165 170 175 

Pro Gly Glu Arg Leu Arg Glu Val Cys Gly Thr Pro Ser Tyr Leu Ala 
180 185 190 

Pro Glu lie lie Glu Cys Ser Met Asn Glu Asp His Pro Gly Tyr Gly 
195 200 205 

Lys Glu Val Asp Met Trp Ser Thr Gly Val lie Met Tyr Thr Leu Leu 
210 215 220 

Ala Gly Ser Pro Pro Phe Trp His Arg Lys Gin Met Leu Met Leu Arg 
225 230 235 240 

Met lie Met Ser Gly Asn Tyr Gin Phe Gly Ser Pro Glu Trp Asp Asp 
245 250 255 

Tyr Ser Asp Thr Val Lys Asp Leu Val Ser Arg Phe Leu Val Val Gin 
260 265 270 

Pro Gin Asn Arg Tyr Thr Ala Glu Glu Ala Leu Ala His Pro Phe Phe 
275 280 285 

Gin Gin Tyr Leu Val Glu Glu Val Arg His Phe Ser Pro Arg Gly Lys 
290 295 300 

Phe Lys Val lie Ala Leu Thr Val Leu Ala Ser Val Arg lie Tyr Tyr 
305 310 315 320 

Gin Tyr Arg Arg Val Lys Pro Val Thr Arg Glu lie Val lie Arg Asp 
325 330 335 

Pro Tyr Ala Leu Arg Pro Leu Arg Arg Leu lie Asp Ala Tyr Ala Phe 
340 345 350 

Arg lie Tyr Gly His Trp Val Lys Lys Gly Gin Gin Gin Asn Arg Ala 
355 360 365 



Ala Leu Phe Glu Asn Thr Pro Lys Ala Val Leu Leu Ser Leu Ala Glu 
370 375 380 



Glu Asp Tyr 
385 
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Met Gly Arg Cys Arg Ser Val Lys Glu Phe Glu Lys Leu Asn Arg lie 
15 10 15 

Gly Glu Gly Thr Tyr Gly lie Val Tyr Arg Ala Arg Asp Thr Gin Thr 
20 25 30 

Asp Glu lie Val Ala Leu Lys Lys Val Arg Met Asp Lys Glu Lys Asp 
35 40 45 

Gly lie Pro lie Ser Ser Leu Arg Glu lie Thr Leu Leu Leu Arg Leu 
50 55 60 

Arg His Pro Asn lie Val Glu Leu Lys Glu Val Val Val Gly Asn His 
65 70 75 80 

Leu Glu Ser lie Phe Leu Val Met Gly Tyr Cys Glu Gin Asp Leu Ala 
85 90 95 

Ser Leu Leu Glu Asn Met Pro Thr Pro Phe Ser Glu Ala Gin Val Lys 
100 105 110 

Cys lie Val Leu Gin Val Leu Arg Gly Leu Gin Tyr Leu His Arg Asn 
115 120 125 

Phe lie lie His Arg Asp Leu Lys Val Ser Asn Leu Leu Met Thr Asp 
130 135 140 

Lys Gly Cys Val Lys Thr Ala Asp Phe Gly Leu Ala Arg Ala Tyr Gly 
145 150 155 160 

Val Pro Val Lys Pro Met Thr Pro Lys Val Val Thr Leu Trp Tyr Arg 
165 170 175 

Ala Pro Glu Leu Leu Leu Gly Thr Thr Thr Gin Thr Thr Ser lie Asp 
180 185 190 

Met Trp Ala Val Gly Cys lie Leu Ala Glu Leu Leu Ala His Arg Pro 
195 200 205 

Leu Leu Pro Gly Thr Ser Glu lie His Gin lie Asp Leu lie Val Gin 
210 215 220 



Leu Leu Gly Thr Pro Ser Glu Asn lie Trp Pro Gly Phe Ser Lys Leu 



225 



230 



235 



240 



Pro Leu Val Gly Gin Tyr Ser Leu Arg Lys Gin Pro Tyr Asn Asn Leu 
245 250 255 

Lys His Lys Phe Pro Trp Leu Ser Glu Ala Gly Leu Arg Leu Leu His 
260 265 270 

Phe Leu Phe Met Tyr Asp Pro Lys Lys Arg Ala Thr Ala Gly Asp Cys 
275 280 285 

Leu Glu Ser Ser Tyr Phe Lys Glu Lys Pro Leu Arg Leu Pro lie Ser 
290 295 300 

Gly Val Cys Glu Gly Cys Arg Glu Pro Gly 
305 310 

<210> 190 
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Met Gly Arg Cys Arg Ser Val Lys Glu Phe Glu Lys Leu Asn Arg lie 
15 10 15 

Gly Glu Gly Thr Tyr Gly lie Val Tyr Arg Ala Arg Asp Thr Gin Thr 
20 25 30 

Asp Glu lie Val Ala Leu Lys Lys Val Arg Met Asp Lys Glu Lys Asp 
35 40 45 

Gly lie Pro lie Ser Ser Leu Arg Glu lie Thr Leu Leu Leu Arg Leu 
50 55 60 

Arg His Pro Asn lie Val Glu Leu Lys Glu Val Val Val Gly Asn His 
65 70 75 80 

Leu Glu Ser lie Phe Leu Val Met Gly Tyr Cys Glu Gin Asp Leu Ala 
85 90 95 

Ser Leu Leu Glu Asn Met Pro Thr Pro Phe Ser Glu Ala Gin Val Lys 
100 105 110 

Cys lie Val Leu Gin Val Leu Arg Gly Leu Gin Tyr Leu His Arg Asn 
115 120 125 

Phe lie lie His Arg Asp Leu Lys Val Ser Asn Leu Leu Met Thr Asp 
130 135 140 

Lys Gly Cys Val Lys Thr Ala Asp Phe Gly Leu Ala Arg Ala Tyr Gly 
145 150 155 160 



Val Pro Val Lys Pro Met Thr Pro Lys Val Val Thr Leu Trp Tyr Arg 
165 170 175 



Ala Pro Glu Leu Leu Leu Gly Thr Thr Thr Gin Thr Thr Ser lie Asp 
180 185 190 



Met Trp Ala Val Gly Cys lie Leu Ala Glu Leu Leu Ala His Arg Pro 
195 200 205 

Leu Leu Pro Gly Thr Ser Glu lie His Gin lie Asp Leu lie Val Gin 
210 215 220 

Leu Leu Gly Thr Pro Ser Glu Asn lie Trp Pro Gly Phe Ser Lys Leu 
225 230 235 240 

Pro Leu Val Gly Gin Tyr Ser Leu Arg Lys Gin Pro Tyr Asn Asn Leu 
245 250 255 

Lys His Lys Phe Pro Trp Leu Ser Glu Ala Gly Leu Arg Leu Leu His 
260 265 270 

Phe Leu Phe Met Tyr Asp Pro Lys Lys Arg Ala Thr Ala Gly Asp Cys 
275 280 285 

Leu Glu Ser Ser Tyr Phe Lys Glu Lys Pro Leu Arg Leu Pro lie Ser 
v 290 295 300 

Gly Val Cys Glu Gly Cys Arg Glu Pro Gly 

310 



305 
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Met Gly Arg 


Cys Arg 


1 




5 



10 15 

Gly Glu Gly Thr Tyr Gly lie Val Tyr Arg Ala Arg Asp Thr Gin Thr 
20 25 30 

Asp Glu lie Val Ala Leu Lys Lys Val Arg Met Asp Lys Glu Lys Asp 
35 40 45 

Gly lie Pro lie Ser Ser Leu Arg Glu lie Thr Leu Leu Leu Arg Leu 
50 55 60 

Arg His Pro Asn lie Val Glu Leu Lys Glu Val Val Val Gly Asn His 
65 70 75 80 

Leu Glu Ser lie Phe Leu Val Met Gly Tyr Cys Glu Gin Asp Leu Ala 
85 90 95 

Ser Leu Leu Glu Asn Met Pro Thr Pro Phe Ser Glu Ala Gin Val Lys 
100 105 110 



Cys lie Val Leu Gin Val Leu Arg Gly Leu Gin Tyr Leu His Arg Asn 
115 120 125 



Phe lie lie His Arg Asp Leu Lys Val Ser Asn Leu Leu Met Thr Asp 
130 135 140 



Lys Gly Cys Val Lys Thr Ala Asp Phe Gly Leu Ala Arg Ala Tyr Gly 
145 150 155 160 

Val Pro Val Lys Pro Met Thr Pro Lys Val Val Thr Leu Trp Tyr Arg 
165 170 175 

Ala Pro Glu Leu Leu Leu Gly Thr Thr Thr Gin Thr Thr Ser lie Asp 
180 185 190 

Met Trp Ala Val Gly Cys lie Leu Ala Glu Leu Leu Ala His Arg Pro 
195 200 205 

Leu Leu Pro Gly Thr Ser Glu lie His Gin lie Asp Leu lie Val Gin 
210 215 220 

Leu Leu Gly Thr Pro Ser Glu Asn lie Trp Pro Gly Phe Ser Lys Leu 
225 230 235 240 

Pro Leu Val Gly Gin Tyr Ser Leu Arg Lys Gin Pro Tyr Asn Asn Leu 
245 250 255 

Lys His Lys Phe Pro Trp Leu Ser Glu Ala Gly Leu Arg Leu Leu His 
260 265 270 

Phe Leu Phe Met Tyr Asp Pro Lys Lys Arg Ala Thr Ala Gly Asp Cys 
275 280 285 

Leu Glu Ser Ser Tyr Phe Lys Glu Lys Pro Leu Arg Leu Pro lie Ser 
290 295 300 

Gly Val Cys Glu Gly Cys Arg Glu Pro Gly 

310 



305 
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Met Gly Glu 


Ala Glu 


1 




5 



10 15 

lie Asn Val Gin Leu Lys lie Gly Ser Leu Glu Gly Lys Arg Glu Gin 
20 25 30 

Lys Ser Tyr Asn Ala Val Leu Glu Asp Pro Met Leu Lys Phe Ser Gly 
35 40 45 

Leu Tyr Gin Glu Thr Cys Ser Asp Leu Tyr Val Thr Cys Gin Val Phe 

50 55 60 



Ala Glu Gly Lys Pro Ser Ala Leu Pro Val Arg Thr Ser Tyr Lys Ala 



65 



70 



75 



80 



Phe Ser Thr Arg Trp Asn Trp Asn Glu Trp Leu Lys Leu Pro Val Lys 
85 90 95 

Tyr Pro Asp Leu Pro Arg Asn Ala Gin Val Ala Leu Thr lie Trp Asp 
100 105 110 

Val Tyr Gly Pro Gly Lys Ala Val Pro Val Gly Gly Thr Thr Val Ser 
115 120 125 

Leu Phe Gly Lys Tyr Gly Met Ser Arg Gin Gly Met His Asp Leu Lys 
130 135 140 

Val Trp Pro Asn Val Glu Ala Asp Gly Ser Glu Pro Thr Asn Thr Pro 
145 150 155 160 

Gly Arg Thr Ser Ser Thr Leu Ser Glu Asp Gin Met Ser Arg Leu Ala 
165 170 175 

Lys Leu Thr Lys Ala His Arg Gin Gly His Met Val Lys Val Asp Trp 
180 185 190 

Leu Asp Arg Leu Thr Phe Arg Glu lie Glu Met lie Asn Glu Ser Val 
195 200 205 

Lys Arg Ser Ser Asn Phe Met Tyr Leu Met Gly Gly Phe Arg Cys Val 
210 215 220 

Lys Cys Asp Asp Lys Glu Tyr Gly lie Val Tyr Tyr Glu Lys Asp Gly 
225 230 235 240 

Asp Glu Ser Ser Pro lie Leu Thr Ser Phe Glu Leu Val Lys Val Pro 
245 250 255 

Asp Pro Gin Met Ser Leu Glu Asn Leu Val Glu Ser Lys His His Asn 
260 265 270 

Leu Pro Arg Ser Leu Arg Ser Gly Pro Ser Asp His Asp Leu Lys Pro 
275 280 285 

Tyr Pro Ser Pro Arg Asp Gin Leu Lys Asn lie Val Ser Tyr Pro Pro 
290 295 300 

Ser Lys Pro Pro Thr Tyr Glu Glu Gin Asp Leu Val Trp Glu Phe Arg 
305 310 315 320 

Tyr Tyr Leu Thr Asn Gin Asp Lys Ala Leu Thr Lys lie Leu Thr Ser 
325 330 335 

Val lie Trp Asp Leu Pro Gin Gly Ala Lys Gin Ala Leu Ala Leu Leu 
340 345 350 

Gly Lys Trp Asn Pro Met Asp Val Glu Asp Ser Leu Glu Leu lie Ser 
355 360 365 



Ser His Tyr Thr Asn Pro Thr Val Arg Arg Tyr Ala Val Ala Arg Leu 



370 375 380 

Arg Gin Ala Asp Asp Glu Asp Leu Leu Met Tyr Leu Ser Gin Leu Val 
385 390 395 400 

Gin Ala Leu Lys Tyr Glu Asn Phe Asp Asp lie Lys Asn Gly Leu Glu 
405 410 415 

Pro Thr Lys Lys Asp Ser Gin Ser Ser Val Ser Gly Asn Val Ser Asn 
420 425 430 

Ser Gly lie Asn Ser Ala Glu lie Asp Ser Ser Gin lie lie Thr Ser 
435 440 445 

Pro Leu Pro Ser Val Ser Ser Pro Pro Pro Ala Ser Lys Thr Lys Glu 
450 455 460 

Val Pro Asp Gly Glu Asn Leu Glu Gin Asp Leu Cys Thr Phe Leu lie 
465 470 475 480 

Ser Arg Ala Ser Lys Asn Ser Thr Leu Ala Asn Tyr Leu Tyr Trp Tyr 
485 490 495 

Val lie Val Glu Cys Glu Asp Gin Asp Thr Gin Gin Arg Asp Pro Lys 
500 505 510 

Thr His Glu Met Tyr Leu Asn Val Met Arg Arg Phe Ser Gin Ala Leu 
515 520 525 

Leu Lys Gly Asp Lys Ser Val Arg Val Met Arg Ser Leu Leu Ala Ala 
530 535 540 

Gin Gin Thr Phe Val Asp Arg Leu Val His Leu Met Lys Ala Val Gin 
545 550 555 560 

Arg Glu Ser Gly Asn Arg Lys Lys Lys Asn Glu Arg Leu Gin Ala Leu 
565 570 575 

Leu Gly Asp Asn Glu Lys Met Asn Leu Ser Asp Val Glu Leu lie Pro 
580 585 ' 590 

Leu Pro Leu Glu Pro Gin Val Lys lie Arg Gly lie lie Pro Glu Thr 
595 600 605 

Ala Thr Leu Phe Lys Ser Ala Leu Met Pro Ala Gin Leu Phe Phe Lys 
610 615 620 

Thr Glu Asp Gly Gly Lys Tyr Pro Val lie Phe Lys His Gly Asp Asp 
625 630 635 640 

Leu Arg Gin Asp Gin Leu lie Leu Gin lie lie Ser Leu Met Asp Lys 
645 650 655 

Leu Leu Arg Lys Glu Asn Leu Asp Leu Lys Leu Thr Pro Tyr Lys Val 
660 665 670 



Leu Ala Thr Ser Thr Lys His Gly Phe Met Gin Phe lie Gin Ser Val 



675 



680 



685 



Pro Val Ala Glu Val Leu Asp Thr Glu Gly Ser lie Gin Asn Phe Phe 
690 695 700 

Arg Lys Tyr Ala Pro Ser Glu Asn Gly Pro Asn Gly lie Ser Ala Glu 
705 710 715 720 

Val Met Asp Thr Tyr Val Lys Ser Cys Ala Gly Tyr Cys Val lie Thr 
725 730 735 

Tyr lie Leu Gly Val Gly Asp Arg His Leu Asp Asn Leu Val Leu Thr 
740 745 750 

Lys Thr Gly Lys Leu Phe His lie Asp Phe Gly Tyr lie Leu Gly Arg 
755 760 765 

Asp Pro Lys Pro Leu Pro Pro Pro Met Lys Leu Asn Lys Glu Met Val 
770 775 780 

Glu Gly Met Gly Gly Thr Gin Ser Glu Gin Tyr Gin Glu Phe Arg Lys 
785 790 795 800 

Gin Cys Tyr Thr Ala Phe Leu His Leu Arg Arg Tyr Ser Asn Leu lie 
805 810 815 

Leu Asn Leu Phe Ser Leu Met Val Asp Pro Asn lie Pro Asp lie Ala 
820 825 830 

Leu Glu Pro Asp Lys Thr Val Lys Lys Val Gin Asp Lys Phe Arg Leu 
835 840 845 

Asp Leu Ser Asp Glu Glu Ala Val His Tyr Met Gin Ser Leu lie Asp 
850 855 860 

Glu Ser Val His Ala Leu Phe Ala Ala Val Val Glu Gin He His Lys 
865 870 875 880 

Phe Ala Gin Tyr Trp Arg Lys 
885 
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Met Gly Glu Ala Glu Lys Phe His Tyr He Tyr Ser Cys Asp Leu Asp 
15 10 15 

He Asn Val Gin Leu Lys He Gly Ser Leu Glu Gly Lys Arg Glu Gin 
20 25 30 



Lys Ser Tyr Asn Ala Val Leu Glu Asp Pro Met Leu Lys Phe Ser Gly 
35 40 45 



Leu Tyr Gin Glu 
50 

Ala Glu Gly Lys 
65 

Phe Ser Thr Arg 



Tyr Pro Asp Leu 
100 

Val Tyr Gly Pro 
115 

Leu Phe Gly Lys 
130 

Val Trp Pro Asn 
145 

Gly Arg Thr Ser 



Thr Cys Ser Asp 
55 

Pro Ser Ala Leu 
70 

Trp Asn Trp Asn 
85 

Pro Arg Asn Ala 



Gly Lys Ala Val 
120 

Tyr Gly Met Ser 
135 

Val Glu Ala Asp 
150 

Ser Thr Leu Ser 
165 



Leu Tyr Val Thr 
60 

Pro Val Arg Thr 
75 

Glu Trp Leu Lys 
90 

Gin Val Ala Leu 
105 

Pro Val Gly Gly 



Arg Gin Gly Met 
140 

Gly Ser Glu Pro 
155 

Glu Asp Gin Met 
170 



Cys Gin Val Phe 



Ser Tyr Lys Ala 
80 

Leu Pro Val Lys 
95 

Thr lie Trp Asp 
110 

Thr Thr Val Ser 
125 

His Asp Leu Lys 



Thr Asn Thr Pro 
160 

Ser Arg Leu Ala 
175 



Lys Leu Thr Lys 
180 

Leu Asp Arg Leu 
195 

Lys Arg Ser Ser 
210 

Lys Cys Asp Asp 
225 

Asp Glu Ser Ser 



Asp Pro Gin Met 
260 

Leu Pro Arg Ser 
275 

Tyr Pro Ser Pro 
290 



Ala His Arg Gin 



Thr Phe Arg Glu 
200 

Asn Phe Met Tyr 
215 

Lys Glu Tyr Gly 
230 

Pro lie Leu Thr 
245 

Ser Leu Glu Asn 



Leu Arg Ser Gly 
280 

Arg Asp Gin Leu 
295 



Gly His Met Val 
185 

He Glu Met He 



Leu Met Gly Gly 
220 

He Val Tyr Tyr 
235 

Ser Phe Glu Leu 
250 

Leu Val Glu Ser 
265 

Pro Ser Asp His 



Lys Asn He Val 
300 



Lys Val Asp Trp 
190 

Asn Glu Ser Val 
205 

Phe Arg Cys Val 



Glu Lys Asp Gly 
240 

Val Lys Val Pro 
255 

Lys His His Asn 
270 

Asp Leu Lys Pro 
285 

Ser Tyr Pro Pro 



Ser Lys Pro Pro 
305 

Tyr Tyr Leu Thr 



Thr Tyr Glu Glu 
310 

Asn Gin Asp Lys 
325 



Gin Asp Leu Val 
315 

Ala Leu Thr Lys 
330 



Trp Glu Phe Arg 
320 

He Leu Thr Ser 
335 



Val He Trp Asp Leu Pro Gin Gly Ala Lys Gin Ala Leu Ala Leu Leu 
340 345 350 



Gly Lys Trp Asn Pro Met Asp Val Glu Asp Ser Leu Glu Leu lie Ser 
355 360 365 

Ser His Tyr Thr Asn Pro Thr Val Arg Arg Tyr Ala Val Ala Arg Leu 
370 375 380 

Arg Gin Ala Asp Asp Glu Asp Leu Leu Met Tyr Leu Ser Gin Leu Val 
385 390 395 400 

Gin Ala Leu Lys Tyr Glu Asn Phe Asp Asp lie Lys Asn Gly Leu Glu 
405 410 415 

Pro Thr Lys Lys Asp Ser Gin Ser Ser Val Ser Gly Asn Val Ser Asn 
420 425 430 

Ser Gly lie Asn Ser Ala Glu lie Asp Ser Ser Gin lie lie Thr Ser 
435 440 445 

Pro Leu Pro Ser Val Ser Ser Pro Pro Pro Ala Ser Lys Thr Lys Glu 
450 455 460 

Val Pro Asp Gly Glu Asn Leu Glu Gin Asp Leu Cys Thr Phe Leu lie 
465 470 475 480 

Ser Arg Ala Ser Lys Asn Ser Thr Leu Ala Asn Tyr Leu Tyr Trp Tyr 
485 490 495 

Val lie Val Glu Cys Glu Asp Gin Asp Thr Gin Gin Arg Asp Pro Lys 
500 505 510 

Thr His Glu Met Tyr Leu Asn Val Met Arg Arg Phe Ser Gin Ala Leu 
515 520 525 

Leu Lys Gly Asp Lys Ser Val Arg Val Met Arg Ser Leu Leu Ala Ala 
530 535 540 

Gin Gin Thr Phe Val Asp Arg Leu Val His Leu Met Lys Ala Val Gin 
545 550 555 560 

Arg Glu Ser Gly Asn Arg Lys Lys Lys Asn Glu Arg Leu Gin Ala Leu 
565 570 575 

Leu Gly Asp Asn Glu Lys Met Asn Leu Ser Asp Val Glu Leu lie Pro 
580 585 590 

Leu Pro Leu Glu Pro Gin Val Lys lie Arg Gly lie lie Pro Glu Thr 
595 600 605 

Ala Thr Leu Phe Lys Ser Ala Leu Met Pro Ala Gin Leu Phe Phe Lys 
610 615 620 

Thr Glu Asp Gly Gly Lys Tyr Pro Val lie Phe Lys His Gly Asp Asp 
625 630 635 640 

Leu Arg Gin Asp Gin Leu lie Leu Gin lie lie Ser Leu Met Asp Lys 
645 650 655 



Leu Leu Arg Lys Glu Asn Leu Asp Leu Lys Leu Thr Pro Tyr Lys Val 
660 665 670 



Leu Ala Thr Ser Thr Lys His Gly Phe Met Gin Phe He Gin Ser Val 
675 680 685 

Pro Val Ala Glu Val Leu Asp Thr Glu Gly Ser He Gin Asn Phe Phe 
690 695 700 

Arg Lys Tyr Ala Pro Ser Glu Asn Gly Pro Asn Gly He Ser Ala Glu 
705 710 715 720 

Val Met Asp Thr Tyr Val Lys Ser Cys Ala Gly Tyr Cys Val He Thr 
725 730 735 

Tyr He Leu Gly Val Gly Asp Arg His Leu Asp Asn Leu Val Leu Thr 
740 745 750 

Lys Thr Gly Lys Leu Phe His He Asp Phe Gly Tyr He Leu Gly Arg 
755 760 765 

Asp Pro Lys Pro Leu Pro Pro Pro Met Lys Leu Asn Lys Glu Met Val 
770 775 780 

Glu Gly Met Gly Gly Thr Gin Ser Glu Gin Tyr Gin Glu Phe Arg Lys 
785 790 795 800 

Gin Cys Tyr Thr Ala Phe Leu His Leu Arg Arg Tyr Ser Asn Leu He 
805 810 815 

Leu Asn Leu Phe Ser Leu Met Val Asp Pro Asn He Pro Asp He Ala 
820 825 830 

Leu Glu Pro Asp Lys Thr Val Lys Lys Val Gin Asp Lys Phe Arg Leu 
835 840 845 

Asp Leu Ser Asp Glu Glu Ala Val His Tyr Met Gin Ser Leu He Asp 
850 855 860 

Glu Ser Val His Ala Leu Phe Ala Ala Val Val Glu Gin He His Lys 
865 870 875 880 

Phe Ala Gin Tyr Trp Arg Lys 
885 
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<211> 351 
<212> PRT 
<213> Homo sapiens 

<400> 194 

Met Gly Asn Ala Ala Ala Ala Lys Lys Gly Ser Glu Gin Glu Ser Val 
15 10 15 



Lys Glu Phe Leu Ala Lys Ala Lys Glu Asp Phe Leu Lys Lys Trp Glu 
20 25 30 



Ser Pro Ala Gin Asn Thr Ala His Leu Asp Gin Phe Glu Arg lie Lys 
35 40 45 

Thr Leu Gly Thr Gly Ser Phe Gly Arg Val Met Leu Val Lys His Lys 
50 55 60 

Glu Thr Gly Asn His Tyr Ala Met Lys lie Leu Asp Lys Gin Lys Val 
65 70 75 80 

Val Lys Leu Lys Gin lie Glu His Thr Leu Asn Glu Lys Arg lie Leu 
85 90 95 

Gin Ala Val Asn Phe Pro Phe Leu Val Lys Leu Glu Phe Ser Phe Lys 
100 105 110 

Asp Asn Ser Asn Leu Tyr Met Val Met Glu Tyr Val Pro Gly Gly Glu 
115 120 125 

Met Phe Ser His Leu Arg Arg lie Gly Arg Phe Ser Glu Pro His Ala 
130 135 140 

Arg Phe Tyr Ala Ala Gin lie Val Leu Thr Phe Glu Tyr Leu His Ser 
145 150 155 160 

Leu Asp Leu lie Tyr Arg Asp Leu Lys Pro Glu Asn Leu Leu lie Asp 
165 170 175 

Gin Gin Gly Tyr lie Gin Val Thr Asp Phe Gly Phe Ala Lys Arg Val 
180 185 190 

Lys Gly Arg Thr Trp Thr Leu Cys Gly Thr Pro Glu Tyr Leu Ala Pro 
195 200 205 

Glu lie lie Leu Ser Lys Gly Tyr Asn Lys Ala Val Asp Trp Trp Ala 
210 215 220 

Leu Gly Val Leu lie Tyr Glu Met Ala Ala Gly Tyr Pro Pro Phe Phe 
225 230 235 240 

Ala Asp Gin Pro lie Gin lie Tyr Glu Lys lie Val Ser Gly Lys Val 
245 250 255 

Arg Phe Pro Ser His Phe Ser Ser Asp Leu Lys Asp Leu Leu Arg Asn 
260 265 270 

Leu Leu Gin Val Asp Leu Thr Lys Arg Phe Gly Asn Leu Lys Asn Gly 
275 280 285 

Val Asn Asp lie Lys Asn His Lys Trp Phe Ala Thr Thr Asp Trp lie 
290 295 300 

Ala lie Tyr Gin Arg Lys Val Glu Ala Pro Phe lie Pro Lys Phe Lys 
305 310 315 320 

Gly Pro Gly Asp Thr Ser Asn Phe Asp Asp Tyr Glu Glu Glu Glu lie 
325 330 335 



Arg Val Ser lie Asn Glu Lys Cys Gly Lys Glu Phe Ser Glu Phe 
340 345 350 
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Met Val Val Phe Asn Gly Leu Leu Lys lie Lys lie Cys Glu Ala Val 
15 10 15 

Ser Leu Lys Pro Thr Ala Trp Ser Leu Arg His Ala Val Gly Pro Arg 
20 25 30 

Pro Gin Thr Phe Leu Leu Asp Pro Tyr lie Ala Leu Asn Val Asp Asp 
35 40 45 

Ser Arg lie Gly Gin Thr Ala Thr Lys Gin Lys Thr Asn Ser Pro Ala 
50 55 60 

Trp His Asp Glu Phe Val Thr Asp Val Cys Asn Gly Arg Lys lie Glu 
65 70 75 80 

Leu Ala Val Phe His Asp Ala Pro lie Gly Tyr Asp Asp Phe Val Ala 
85 90 95 

Asn Cys Thr lie Gin Phe Glu Glu Leu Leu Gin Asn Gly Ser Arg His 
100 105 110 

Phe Glu Asp Trp lie Asp Leu Glu Pro Glu Gly Arg Val Tyr Val lie 
115 120 125 

lie Asp Leu Ser Gly Ser Ser Gly Glu Ala Pro Lys Asp Asn Glu Glu 
130 135 140 

Arg Val Phe Arg Glu Arg Met Arg Pro Arg Lys Arg Gin Gly Ala Val 
145 150 155 160 

Arg Arg Arg Val His Gin Val Asn Gly His Lys Phe Met Ala Thr Tyr 
165 170 175 

Leu Arg Gin Pro Thr Tyr Cys Ser His Cys Arg Asp Phe lie Trp Gly 
180 185 190 

Val He Gly Lys Gin Gly Tyr Gin Cys Gin Val Cys Thr Cys Val Val 
195 200 205 

His Lys Arg Cys His Glu Leu He He Thr Lys Cys Ala Gly Leu Lys 
210 215 220 

Lys Gin Glu Thr Pro Asp Gin Val Gly Ser Gin Arg Phe Ser Val Asn 
225 230 235 240 



Met Pro His Lys Phe Gly He His Asn Tyr Lys Val Pro Thr Phe Cys 



245 



250 



255 



Asp His Cys Gly Ser Leu Leu Trp Gly Leu Leu Arg Gin Gly Leu Gin 
260 265 270 

Cys Lys Val Cys Lys Met Asn Val His Arg Arg Cys Glu Thr Asn Val 
275 280 285 

Ala Pro Asn Cys Gly Val Asp Ala Arg Gly lie Ala Lys Val Leu Ala 
290 295 300 

Asp Leu Gly Val Thr Pro Asp Lys lie Thr Asn Ser Gly Gin Arg Arg 
305 310 315 320 

Lys Lys Leu lie Ala Gly Ala Glu Ser Pro Gin Pro Ala Ser Gly Ser 
325 330 335 

Ser Pro Ser Glu Glu Asp Arg Ser Lys Ser Ala Pro Thr Ser Pro Cys 
340 345 350 

Asp Gin Glu lie Lys Glu Leu Glu Asn Asn lie Arg Lys Ala Leu Ser 
355 360 365 

Phe Asp Asn Arg Gly Glu Glu His Arg Ala Ala Ser Ser Pro Asp Gly 
370 375 380 

Gin Leu Met Ser Pro Gly Glu Asn Gly Glu Val Arg Gin Gly Gin Ala 
385 390 395 400 

Lys Arg Leu Gly Leu Asp Glu Phe Asn Phe lie Lys Val Leu Gly Lys 
405 410 415 

Gly Ser Phe Gly Lys Val Met Leu Ala Glu Leu Lys Gly Lys Asp Glu 
420 425 430 

Val Tyr Ala Val Lys Val Leu Lys Lys Asp Val lie Leu Gin Asp Asp 
435 440 445 

Asp Val Asp Cys Thr Met Thr Glu Lys Arg lie Leu Ala Leu Ala Arg 
450 455 460 

Lys His Pro Tyr Leu Thr Gin Leu Tyr Cys Cys Phe Gin Thr Lys Asp 
465 470 475 480 

Arg Leu Phe Phe Val Met Glu Tyr Val Asn Gly Gly Asp Leu Met Phe 
485 490 495 

Gin lie Gin Arg Ser Arg Lys Phe Asp Glu Pro Arg Ser Arg Phe Tyr 
500 505 510 

Ala Ala Glu Val Thr Ser Ala Leu Met Phe Leu His Gin His Gly Val 
515 520 525 

lie Tyr Arg Asp Leu Lys Leu Asp Asn lie Leu Leu Asp Ala Glu Gly 
530 535 540 



His Cys Lys Leu Ala Asp Phe Gly Met Cys Lys Glu Gly lie Leu Asn 



545 



550 



555 



560 



Gly Val Thr Thr Thr Thr Phe Cys Gly Thr Pro Asp Tyr lie Ala Pro 
565 570 575 

Glu lie Leu Gin Glu Leu Glu Tyr Gly Pro Ser Val Asp Trp Trp Ala 
580 585 590 

Leu Gly Val Leu Met Tyr Glu Met Met Ala Gly Gin Pro Pro Phe Glu 
595 600 605 

Ala Asp Asn Glu Asp Asp Leu Phe Glu Ser lie Leu His Asp Asp Val 
610 615 620 

Leu Tyr Pro Val Trp Leu Ser Lys Glu Ala Val Ser lie Leu Lys Ala 
625 630 635 640 

Phe Met Thr Lys Asn Pro His Lys Arg Leu Gly Cys Val Ala Ser Gin 
645 650 655 

Asn Gly Glu Asp Ala lie Lys Gin His Pro Phe Phe Lys Glu lie Asp 
660 665 670 

Trp Val Leu Leu Glu Gin Lys Lys lie Lys Pro Pro Phe Lys Pro Arg 
675 680 685 

lie Lys Thr Lys Arg Asp Val Asn Asn Phe Asp Gin Asp Phe Thr Arg 
690 695 700 

Glu Glu Pro Val Leu Thr Leu Val Asp Glu Ala lie Val Lys Gin lie 
705 710 715 720 

Asn Gin Glu Glu Phe Lys Gly Phe Ser Tyr Phe Gly Glu Asp Leu Met 
725 730 735 

Pro 
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Met lie Leu lie Pro Arg Met Leu Leu Val Leu Phe Leu Leu Leu Pro 
15 10 15 

lie Leu Ser Ser Ala Lys Ala Gin Val Asn Pro Ala lie Cys Arg Tyr 
20 25 30 

Pro Leu Gly Met Ser Gly Gly Gin lie Pro Asp Glu Asp lie Thr Ala 
35 40 45 



Ser Ser Gin Trp Ser Glu Ser Thr Ala Ala Lys Tyr Gly Arg Leu Asp 
50 55 60 



Ser Glu Glu Gly Asp Gly Ala Trp Cys Pro Glu lie Pro Val Glu Pro 
65 70 75 80 



Asp Asp Leu Lys Glu Phe Leu Gin lie Asp Leu His Thr Leu His Phe 
85 90 95 

lie Thr Leu Val Gly Thr Gin Gly Arg His Ala Gly Gly His Gly lie 
100 105 110 

Glu Phe Ala Pro Met Tyr Lys lie Asn Tyr Ser Arg Asp Gly Thr Arg 
115 120 125 

Trp lie Ser Trp Arg Asn Arg His Gly Lys Gin Val Leu Asp Gly Asn 
130 135 140 

Ser Asn Pro Tyr Asp lie Phe Leu Lys Asp Leu Glu Pro Pro lie Val 
145 150 155 160 

Ala Arg Phe Val Arg Phe lie Pro Val Thr Asp His Ser Met Asn Val 
165 170 175 

Cys Met Arg Val Glu Leu Tyr Gly Cys Val Trp Leu Asp Gly Leu Val 
180 185 190 

Ser Tyr Asn Ala Pro Ala Gly Gin Gin Phe Val Leu Pro Gly Gly Ser 
195 200 205 

lie lie Tyr Leu Asn Asp Ser Val Tyr Asp Gly Ala Val Gly Tyr Ser 
210 215 220 

Met Thr Glu Gly Leu Gly Gin Leu Thr Asp Gly Val Ser Gly Leu Asp 
225 230 235 240 

Asp Phe Thr Gin Thr His Glu Tyr His Val Trp Pro Gly Tyr Asp Tyr 
245 250 255 

Val Gly Trp Arg Asn Glu Ser Ala Thr Asn Gly Tyr lie Glu lie Met 
260 265 270 

Phe Glu Phe Asp Arg lie Arg Asn Phe Thr Thr Met Lys Val His Cys 
275 280 285 

Asn Asn Met Phe Ala Lys Gly Val Lys lie Phe Lys Glu Val Gin Cys 
290 295 300 

Tyr Phe Arg Ser Glu Ala Ser Glu Trp Glu Pro Asn Ala lie Ser Phe 
305 310 315 320 

Pro Leu Val Leu Asp Asp Val Asn Pro Ser Ala Arg Phe Val Thr Val 
325 330 335 

Pro Leu His His Arg Met Ala Ser Ala lie Lys Cys Gin Tyr His Phe 
340 345 350 



Ala Asp Thr Trp Met Met Phe Ser Glu lie Thr Phe Gin Ser Asp Ala 
355 360 365 



Ala Met Tyr Asn Asn Ser Glu Ala Leu Pro Thr Ser Pro Met Ala Pro 
370 375 380 



Thr Thr Tyr Asp Pro Met Leu Lys Val Asp Asp Ser Asn Thr Arg lie 
385 390 395 400 

Leu lie Gly Cys Leu Val Ala lie lie Phe lie Leu Leu Ala lie lie 
405 410 415 

Val lie lie Leu Trp Arg Gin Phe Trp Gin Lys Met Leu Glu Lys Ala 
420 425 430 

Ser Arg Arg Met Leu Asp Asp Glu Met Thr Val Ser Leu Ser Leu Pro 
435 440 445 

Ser Asp Ser Ser Met Phe Asn Asn Asn Arg Ser Ser Ser Pro Ser Glu 
450 455 460 

Gin Gly Ser Asn Ser Thr Tyr Asp Arg lie Phe Pro Leu Arg Pro Asp 
465 470 475 480 

Tyr Gin Glu Pro Ser Arg Leu lie Arg Lys Leu Pro Glu Phe Ala Pro 
485 490 495 

Gly Glu Glu Glu Ser Gly Cys Ser Gly Val Val Lys Pro Val Gin Pro 
500 505 510 

Ser Gly Pro Glu Gly Val Pro His Tyr Ala Glu Ala Asp lie Val Asn 
515 520 525 

Leu Gin Gly Val Thr Gly Gly Asn Thr Tyr Ser Val Pro Ala Val Thr 
530 535 540 

Met Asp Leu Leu Ser Gly Lys Asp Val Ala Val Glu Glu Phe Pro Arg 
545 550 555 560 

Lys Leu Leu Thr Phe Lys Glu Lys Leu Gly Glu Gly Gin Phe Gly Glu 
565 570 575 

Val His Leu Cys Glu Val Glu Gly Met Glu Lys Phe Lys Asp Lys Asp 
580 585 590 

Phe Ala Leu Asp Val Ser Ala Asn Gin Pro Val Leu Val Ala Val Lys 
595 600 605 

Met Leu Arg Ala Asp Ala Asn Lys Asn Ala Arg Asn Asp Phe Leu Lys 
610 615 620 

Glu He Lys He Met Ser Arg Leu Lys Asp Pro Asn He He His Leu 
625 630 635 640 

Leu Ser Val Cys He Thr Asp Asp Pro Leu Cys Met He Thr Glu Tyr 
645 650 655 



Met Glu Asn Gly Asp Leu Asn Gin Phe Leu Ser Arg His Glu Pro Pro 
660 665 670 



Asn Ser Ser Ser Ser Asp Val Arg Thr Val Ser Tyr Thr Asn Leu Lys 
675 680 685 



Phe Met Ala Thr Gin lie Ala Ser Gly Met Lys Tyr Leu Ser Ser Leu 
690 695 700 

Asn Phe Val His Arg Asp Leu Ala Thr Arg Asn Cys Leu Val Gly Lys 
705 710 715 720 

Asn Tyr Thr lie Lys lie Ala Asp Phe Gly Met Ser Arg Asn Leu Tyr 
725 730 735 

Ser Gly Asp Tyr Tyr Arg lie Gin Gly Arg Ala Val Leu Pro lie Arg 
740 745 750 

Trp Met Ser Trp Glu Ser lie Leu Leu Gly Lys Phe Thr Thr Ala Ser 
755 760 765 

Asp Val Trp Ala Phe Gly Val Thr Leu Trp Glu Thr Phe Thr Phe Cys 
770 775 780 

Gin Glu Gin Pro Tyr Ser Gin Leu Ser Asp Glu Gin Val lie Glu Asn 
785 790 795 800 

Thr Gly Glu Phe Phe Arg Asp Gin Gly Arg Gin Thr Tyr Leu Pro Gin 
805 810 815 

Pro Ala lie Cys Pro Asp Ser Val Tyr Lys Leu Met Leu Ser Cys Trp 
820 825 830 

Arg Arg Asp Thr Lys Asn Arg Pro Ser Phe Gin Glu lie His Leu Leu 
835 840 845 

Leu Leu Gin Gin Gly Asp Glu 
850 855 
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Met Ala Asn Phe Gin Glu His Leu Ser Cys Ser Ser Ser Pro His Leu 
15 10 15 

Pro Phe Ser Glu Ser Lys Thr Phe Asn Gly Leu Gin Asp Glu Leu Thr 
20 25 30 

Ala Met Gly Asn His Pro Ser Pro Lys Leu Leu Glu Asp Gin Gin Glu 
35 40 45 

Lys Gly Met Val Arg Thr Glu Leu lie Glu Ser Val His Ser Pro Val 
50 55 60 



Thr Thr Thr Val Leu Thr Ser Val Ser Glu Asp Ser Arg Asp Gin Phe 
65 70 75 80 



Glu Asn Ser Val Leu Gin Leu Arg Glu His Asp Glu Ser Glu Thr Ala 
85 90 95 

Val Ser Gin Gly Asn Ser Asn Thr Val Asp Gly Glu Ser Thr Ser Gly 
100 105 110 

Thr Glu Asp lie Lys lie Gin Phe Ser Arg Ser Gly Ser Gly Ser Gly 
115 120 125 

Gly Phe Leu Glu Gly Leu Phe Gly Cys Leu Arg Pro Val Trp Asn lie 
130 135 140 

lie Gly Lys Ala Tyr Ser Thr Asp Tyr Lys Leu Gin Gin Gin Asp Thr 
145 150 155 160 

Trp Glu Val Pro Phe Glu Glu lie Ser Glu Leu Gin Trp Leu Gly Ser 
165 170 175 

Gly Ala Gin Gly Ala Val Phe Leu Gly Lys Phe Arg Ala Glu Glu Val 
180 185 190 

Ala lie Lys Lys Val Arg Glu Gin Asn Glu Thr Asp lie Lys His Leu 
195 200 205 

Arg Lys Leu Lys His Pro Asn lie lie Ala Phe Lys Gly Val Cys Thr 
210 215 220 

Gin Ala Pro Cys Tyr Cys lie lie Met Glu Tyr Cys Ala His Gly Gin 
225 230 235 240 

Leu Tyr Glu Val Leu Arg Ala Gly Arg Lys lie Thr Pro Arg Leu Leu 
245 250 255 

Val Asp Trp Ser Thr Gly lie Ala Ser Gly Met Asn Tyr Leu His Leu 
260 265 270 

His Lys lie lie His Arg Asp Leu Lys Ser Pro Asn Val Leu Val Thr 
275 280 285 

His Thr Asp Ala Val Lys lie Ser Asp Phe Gly Thr Ser Lys Glu Leu 
290 295 300 

Ser Asp Lys Ser Thr Lys Met Ser Phe Ala Gly Thr Val Ala Trp Met 
305 310 315 320 

Ala Pro Glu Val lie Arg Asn Glu Pro Val Ser Glu Lys Val Asp lie 
325 330 335 

Trp Ser Phe Gly Val Val Leu Trp Glu Leu Leu Thr Gly Glu lie Pro 
340 345 350 

Tyr Lys Asp Val Asp Ser Ser Ala lie lie Trp Gly Val Gly Ser Asn 
355 360 365 

Ser Leu His Leu Pro Val Pro Ser Thr Cys Pro Asp Gly Phe Lys lie 
370 375 380 



Leu Met Lys Gin Thr Trp Gin Ser Lys Pro Arg Asn Arg Pro Ser Phe 
385 390 395 400 



Arg Gin Thr Leu Met His Leu Asp lie Ala Ser Ala Asp Val Leu Ala 
405 410 415 

Thr Pro Gin Glu Thr Tyr Phe Lys Ser Gin Ala Glu Trp Arg Glu Glu 
420 425 430 

Val Lys Lys His Phe Glu Lys lie Lys Ser Glu Gly Thr Cys lie His 
435 440 445 

Arg Leu Asp Glu Glu Leu lie Arg Arg Arg Arg Glu Glu Leu Arg His 
450 455 460 

Ala Leu Asp lie Arg Glu His Tyr Glu Arg Lys Leu Glu Arg Ala Asn 
465 470 475 480 

Asn Leu Tyr Met Glu Leu Ser Ala lie Met Leu Gin Leu Glu Met Arg 
485 490 495 

Glu Lys Glu Leu lie Lys Arg Glu Gin Ala Val Glu Lys Lys Tyr Pro 
500 505 510 

Gly Thr Tyr Lys Arg His Pro Val Arg Pro lie lie His Pro Asn Ala 
515 520 525 

Met Glu Lys Leu Met Lys Arg Lys Gly Val Pro His Lys Ser Gly Met 
530 535 540 

Gin Thr Lys Arg Pro Asp Leu Leu Arg Ser Glu Gly lie Pro Thr Thr 
545 550 555 560 

Glu Val Ala Pro Thr Ala Ser Pro Leu Ser Gly Ser Pro Lys Met Ser 
565 570 575 

Thr Ser Ser Ser Lys Ser Arg Tyr Arg Ser Lys Pro Arg His Arg Arg 
580 585 590 

Gly Asn Ser Arg Gly Ser His Ser Asp Phe Ala Ala lie Leu Lys Asn 
595 600 605 

Gin Pro Ala Gin Glu Asn Ser Pro His Pro Thr Tyr Leu His Gin Ala 
610 615 620 

Gin Ser Gin Tyr Pro Ser Leu His His His Asn Ser Leu Gin Gin Gin 
625 630 635 640 

Tyr Gin Gin Pro Pro Pro Ala Met Ser .Gin Ser His His Pro Arg Leu 
645 650 655 

Asn Met His Gly Gin Asp lie Ala Thr Cys Ala Asn Asn Leu Arg Tyr 
660 665 670 



Phe Gly Pro Ala Ala Ala Leu Arg Ser Pro Leu Ser Asn His Ala Gin 
675 680 685 



Arg Gin Leu Pro Gly Ser Ser Pro Asp Leu lie Ser Thr Ala Met Ala 
690 695 700 



Ala Asp Cys Trp Arg Ser Ser Glu Pro Asp Lys Gly Gin Ala Gly Pro 
705 710 715 720 

Trp Gly Cys Cys Gin Ala Asp Ala Tyr Asp Pro Cys Leu Gin Cys Arg 
725 730 735 

Pro Glu Gin Tyr Gly Ser Leu Asp lie Pro Ser Ala Glu Pro Val Gly 
740 745 750 

Arg Ser Pro Asp Leu Ser Lys Ser Pro Ala His Asn Pro Leu Leu Glu 
755 760 765 

Asn Ala Gin Ser Ser Glu Lys Thr Glu Glu Asn Glu Phe Ser Gly Cys 
770 775 780 

Arg Ser Glu Ser Ser Leu Gly Thr Ser His Leu Gly Thr Pro Pro Ala 
785 790 795 800 

Leu Pro Arg Lys Thr Arg Pro Leu Gin Lys Ser Gly Asp Asp Ser Ser 
805 810 815 

Glu Glu Glu Glu Gly Glu Val Asp Ser Glu Val Glu Phe Pro Arg Arg 
820 825 830 

Gin Arg Pro His Arg Cys lie Ser Ser Cys Gin Ser Tyr Ser Thr Phe 
835 840 845 

Ser Ser Glu Asn Phe Ser Val Ser Asp Gly Glu Glu Gly Asn Thr Ser 
850 855 860 

Asp His Ser Asn Ser Pro Asp Glu Leu Ala Asp Lys Leu Glu Asp Arg 
865 870 875 880 

Leu Ala Glu Lys Leu Asp Asp Leu Leu Ser Gin Thr Pro Glu lie Pro 



lie Asp lie Ser Ser His Ser Asp Gly Leu Ser Asp Lys Glu Cys Ala 
900 905 910 

Val Arg Arg Val Lys Thr Gin Met Ser Leu Gly Lys Leu Cys Val Glu 
915 920 925 

Glu Arg Gly Tyr Glu Asn Pro Met Gin Phe Glu Glu Ser Asp Cys Asp 
930 935 940 

Ser Ser Asp Gly Glu Cys Ser Asp Ala Thr Val Arg Thr Asn Lys His 
945 950 955 960 

Tyr Ser Ser Ala Thr Trp 



885 



890 



895 



965 
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Arg Lys Glu Ala Val Leu Ser Ala Lys Met Lys His Pro Asn lie Val 
15 10 15 

Ala Phe Lys Glu Ser Phe Glu Ala Glu Gly His Leu Tyr He Val Met 
20 25 30 

Glu Tyr Cys Asp Gly Gly Asp Leu Met Gin Lys He Lys Gin Gin Lys 
35 40 45 

Gly Lys Leu Phe Pro Glu Asp Met He Leu Asn Trp Phe Thr Gin Met 
50 55 60 

Cys Leu Gly Val Asn His He His Lys Lys Arg Val Leu His Arg Asp 
65 70 75 80 

He Lys Ser Lys Asn He Phe Leu Thr Gin Asn Gly Lys Val Lys Leu 
85 90 95 

Gly Asp Phe Gly Ser Ala Arg Leu Leu Ser Asn Pro Met Ala Phe Ala 
100 105 110 

Cys Thr Tyr Val Gly Thr Pro Tyr Tyr Val Pro Pro Glu He Trp Glu 
115 120 125 

Asn Leu Pro Tyr Asn Asn Lys Ser Asp He Trp Ser Leu Gly Cys He 
130 135 140 

Leu Tyr Glu Leu Cys Thr Leu Lys His Pro Phe Gin Ala Asn Ser Trp 
145 150 155 160 

Lys Asn Leu He Leu Lys Val Cys Gin Gly Cys He Ser Pro Leu Pro 
165 170 175 

Ser His Tyr Ser Tyr Glu Leu Gin Phe Leu Val Lys Gin Met Phe Lys 
180 185 190 

Arg Asn Pro Ser His Arg Pro Ser Ala Thr Thr Leu Leu Ser Arg Gly 
195 200 205 

He Val Ala Arg Leu Val Gin Lys Cys Leu Pro Pro Glu He He Met 
210 215 220 

Glu Tyr Gly Glu Glu Val Leu Glu Glu He Lys Asn Ser Lys His Asn 
225 230 235 240 

Thr Pro Arg Lys Lys Thr Asn Pro Ser Arg He Arg He Ala Leu Gly 
245 250 255 

Asn Glu Ala Ser Thr Val Gin Glu Glu Glu Gin Asp Arg Lys Gly Ser 
260 265 270 



His Thr Asp Leu Glu Ser He Asn Glu Asn Leu Val Glu Ser Ala Leu 



275 



280 



285 



Arg Arg Val Asn Arg Glu Glu Lys Gly Asn Lys Ser Val His Leu Arg 
290 295 300 

Lys Ala Ser Ser Pro Asn Leu His Arg Arg Gin Trp Glu Lys Asn Val 
305 310 315 320 

Pro Asn Thr Ala Leu Thr Ala Leu Glu Asn Ala Ser lie Leu Thr Ser 
325 330 335 

Ser Leu Thr Ala Glu Asp Asp Arg Gly Gly Ser Val lie Lys Tyr Ser 
340 345 350 

Lys Asn Thr Thr Arg Lys Gin Trp Leu Lys Glu Thr Pro Asp Thr Leu 
355 360 365 

Leu Asn lie Leu Lys Asn Ala Asp Leu Ser Leu Ala Phe Gin Thr Tyr 
370 375 380 

Thr lie Tyr Arg Pro Gly Ser Glu Gly Phe Leu Lys Gly Pro Leu Ser 
385 390 395 400 

Glu Glu Thr Glu Ala Ser Asp Ser Val Asp Gly Gly His Asp Ser Val 
405 410 415 

lie Leu Asp Pro Glu Arg Leu Glu Pro Gly Leu Asp Glu Glu Asp Thr 
420 425 430 

Asp Phe Glu Glu Glu Asp Asp Asn Pro Asp Trp Val Ser Glu Leu Lys 
435 440 445 

Lys Arg Ala Gly Trp Gin Gly Leu Cys Asp Arg 
450 455 
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Met Ala Pro Pro Ser Glu Glu Thr Pro Leu lie Pro Gin Arg Ser Cys 
15 10 15 

Ser Leu Leu Ser Thr Glu Ala Gly Ala Leu His Val Leu Leu Pro Ala 
20 25 30 

Arg Ala Pro Gly Pro Pro Gin Arg Leu Ser Phe Ser Phe Gly Asp His 
35 40 45 

Leu Ala Glu Asp Leu Cys Val Gin Ala Ala Lys Ala Ser Gly lie Leu 
50 55 60 



Pro Val Tyr His Ser Leu Phe Ala Leu Ala Thr Glu Asp Leu Ser Cys 
65 70 75 80 



Trp Phe Pro Pro Ser His lie Phe Ser Val Glu Asp Ala Ser Thr Gin 
85 90 95 

Val Leu Leu Tyr Arg lie Arg Phe Tyr Phe Pro Asn Trp Phe Gly Leu 
100 105 110 

Glu Lys Cys His Arg Phe Gly Leu Arg Lys Asp Leu Ala Ser Ala lie 
115 120 125 

Leu Asp Leu Pro Val Leu Glu His Leu Phe Ala Gin His Arg Ser Asp 
130 135 140 

Leu Val Ser Gly Arg Leu Pro Val Gly Leu Ser Leu Lys Glu Gin Gly 
145 150 155 160 

Glu Cys Leu Ser Leu Ala Val Leu Asp Leu Ala Arg Met Ala Arg Glu 
165 170 175 

Gin Ala Gin Arg Pro Gly Glu Leu Leu Lys Thr Val Ser Tyr Lys Ala 
180 185 190 

Cys Leu Pro Pro Ser Leu Arg Asp Leu lie Gin Gly Leu Ser Phe Val 
195 200 205 

Thr Arg Arg Ala lie Arg Arg Thr Val Arg Arg Ala Leu Pro Arg Val 
210 215 220 

Ala Ala Cys Gin Ala Asp Arg His Ser Leu Met Ala Lys Tyr lie Met 
225 230 235 240 

Asp Leu Glu Arg Leu Asp Pro Ala Gly Ala Ala Glu Thr Phe His Val 
245 250 255 

Gly Leu Pro Gly Ala Leu Gly Gly His Asp Gly Leu Gly Leu Leu Arg 
260 265 270 

Val Ala Gly Asp Gly Gly He Ala Trp Thr Gin Gly Glu Gin Glu Val 
275 280 285 

Leu Gin Pro Phe Cys Asp Phe Pro Glu He Val Asp He Ser He Lys 
290 295 300 

Gin Ala Pro Arg Val Gly Pro Ala Gly Glu His Arg Leu Val Thr Val 
305 310 315 320 

Thr Arg Thr Asp Asn Gin He Leu Glu Ala Glu Phe Pro Gly Leu Pro 
325 330 335 

Glu Ala Leu Ser Phe Val Ala Leu Val Asp Gly Tyr Phe Arg Leu Thr 
340 345 350 

Thr Asp Ser Gin His Phe Phe Cys Lys Glu Val Ala Pro Pro Arg Leu 
355 360 365 

Leu Glu Glu Val Ala Glu Gin Cys His Gly Pro He Thr Leu Asp Phe 
370 375 380 



Ala lie Asn Lys Leu Lys Thr Gly Gly Ser Arg Pro Gly Ser Tyr Val 
385 390 395 400 



Leu Arg Arg Ser Pro Gin Asp Phe Asp Ser Phe Leu Leu Thr Val Cys 
405 1 410 415 

Val Gin Asn Pro Leu Gly Pro Asp Tyr Lys Gly Cys Leu lie Arg Arg 
420 425 430 

Ser Pro Thr Gly Thr Phe Leu Leu Val Gly Leu Ser Arg Pro His Ser 
435 440 445 

Ser Leu Arg Glu Leu Leu Ala Thr Cys Trp Asp Gly Gly Leu His Val 
450 455 460 

Asp Gly Val Ala Val Thr Leu Thr Ser Cys Cys lie Pro Arg Pro Lys 
465 470 475 480 

Glu Lys Ser Asn Leu lie Val Val Gin Arg Gly His Ser Pro Pro Thr 
485 490 495 

Ser Ser Leu Val Gin Pro Gin Ser Gin Tyr Gin Leu Ser Gin Met Thr 
500 505 510 

Phe His Lys lie Pro Ala Asp Ser Leu Glu Trp His Glu Asn Leu Gly 
515 520 525 

His Gly Ser Phe Thr Lys lie Tyr Arg Gly Cys Arg His Glu Val Val 
530 535 540 

Asp Gly Glu Ala Arg Lys Thr Glu Val Leu Leu Lys Val Met Asp Ala 
545 550 555 560 

Lys His Lys Asn Cys Met Glu Ser Phe Leu Glu Ala Ala Ser Leu Met 
565 570 575 

Ser Gin Val Ser Tyr Arg His Leu Val Leu Leu His Gly Val Cys Met 
580 585 590 

Ala Gly Asp Ser Thr Met Val Gin Glu Phe Val His Leu Gly Ala He 
595 600 605 

Asp Met Tyr Leu Arg Lys Arg Gly His Leu Val Pro Ala Ser Trp Lys 
610 615 620 

Leu Gin Val Val Lys Gin Leu Ala Tyr Ala Leu Asn Tyr Leu Glu Asp 
625 630 635 640 

Lys Gly Leu Pro His Gly Asn Val Ser Ala Arg Lys Val Leu Leu Ala 
645 650 655 

Arg Glu Gly Ala Asp Gly Ser Pro Pro Phe He Lys Leu Ser Asp Pro 
660 665 670 



Gly Val Ser Pro Ala Val Leu Ser Leu Glu Met Leu Thr Asp Arg He 
675 680 685 



Pro Trp Val Ala Pro Glu Cys Leu Arg Glu Ala Gin Thr Leu Ser Leu 
690 695 700 

Glu Ala Asp Lys Trp Gly Phe Gly Ala Thr Val Trp Glu Val Phe Ser 
705 710 715 720 

Gly Val Thr Met Pro lie Ser Ala Leu Asp Pro Ala Lys Lys Leu Gin 
725 730 735 

Phe Tyr Glu Asp Arg Gin Gin Leu Pro Ala Pro Lys Trp Thr Glu Leu 
740 745 750 

Ala Leu Leu lie Gin Gin Cys Met Ala Tyr Glu Pro Val Gin Arg Pro 
755 760 765 

Ser Phe Arg Ala Val lie Arg Asp Leu Asn Ser Leu lie Ser Ser Asp 
770 775 780 

Tyr Glu Leu Leu Ser Asp Pro Thr Pro Gly Ala Leu Ala Pro Arg Asp 
785 790 795 800 

Gly Leu Trp Asn Gly Ala Gin Leu Tyr Ala Cys Gin Asp Pro Thr lie 
805 810 815 

Phe Glu Glu Arg His Leu Lys Tyr lie Ser Gin Leu Gly Lys Gly Asn 
820 825 830 

Phe Gly Ser Val Glu Leu Cys Arg Tyr Asp Pro Leu Ala His Asn Thr 
835 840 845 

Gly Ala Leu Val Ala Val Lys Gin Leu Gin His Ser Gly Pro Asp Gin 
850 855 860 

Gin Arg Asp Phe Gin Arg Glu lie Gin lie Leu Lys Ala Leu His Ser 
865 870 875 880 

Asp Phe lie Val Lys Tyr Arg Gly Val Ser Tyr Gly Pro Gly Arg Pro 
885 890 895 

Glu Leu Arg Leu Val Met Glu Tyr Leu Pro Ser Gly Cys Leu Arg Asp 
900 905 910 

Phe Leu Gin Arg His Arg Ala Arg Leu Asp Ala Ser Arg Leu Leu Leu 
915 920 925 

Tyr Ser Ser Gin lie Cys Lys Gly Met Glu Tyr Leu Gly Ser Arg Arg 
930 935 940 

Cys Val His Arg Asp Leu Ala Ala Arg Asn lie Leu Val Glu Ser Glu 
945 950 955 960 

Ala His Val Lys lie Ala Asp Phe Gly Leu Ala Lys Leu Leu Pro Leu 
965 970 975 

Asp Lys Asp Tyr Tyr Val Val Arg Glu Pro Gly Gin Ser Pro lie Phe 
980 985 990 



Trp Tyr Ala Pro Glu Ser Leu Ser Asp Asn lie Phe Ser Arg Gin Ser 
995 1000 1005 



Asp Val Trp Ser Phe Gly Val Val Leu Tyr Glu Leu Phe Thr Tyr 
1010 1015 1020 

Cys Asp Lys Ser Cys Ser Pro Ser Ala Glu Phe Leu Arg Met Met 
1025 1030 1035 

Gly Cys Glu Arg Asp Val Pro Ala Leu Cys Arg Leu Leu Glu Leu 
1040 1045 1050 

Leu Glu Glu Gly Gin Arg Leu Pro Ala Pro Pro Ala Cys Pro Ala 
1055 1060 1065 

Glu Val His Glu Leu Met Lys Leu Cys Trp Ala Pro Ser Pro Gin 
1070 1075 1080 

Asp Arg Pro Ser Phe Ser Ala Leu Gly Pro Gin Leu Asp Met Leu 
1085 1090 1095 

Trp Ser Gly Ser Arg Gly Cys Glu Thr His Ala Phe Thr Ala His 
1100 1105 1110 

Pro Glu Gly Lys His His Ser Leu Ser Phe Ser 
1115 1120 

<210> 200 

<211> 505 

<212> PRT 

<213> Homo sapiens 

<400> 200 

Met Ala Glu Ser Ala Gly Ala Ser Ser Phe Phe Pro Leu Val Val Leu 
15 10 15 

Leu Leu Ala Gly Ser Gly Gly Ser Gly Pro Arg Gly Val Gin Ala Leu 
20 25 30 

Leu Cys Ala Cys Thr Ser Cys Leu Gin Ala Asn Tyr Thr Cys Glu Thr 
35 40 45 

Asp Gly Ala Cys Met Val Ser lie Phe Asn Leu Asp Gly Met Glu His 
50 55 60 

His Val Arg Thr Cys lie Pro Lys Val Glu Leu Val Pro Ala Gly Lys 
65 70 75 80 

Pro Phe Tyr Cys Leu Ser Ser Glu Asp Leu Arg Asn Thr His Cys Cys 
85 90 95 

Tyr Thr Asp Tyr Cys Asn Arg lie Asp Leu Arg Val Pro Ser Gly His 
100 105 110 



Leu Lys Glu Pro Glu His Pro Ser Met Trp Gly Pro Val Glu Leu Val 
115 120 125 



Gly lie lie Ala Gly Pro Val Phe Leu Leu Phe Leu lie lie lie lie 
130 135 140 

Val Phe Leu Val lie Asn Tyr His Gin Arg Val Tyr His Asn Arg Gin 
145 150 155 160 

Arg Leu Asp Met Glu Asp Pro Ser Cys Glu Met Cys Leu Ser Lys Asp 
165 170 175 

Lys Thr Leu Gin Asp Leu Val Tyr Asp Leu Ser Thr Ser Gly Ser Gly 
180 185 190 

Ser Gly Leu Pro Leu Phe Val Gin Arg Thr Val Ala Arg Thr lie Val 
195 200 205 

Leu Gin Glu lie lie Gly Lys Gly Arg Phe Gly Glu Val Trp Arg Gly 
210 215 220 

Arg Trp Arg Gly Gly Asp Val Ala Val Lys lie Phe Ser Ser Arg Glu 
225 230 235 240 

Glu Arg Ser Trp Phe Arg Glu Ala Glu lie Tyr Gin Thr Val Met Leu 
245 250 255 

Arg His Glu Asn lie Leu Gly Phe lie Ala Ala Asp Asn Lys Asp Asn 
260 265 270 

Gly Thr Trp Thr Gin Leu Trp Leu Val Ser Asp Tyr His Glu His Gly 
275 280 285 

Ser Leu Phe Asp Tyr Leu Asn Arg Tyr Thr Val Thr lie Glu Gly Met 
290 295 300 

lie Lys Leu Ala Leu Ser Ala Ala Ser Gly Leu Ala His Leu His Met 
305 310 315 320 

Glu lie Val Gly Thr Gin Gly Lys Pro Gly lie Ala His Arg Asp Leu 
325 330 335 

Lys Ser Lys Asn lie Leu Val Lys Lys Asn Gly Met Cys Ala lie Ala 
340 345 350 

Asp Leu Gly Leu Ala Val Arg His Asp Ala Val Thr Asp Thr lie Asp 
355 360 365 

lie Ala Pro Asn Gin Arg Val Gly Thr Lys Arg Tyr Met Ala Pro Glu 
370 375 380 

Val Leu Asp Glu Thr lie Asn Met Lys His Phe Asp Ser Phe Lys Cys 
385 390 395 400 

Ala Asp lie Tyr Ala Leu Gly Leu Val Tyr Trp Glu lie Ala Arg Arg 
405 410 415 

Cys Asn Ser Gly Gly Val His Glu Glu Tyr Gin Leu Pro Tyr Tyr Asp 
420 425 430 



Leu Val Pro Ser Asp Pro Ser lie Glu Glu Met Arg Lys Val Val Cys 
435 440 445 



Asp Gin Lys Leu Arg Pro Asn lie Pro Asn Trp Trp Gin Ser Tyr Glu 
450 455 460 

Ala Leu Arg Val Met Gly Lys Met Met Arg Glu Cys Trp Tyr Ala Asn 
465 470 475 480 

Gly Ala Ala Arg Leu Thr Ala Leu Arg lie Lys Lys Thr Leu Ser Gin 
485 490 495 

Leu Ser Val Gin Glu Asp Val Lys lie 
500 505 

<210> 201 
<211> 626 
<212> PRT 
<213> Homo sapiens 

<400> 201 

Met Asp Glu Gin Glu Ala Leu Asn Ser lie Met Asn Asp Leu Val Ala 
15 10 15 

Leu Gin Met Asn Arg Arg His Arg Met Pro Gly Tyr Glu Thr Met Lys 
20 25 30 

Asn Lys Asp Thr Gly His Ser Asn Arg Gin Ser Asp Val Arg lie Lys 
35 40 45 

Phe Glu His Asn Gly Glu Arg Arg lie lie Ala Phe Ser Arg Pro Val 
50 55 60 

Lys Tyr Glu Asp Val Glu His Lys Val Thr Thr Val Phe Gly Gin Pro 
65 70 75 80 

Leu Asp Leu His Tyr Met Asn Asn Glu Leu Ser lie Leu Leu Lys Asn 
85 90 95 

Gin Asp Asp Leu Asp Lys Ala lie Asp lie Leu Asp Arg Ser Ser Ser 
100 105 110 

Met Lys Ser Leu Arg lie Leu Leu Leu Ser Gin Asp Arg Asn His Asn 
115 120 125 

Ser Ser Ser Pro His Ser Glu Val Ser Arg Gin Val Arg lie Lys Ala 
130 135 140 

Ser Gin Ser Ala Gly Asp lie Asn Thr lie Tyr Gin Pro Pro Glu Pro 
145 150 155 160 

Arg Ser Arg His Leu Ser Val Ser Ser Gin Asn Pro Gly Arg Ser Ser 
165 170 175 



Pro Pro Pro Gly Tyr Val Pro Glu Arg Gin Gin His lie Ala Arg Gin 



180 



185 



190 



Gly Ser Tyr Thr Ser lie Asn Ser Glu Gly Glu Phe lie Pro Glu Thr 
195 200 205 

Ser Glu Gin Cys Met Leu Asp Pro Leu Ser Ser Ala Glu Asn Ser Leu 
210 215 220 

Ser Gly Ser Cys Gin Ser Leu Asp Arg Ser Ala Asp Ser Pro Ser Phe 
225 230 235 240 

Arg Lys Ser Arg Met Ser Arg Ala Gin Ser Phe Pro Asp Asn Arg Gin 
245 250 255 

Glu Tyr Ser Asp Arg Glu Thr Gin Leu Tyr Asp Lys Gly Val Lys Gly 
260 265 270 

Gly Thr Tyr Pro Arg Arg Tyr His Val Ser Val His His Lys Asp Tyr 
275 280 285 

Ser Asp Gly Arg Arg Thr Phe Pro Arg lie Arg Arg His Gin Gly Asn 
290 295 300 

Leu Phe Thr Leu Val Pro Ser Ser Arg Ser Leu Ser Thr Asn Gly Glu 
305 310 315 320 

Asn Met Gly Leu Ala Val Gin Tyr Leu Asp Pro Arg Gly Arg Leu Arg 
325 330 335 

Ser Ala Asp Ser Glu Asn Ala Leu Ser Val Gin Glu Arg Asn Val Pro 
340 345 350 

Thr Lys Ser Pro Ser Ala Pro lie Asn Trp Arg Arg Gly Lys Leu Leu 
355 360 365 

Gly Gin Gly Ala Phe Gly Arg Val Tyr Leu Cys Tyr Asp Val Asp Thr 
370 375 380 

Gly Arg Glu Leu Ala Ser Lys Gin Val Gin Phe Asp Pro Asp Ser Pro 
385 390 395 400 

Glu Thr Ser Lys Glu Val Ser Ala Leu Glu Cys Glu lie Gin Leu Leu 
405 410 415 

Lys Asn Leu Gin His Glu Arg lie Val Gin Tyr Tyr Gly Cys Leu Arg 
420 425 430 

Asp Arg Ala Glu Lys Thr Leu Thr lie Phe Met Glu Tyr Met Pro Gly 
435 440 445 

Gly Ser Val Lys Asp Gin Leu Lys Ala Tyr Gly Ala Leu Thr Glu Ser 
450 455 460 

Val Thr Arg Lys Tyr Thr Arg Gin lie Leu Glu Gly Met Ser Tyr Leu 
465 470 475 480 



His Ser Asn Met lie Val His Arg Asp lie Lys Gly Ala Asn lie Leu 



485 490 495 

Arg Asp Ser Ala Gly. Asn Val Lys Leu Gly Asp Phe Gly Ala Ser Lys 
500 505 510 

Arg Leu Gin Thr lie Cys Met Ser Gly Thr Gly Met Arg Ser Val Thr 
515 520 525 

Gly Thr Pro Tyr Trp Met Ser Pro Glu Val lie Ser Gly Glu Gly Tyr 
530 535 540 

Gly Arg Lys Ala Asp Val Trp Ser Leu Gly Cys Thr Val Val Glu Met 
545 550 555 560 

Leu Thr Glu Lys Pro Pro Trp Ala Glu Tyr Glu Ala Met Ala Ala lie 
565 570 575 

Phe Lys lie Ala Thr Gin Pro Thr Asn Pro Gin Leu Pro Ser His lie 
580 585 590 

Ser Glu His Gly Arg Asp Phe Leu Arg Arg lie Phe Val Glu Ala Arg 
595 600 605 

Gin Arg Pro Ser Ala Glu Glu Leu Leu Thr His His Phe Ala Gin Leu 
610 615 620 

Met Tyr 
625 

<210> 202 
<211> 626 
<212> PRT 
<213> Homo sapiens 

<400> 202 

Met Asp Glu Gin Glu Ala Leu Asn Ser lie Met Asn Asp Leu Val Ala 
15 10 15 

Leu Gin Met Asn Arg Arg His Arg Met Pro Gly Tyr Glu Thr Met Lys 
20 25 30 

Asn Lys Asp Thr Gly His Ser Asn Arg Gin Ser Asp Val Arg lie Lys 
35 40 45 

Phe Glu His Asn Gly Glu Arg Arg lie lie Ala Phe Ser Arg Pro Val 
50 55 60 

Lys Tyr Glu Asp Val Glu His Lys Val Thr Thr Val Phe Gly Gin Pro 
65 70 75 80 

Leu Asp Leu His Tyr Met Asn Asn Glu Leu Ser lie Leu Leu Lys Asn 
85 90 95 



Gin Asp Asp Leu Asp Lys Ala lie Asp lie Leu Asp Arg Ser Ser Ser 
100 105 110 



Met Lys Ser Leu Arg lie Leu Leu Leu Ser Gin Asp Arg Asn His Asn 
115 120 125 



Ser Ser Ser Pro His Ser Glu Val Ser Arg Gin Val Arg lie Lys Ala 
130 135 140 

Ser Gin Ser Ala Gly Asp lie Asn Thr lie Tyr Gin Pro Pro Glu Pro 
145 150 155 160 

Arg Ser Arg His Leu Ser Val Ser Ser Gin Asn Pro Gly Arg Ser Ser 
165 170 1 175 

Pro Pro Pro Gly Tyr Val Pro Glu Arg Gin Gin His lie Ala Arg Gin 
180 185 190 

Gly Ser Tyr Thr Ser lie Asn Ser Glu Gly Glu Phe lie Pro Glu Thr 
195 200 205 

Ser Glu Gin Cys Met Leu Asp Pro Leu Ser Ser Ala Glu Asn Ser Leu 
210 215 220 

Ser Gly Ser Cys Gin Ser Leu Asp Arg Ser Ala Asp Ser Pro Ser Phe 
225 230 235 240 

Arg Lys Ser Arg Met Ser Arg Ala Gin Ser Phe Pro Asp Asn Arg Gin 
245 250 255 

Glu Tyr Ser Asp Arg Glu Thr Gin Leu Tyr Asp Lys Gly Val Lys Gly 
260 265 270 

Gly Thr Tyr Pro Arg Arg Tyr His Val Ser Val His His Lys Asp Tyr 
275 280 285 

Ser Asp Gly Arg Arg Thr Phe Pro Arg lie Arg Arg His Gin Gly Asn 
290 295 300 

Leu Phe Thr Leu Val Pro Ser Ser Arg Ser Leu Ser Thr Asn Gly Glu 
305 310 315 320 

Asn Met Gly Leu Ala Val Gin Tyr Leu Asp Pro Arg Gly Arg Leu Arg 
325 330 335 

Ser Ala Asp Ser Glu Asn Ala Leu Ser Val Gin Glu Arg Asn Val Pro 
340 345 350 

Thr Lys Ser Pro Ser Ala Pro lie Asn Trp Arg Arg Gly Lys Leu Leu 
355 360 365 

Gly Gin Gly Ala Phe Gly Arg Val Tyr Leu Cys Tyr Asp Val Asp Thr 
370 375 380 

Gly Arg Glu Leu Ala Ser Lys Gin Val Gin Phe Asp Pro Asp Ser Pro 
385 390 395 400 



Glu Thr Ser Lys Glu Val Ser Ala Leu Glu Cys Glu lie Gin Leu Leu 
405 410 415 



Lys Asn Leu Gin His Glu Arg lie Val Gin Tyr Tyr Gly Cys Leu Arg 
420 425 430 



Asp Arg Ala Glu Lys Thr Leu Thr lie Phe Met Glu Tyr Met Pro Gly 
435 440 445 

Gly Ser Val Lys Asp Gin Leu Lys Ala Tyr Gly Ala Leu Thr Glu Ser 
450 455 460 

Val Thr Arg Lys Tyr Thr Arg Gin lie Leu Glu Gly Met Ser Tyr Leu 
465 470 475 480 

His Ser Asn Met lie Val His Arg Asp lie Lys Gly Ala Asn lie Leu 
485 490 495 

Arg Asp Ser Ala Gly Asn Val Lys Leu Gly Asp Phe Gly Ala Ser Lys 
500 505 510 

Arg Leu Gin Thr lie Cys Met Ser Gly Thr Gly Met Arg Ser Val Thr 
515 520 525 

Gly Thr Pro Tyr Trp Met Ser Pro Glu Val lie Ser Gly Glu Gly Tyr 
530 535 540 

Gly Arg Lys Ala Asp Val Trp Ser Leu Gly Cys Thr Val Val Glu Met 
545 550 555 560 

Leu Thr Glu Lys Pro Pro Trp Ala Glu Tyr Glu Ala Met Ala Ala lie 
565 570 575 

Phe Lys lie Ala Thr Gin Pro Thr Asn Pro Gin Leu Pro Ser His lie 
580 585 590 

Ser Glu His Gly Arg Asp Phe Leu Arg Arg lie Phe Val Glu Ala Arg 
595 600 605 

Gin Arg Pro Ser Ala Glu Glu Leu Leu Thr His His Phe Ala Gin Leu 
610 615 620 

Met Tyr 
625 

<210> 203 
<211> 372 
<212> PRT 
<213> Homo sapiens 

<400> 203 

Met Ala Lys Gin Tyr Asp Ser Val Glu Cys Pro Phe Cys Asp Glu Val 
15 10 15 

Ser Lys Tyr Glu Lys Leu Ala Lys lie Gly Gin Gly Thr Phe Gly Glu 
20 25 30 



Val Phe Lys Ala Arg His Arg Lys Thr Gly Gin Lys Val Ala Leu Lys 
35 40 45 



Lys Val Leu Met Glu Asn Glu Lys Glu Gly Phe Pro lie Thr Ala Leu 
50 55 60 

Arg Glu lie Lys lie Leu Gin Leu Leu Lys His Glu Asn Val Val Asn 
65 70 75 80 

Leu lie Glu lie Cys Arg Thr Lys Ala Ser Pro Tyr Asn Arg Cys Lys 
85 90 95 

Gly Ser lie Tyr Leu Val Phe Asp Phe Cys Glu His Asp Leu Ala Gly 
100 105 110 

Leu Leu Ser Asn Val Leu Val Lys Phe Thr Leu Ser Glu lie Lys Arg 
115 120 125 

Val Met Gin Met Leu Leu Asn Gly Leu Tyr Tyr lie His Arg Asn Lys 
130 135 140 

lie Leu His Arg Asp Met Lys Ala Ala Asn Val Leu lie Thr Arg Asp 
145 150 155 160 

Gly Val Leu Lys Leu Ala Asp Phe Gly Leu Ala Arg Ala Phe Ser Leu 
165 170 175 

Ala Lys Asn Ser Gin Pro Asn Arg Tyr Thr Asn Arg Val Val Thr Leu 
180 185 190 

Trp Tyr Arg Pro Pro Glu Leu Leu Leu Gly Glu Arg Asp Tyr Gly Pro 
195 200 205 

Pro lie Asp Leu Trp Gly Ala Gly Cys lie Met Ala Glu Met Trp Thr 
210 215 220 

Arg Ser Pro lie Met Gin Gly Asn Thr Glu Gin His Gin Leu Ala Leu 
225 230 235 240 

lie Ser Gin Leu Cys Gly Ser lie Thr Pro Glu Val Trp Pro Asn Val 
245 250 255 

Asp Asn Tyr Glu Leu Tyr Glu Lys Leu Glu Leu Val Lys Gly Gin Lys 
260 265 270 

Arg Lys Val Lys Asp Arg Leu Lys Ala Tyr Val Arg Asp Pro Tyr Ala 
275 280 285 

Leu Asp Leu lie Asp Lys Leu Leu Val Leu Asp Pro Ala Gin Arg lie 
290 295 300 

Asp Ser Asp Asp Ala Leu Asn His Asp Phe Phe Trp Ser Asp Pro Met 
305 310 315 320 

Pro Ser Asp Leu Lys Gly Met Leu Ser Thr His Leu Thr Ser Met Phe 
325 330 335 

Glu Tyr Leu Ala Pro Pro Arg Arg Lys Gly Ser Gin lie Thr Gin Gin 
340 345 350 



Ser Thr Asn Gin Ser Arg Asn Pro Ala Thr Thr Asn Gin Thr Glu Phe 
355 360 365 



Glu Arg Val Phe 
370 

<210> 204 

<211> 303 

<212> PRT 

<213> Homo sapiens 

<400> 204 

Met Ala Thr Ser Arg Tyr Glu Pro Val Ala Glu He Gly Val Gly Ala 
15 10 15 

Tyr Gly Thr Val Tyr Lys Ala Arg Asp Pro His Ser Gly His Phe Val 
20 25 30 

Ala Leu Lys Ser Val Arg Val Pro Asn Gly Gly Gly Gly Gly Gly Gly 
35 40 45 

Leu Pro He Ser Thr Val Arg Glu Val Ala Leu Leu Arg Arg Leu Glu 
50 55 60 

Ala Phe Glu His Pro Asn Val Val Arg Leu Met Asp Val Cys Ala Thr 
65 70 75 80 

Ser Arg Thr Asp Arg Glu He Lys Val Thr Leu Val Phe Glu His Val 
85 90 95 

Asp Gin Asp Leu Arg Thr Tyr Leu Asp Lys Ala Pro Pro Pro Gly Leu 
100 105 110 

Pro Ala Glu Thr He Lys Asp Leu Met Arg Gin Phe Leu Arg Gly Leu 
115 120 125 

Asp Phe Leu His Ala Asn Cys He Val His Arg Asp Leu Lys Pro Glu 
130 135 140 

Asn He Leu Val Thr Ser Gly Gly Thr Val Lys Leu Ala Asp Phe Gly 
145 150 155 160 

Leu Ala Arg He Tyr Ser Tyr Gin Met Ala Leu Thr Pro Val Val Val 
165 170 175 

Thr Leu Trp Tyr Arg Ala Pro Glu Val Leu Leu Gin Ser Thr Tyr Ala 
180 185 190 

Thr Pro Val Asp Met Trp Ser Val Gly Cys He Phe Ala Glu Met Phe 
195 200 205 

Arg Arg Lys Pro Leu Phe Cys Gly Asn Ser Glu Ala Asp Gin Leu Gly 
210 215 220 



Lys He Phe Asp Leu He Gly Leu Pro Pro Glu Asp Asp Trp Pro Arg 



225 



230 



235 



240 



Asp Val Ser Leu Pro Arg Gly Ala Phe Pro Pro Arg Gly Pro Arg Pro 
245 250 255 

Val Gin Ser Val Val Pro Glu Met Glu Glu Ser Gly Ala Gin Leu Leu 
260 265 270 

Leu Glu Met Leu Thr Phe Asn Pro His Lys Arg lie Ser Ala Phe Arg 
275 280 285 

Ala Leu Gin His Ser Tyr Leu His Lys Asp Glu Gly Asn Pro Glu 
290 295 300 

<210> 205 

<211> 303 

<212> PRT 

<213> Homo sapiens 

<400> 205 

Met Ala Thr Ser Arg Tyr Glu Pro Val Ala Glu lie Gly Val Gly Ala 
15 10 15 

Tyr Gly Thr Val Tyr Lys Ala Arg Asp Pro His Ser Gly His Phe Val 
20 25 30 

Ala Leu Lys Ser Val Arg Val Pro Asn Gly Gly Gly Gly Gly Gly Gly 
35 40 45 

Leu Pro lie Ser Thr Val Arg Glu Val Ala Leu Leu Arg Arg Leu Glu 
50 55 60 

Ala Phe Glu His Pro Asn Val Val Arg Leu Met Asp Val Cys Ala Thr 
65 70 75 80 

Ser Arg Thr Asp Arg Glu lie Lys Val Thr Leu Val Phe Glu His Val 
85 90 95 

Asp Gin Asp Leu Arg Thr Tyr Leu Asp Lys Ala Pro Pro Pro Gly Leu 
100 105 110 

Pro Ala Glu Thr lie Lys Asp Leu Met Arg Gin Phe Leu Arg Gly Leu 
115 120 125 

Asp Phe Leu His Ala Asn Cys lie Val His Arg Asp Leu Lys Pro Glu 
130 135 140 

Asn lie Leu Val Thr Ser Gly Gly Thr Val Lys Leu Ala Asp Phe Gly 
145 150 155 160 

Leu Ala Arg lie Tyr Ser Tyr Gin Met Ala Leu Thr Pro Val Val Val 
165 170 175 



Thr Leu Trp Tyr Arg Ala Pro Glu Val Leu Leu Gin Ser Thr Tyr Ala 
180 185 190 



Thr Pro Val Asp Met Trp Ser Val Gly Cys lie Phe Ala Glu Met Phe 
195 200 205 



Arg Arg Lys Pro Leu Phe Cys Gly Asn Ser Glu Ala Asp Gin Leu Gly 
210 215 220 

Lys lie Phe Asp Leu lie Gly Leu Pro Pro Glu Asp Asp Trp Pro Arg 
225 230 235 240 

Asp Val Ser Leu Pro Arg Gly Ala Phe Pro Pro Arg Gly Pro Arg Pro 
245 250 255 

Val Gin Ser Val Val Pro Glu Met Glu Glu Ser Gly Ala Gin Leu Leu 
260 265 270 

Leu Glu Met Leu Thr Phe Asn Pro His Lys Arg lie Ser Ala Phe Arg 
275 280 285 

Ala Leu Gin His Ser Tyr Leu His Lys Asp Glu Gly Asn Pro Glu 
290 295 300 

<210> 206 

<211> 590 

<212> PRT 
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<400> 206 

Met Glu Leu Glu Asn lie Val Ala Asn Thr Val Leu Leu Lys Ala Arg 
15 10 15 

Glu Gly Gly Gly Gly Lys Arg Lys Gly Lys Ser Lys Lys Trp Lys Glu 
20 25 30 

lie Leu Lys Phe Pro His lie Ser Gin Cys Glu Asp Leu Arg Arg Thr 
35 40 45 

lie Asp Arg Asp Tyr Cys Ser Leu Cys Asp Lys Gin Pro lie Gly Arg 
50 55 60 

Leu Leu Phe Arg Gin Phe Cys Glu Thr Arg Pro Gly Leu Glu Cys Tyr 
65 70 75 80 

lie Gin Phe Leu Asp Ser Val Ala Glu Tyr Glu Val Thr Pro Asp Glu 
85 90 95 

Lys Leu Gly Glu Lys Gly Lys Glu lie Met Thr Lys Tyr Leu Thr Pro 
100 105 110 

Lys Ser Pro Val Phe lie Ala Gin Val Gly Gin Asp Leu Val Ser Gin 
115 120 125 

Thr Glu Glu Lys Leu Leu Gin Lys Pro Cys Lys Glu Leu Phe Ser Ala 
130 135 140 



Cys Ala Gin Ser Val His Glu Tyr Leu Arg Gly Glu Pro Phe His Glu 
145 150 155 160 



Tyr Leu Asp Ser Met Phe Phe Asp Arg Phe Leu Gin Trp Lys Trp Leu 
165 170 175 



Glu Arg Gin Pro Val Thr Lys Asn Thr Phe Arg Gin Tyr Arg Val Leu 
180 185 190 

Gly Lys Gly Gly Phe Gly Glu Val Cys Ala Cys Gin Val Arg Ala Thr 
195 200 205 

Gly Lys Met Tyr Ala Cys Lys Arg Leu Glu Lys Lys Arg lie Lys Lys 
210 215 220 

Arg Lys Gly Glu Ser Met Ala Leu Asn Glu Lys Gin lie Leu Glu Lys 
225 230 235 240 

Val Asn Ser Gin Phe Val Val Asn Leu Ala Tyr Ala Tyr Glu Thr Lys 
245 250 255 

Asp Ala Leu Cys Leu Val Leu Thr lie Met Asn Gly Gly Asp Leu Lys 
260 265 270 

Phe His lie Tyr Asn Met Gly Asn Pro Gly Phe Glu Glu Glu Arg Ala 
275 280 285 

Leu Phe Tyr Ala Ala Glu lie Leu Cys Gly Leu Glu Asp Leu His Arg 
290 295 300 

Glu Asn Thr Val Tyr Arg Asp Leu Lys Pro Glu Asn lie Leu Leu Asp 
305 310 315 320 

Asp Tyr Gly His lie Arg lie Ser Asp Leu Gly Leu Ala Val Lys lie 
325 330 335 

Pro Glu Gly Asp Leu lie Arg Gly Arg Val Gly Thr Val Gly Tyr Met 
340 345 350 

Ala Pro Glu Val Leu Asn Asn Gin Arg Tyr Gly Leu Ser Pro Asp Tyr 
355 360 365 

Trp Gly Leu Gly Cys Leu lie Tyr Glu Met lie Glu Gly Gin Ser Pro 
370 375 380 

Phe Arg Gly Arg Lys Glu Lys Val Lys Arg Glu Glu Val Asp Arg Arg 
385 390 395 400 

Val Leu Glu Thr Glu Glu Val Tyr Ser His Lys Phe Ser Glu Glu Ala 
405 410 415 

Lys Ser lie Cys Lys Met Leu Leu Thr Lys Asp Ala Lys Gin Arg Leu 
420 425 430 

Gly Cys Gin Glu Glu Gly Ala Ala Glu Val Lys Arg His Pro Phe Phe 
435 440 445 



Arg Asn Met Asn Phe Lys Arg Leu Glu Ala Gly Met Leu Asp Pro Pro 
450 455 460 



Phe Val Pro Asp Pro Arg Ala Val Tyr Cys Lys Asp Val Leu Asp lie 
465 , 470 475 480 

Glu Gin Phe Ser Thr Val Lys Gly Val Asn Leu Asp His Thr Asp Asp 
485 490 495 

Asp Phe Tyr Ser Lys Phe Ser Thr Gly Ser Val Ser lie Pro Trp Gin 
500 505 510 

Asn Glu Met lie Glu Thr Glu Cys Phe Lys Glu Leu Asn Val Phe Gly 
515 520 525 

Pro Asn Gly Thr Leu Pro Pro Asp Leu Asn Arg Asn His Pro Pro Glu 
530 535 540 

Pro Pro Lys Lys Gly Leu Leu Gin Arg Leu Phe Lys Arg Gin His Gin 
545 550 555 560 

Asn Asn Ser Lys Ser Ser Pro Ser Ser Lys Thr Ser Phe Asn His His 
565 570 575 

lie Asn Ser Asn His Val Ser Ser Asn Ser Thr Gly Ser Ser 
580 585 590 

<210> 207 
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Met Glu Leu Glu Asn lie Val Ala Asn Thr Val Leu Leu Lys Ala Arg 
15 10 15 

Glu Gly Gly Gly Gly Lys Arg Lys Gly Lys Ser Lys Lys Trp Lys Glu 
20 25 30 

lie Leu Lys Phe Pro His lie Ser Gin Cys Glu Asp Leu Arg Arg Thr 
35 40 45 

lie Asp Arg Asp Tyr Cys Ser Leu Cys Asp Lys Gin Pro lie Gly Arg 
50 55 60 

Leu Leu Phe Arg Gin Phe Cys Glu Thr Arg Pro Gly Leu Glu Cys Tyr 
65 70 75 80 

lie Gin Phe Leu Asp Ser Val Ala Glu Tyr Glu Val Thr Pro Asp Glu 
85 90 95 

Lys Leu Gly Glu Lys Gly Lys Glu lie Met Thr Lys Tyr Leu Thr Pro 
100 105 110 

Lys Ser Pro Val Phe lie Ala Gin Val Gly Gin Asp Leu Val Ser Gin 
115 120 125 



Thr Glu Glu Lys Leu Leu Gin Lys Pro Cys Lys Glu Leu Phe Ser Ala 



130 135 140 

Cys Ala Gin Ser Val His Glu Tyr Leu Arg Gly Glu Pro Phe His Glu 
145 ' 150 155 160 

Tyr Leu Asp Ser Met Phe Phe Asp Arg Phe Leu Gin Trp Lys Trp Leu 
165 170 175 

Glu Arg Gin Pro Val Thr Lys Asn Thr Phe Arg Gin Tyr Arg Val Leu 
180 185 190 

Gly Lys Gly Gly Phe Gly Glu Val Cys Ala Cys Gin Val Arg Ala Thr 
195 200 205 

Gly Lys Met Tyr Ala Cys Lys Arg Leu Glu Lys Lys Arg lie Lys Lys 
210 215 220 

Arg Lys Gly Glu Ser Met Ala Leu Asn Glu Lys Gin lie Leu Glu Lys 
225 230 235 240 

Val Asn Ser Gin Phe Val Val Asn Leu Ala Tyr Ala Tyr Glu Thr Lys 
245 250 255 

Asp Ala Leu Cys Leu Val Leu Thr lie Met Asn Gly Gly Asp Leu Lys 
260 265 270 

Phe His lie Tyr Asn Met Gly Asn Pro Gly Phe Glu Glu Glu Arg Ala 
275 280 285 

Leu Phe Tyr Ala Ala Glu lie Leu Cys Gly Leu Glu Asp Leu His Arg 
290 295 300 

Glu Asn Thr Val Tyr Arg Asp Leu Lys Pro Glu Asn lie Leu Leu Asp 
305 310 315 320 

Asp Tyr Gly His lie Arg lie Ser Asp Leu Gly Leu Ala Val Lys lie 
325 330 335 

Pro Glu Gly Asp Leu lie Arg Gly Arg Val Gly Thr Val Gly Tyr Met 
340 345 350 

Ala Pro Glu Val Leu Asn Asn Gin Arg Tyr Gly Leu Ser Pro Asp Tyr 
355 360 365 

Trp Gly Leu Gly Cys Leu lie Tyr Glu Met lie Glu Gly Gin Ser Pro 
370 375 380 

Phe Arg Gly Arg Lys Glu Lys Val Lys Arg Glu Glu Val Asp Arg Arg 
385 390 395 400 

Val Leu Glu Thr Glu Glu Val Tyr Ser His Lys Phe Ser Glu Glu Ala 
405 410 415 

Lys Ser lie Cys Lys Met Leu Leu Thr Lys Asp Ala Lys Gin Arg Leu 
420 425 430 



Gly Cys Gin Glu Glu Gly Ala Ala Glu Val Lys Arg His Pro Phe Phe 



435 



440 



445 



Arg Asn Met Asn Phe Lys Arg Leu Glu Ala Gly Met Leu Asp Pro Pro 
450 455 460 

Phe Val Pro Asp Pro Arg Ala Val Tyr Cys Lys Asp Val Leu Asp lie 
465 470 475 480 

Glu Gin Phe Ser Thr Val Lys Gly Val Asn Leu Asp His Thr Asp Asp 
485 490 495 

Asp Phe Tyr Ser Lys Phe Ser Thr Gly Ser Val Ser lie Pro Trp Gin 
500 505 510 

Asn Glu Met lie Glu Thr Glu Cys Phe Lys Glu Leu Asn Val Phe Gly 
515 520 525 

Pro Asn Gly Thr Leu Pro Pro Asp Leu Asn Arg Asn His Pro Pro Glu 
530 535 540 

Pro Pro Lys Lys Gly Leu Leu Gin Arg Leu Phe Lys Arg Gin His Gin 
545 550 555 560 

Asn Asn Ser Lys Ser Ser Pro Ser Ser Lys Thr Ser Phe Asn His His 
565 570 575 

lie Asn Ser Asn His Val Ser Ser Asn Ser Thr Gly Ser Ser 
580 585 590 

<210> 208 
<211> 590 
<212> PRT 
<213> Homo sapiens 

<400> 208 

Met Glu Leu Glu Asn lie Val Ala Asn Thr Val Leu Leu Lys Ala Arg 
15 10 15 

Glu Gly Gly Gly Gly Lys Arg Lys Gly Lys Ser Lys Lys Trp Lys Glu 
20 25 30 

lie Leu Lys Phe Pro His lie Ser Gin Cys Glu Asp Leu Arg Arg Thr 
35 40 ■ 45 

lie Asp Arg Asp Tyr Cys Ser Leu Cys Asp Lys Gin Pro lie Gly Arg 
50 55 60 

Leu Leu Phe Arg Gin Phe Cys Glu Thr Arg Pro Gly Leu Glu Cys Tyr 
65 70 75 80 

lie Gin Phe Leu Asp Ser Val Ala Glu Tyr Glu Val Thr Pro Asp Glu 
85 90 95 



Lys Leu Gly Glu Lys Gly Lys Glu lie Met Thr Lys Tyr Leu Thr Pro 
100 105 110 



Lys Ser Pro Val Phe lie Ala Gin Val Gly Gin Asp Leu Val Ser Gin 
115 120 125 

Thr Glu Glu Lys Leu Leu Gin Lys Pro Cys Lys Glu Leu Phe Ser Ala 
130 135 140 

Cys Ala Gin Ser Val His Glu Tyr Leu Arg Gly Glu Pro Phe His Glu 
145 150 155 160 

Tyr Leu Asp Ser Met Phe Phe Asp Arg Phe Leu Gin Trp Lys Trp Leu 
165 170 175 

Glu Arg Gin Pro Val Thr Lys Asn Thr Phe Arg Gin Tyr Arg Val Leu 
180 185 190 

Gly Lys Gly Gly Phe Gly Glu Val Cys Ala Cys Gin Val Arg Ala Thr 
195 200 205 

Gly Lys Met Tyr Ala Cys Lys Arg Leu Glu Lys Lys Arg lie Lys Lys 
210 215 220 

Arg Lys Gly Glu Ser Met Ala Leu Asn Glu Lys Gin lie Leu Glu Lys 
225 230 235 240 

Val Asn Ser Gin Phe Val Val Asn Leu Ala Tyr Ala Tyr Glu Thr Lys 
245 250 255 

Asp Ala Leu Cys Leu Val Leu Thr lie Met Asn Gly Gly Asp Leu Lys 
260 265 270 

Phe His lie Tyr Asn Met Gly Asn Pro Gly Phe Glu Glu Glu Arg Ala 
275 280 285 

Leu Phe Tyr Ala Ala Glu lie Leu Cys Gly Leu Glu Asp Leu His Arg 
290 295 300 

Glu Asn Thr Val Tyr Arg Asp Leu Lys Pro Glu Asn lie Leu Leu Asp 
305 310 315 320 

Asp Tyr Gly His lie Arg lie Ser Asp Leu Gly Leu Ala Val Lys lie 
325 330 335 

Pro Glu Gly Asp Leu lie Arg Gly Arg Val Gly Thr Val Gly Tyr Met 
340 345 350 

Ala Pro Glu Val Leu Asn Asn Gin Arg Tyr Gly Leu Ser Pro Asp Tyr 
355 360 365 

Trp Gly Leu Gly Cys Leu lie Tyr Glu Met lie Glu Gly Gin Ser Pro 
370 375 380 

Phe Arg Gly Arg Lys Glu Lys Val Lys Arg Glu Glu Val Asp Arg Arg 
385 390 395 400 

Val Leu Glu Thr Glu Glu Val Tyr Ser His Lys Phe Ser Glu Glu Ala 
405 410 415 



Lys Ser lie Cys Lys Met Leu Leu Thr Lys Asp Ala Lys Gin Arg Leu 
420 425 430 



Gly Cys Gin Glu Glu Gly Ala Ala Glu Val Lys Arg His Pro Phe Phe 
435 440 445 

Arg Asn Met Asn Phe Lys Arg Leu Glu Ala Gly Met Leu Asp Pro Pro 
450 455 460 

Phe Val Pro Asp Pro Arg Ala Val Tyr Cys Lys Asp Val Leu Asp lie 
465 470 475 480 

Glu Gin Phe Ser Thr Val Lys Gly Val Asn Leu Asp His Thr Asp Asp 
485 490 495 

Asp Phe Tyr Ser Lys Phe Ser Thr Gly Ser Val Ser lie Pro Trp Gin 
500 505 510 

Asn Glu Met lie Glu Thr Glu Cys Phe Lys Glu Leu Asn Val Phe Gly 
515 520 525 

Pro Asn Gly Thr Leu Pro Pro Asp Leu Asn Arg Asn His Pro Pro Glu 
530 535 540 

Pro Pro Lys Lys Gly Leu Leu Gin Arg Leu Phe Lys Arg Gin His Gin 
545 550 555 560 

Asn Asn Ser Lys Ser Ser Pro Ser Ser Lys Thr Ser Phe Asn His His 
565 570 575 

lie Asn Ser Asn His Val Ser Ser Asn Ser Thr Gly Ser Ser 
580 585 590 

<210> 209 
<211> 676 
<212> PRT 
<213> Homo sapiens 

<400> 209 

Met Ala Pro Phe Leu Arg lie Ala Phe Asn Ser Tyr Glu Leu Gly Ser 
1 5 10 15 

Leu Gin Ala Glu Asp Glu Ala Asn Gin Pro Phe Cys Ala Val Lys Met 
20 25 30 

Lys Glu Ala Leu Ser Thr Glu Arg Gly Lys Thr Leu Val Gin Lys Lys 
35 40 45 

Pro Thr Met Tyr Pro Glu Trp Lys Ser Thr Phe Asp Ala His lie Tyr 
50 55 60 

Glu Gly Arg Val He Gin He Val Leu Met Arg Ala Ala Glu Glu Pro 
65 70 75 80 



Val Ser Glu Val Thr Val Gly Val Ser Val Leu Ala Glu Arg Cys Lys 
85 90 95 



Lys Asn Asn Gly Lys Ala Glu Phe Trp Leu Asp Leu Gin Pro Gin Ala 
100 105 110 



Lys Val Leu Met Ser Val Gin Tyr Phe Leu Glu Asp Val Asp Cys Lys 
115 120 125 

Gin Ser Met Arg Ser Glu Asp Glu Ala Lys Phe Pro Thr Met Asn Arg 
130 135 140 

Arg Gly Ala lie Lys Gin Ala Lys lie His Tyr lie Lys Asn His Glu 
145 150 155 160 

Phe lie Ala Thr Phe Phe Gly Gin Pro Thr Phe Cys Ser Val Cys Lys 
165 170 175 

Asp Phe Val Trp Gly Leu Asn Lys Gin Gly Tyr Lys Cys Arg Gin Cys 
180 185 190 

Asn Ala Ala lie His Lys Lys Cys lie Asp Lys lie lie Gly Arg Cys 
195 200 205 

Thr Gly Thr Ala Ala Asn Ser Arg Asp Thr lie Phe Gin Lys Glu Arg 
210 215 220 

Phe Asn lie Asp Met Pro His Arg Phe Lys Val His Asn Tyr Met Ser 
225 230 235 240 

Pro Thr Phe Cys Asp His Cys Gly Ser Leu Leu Trp Gly Leu Val Lys 
245 250 255 

Gin Gly Leu Lys Cys Glu Asp Cys Gly Met Asn Val His His Lys Cys 
260 265 270 

Arg Glu Lys Val Ala Asn Leu Cys Gly lie Asn Gin Lys Leu Leu Ala 
275 280 285 

Glu Ala Leu Asn Gin Val Thr Gin Arg Ala Ser Arg Arg Ser Asp Ser 
290 295 300 

Ala Ser Ser Glu Pro Val Gly lie Tyr Gin Gly Phe Glu Lys Lys Thr 
305 310 315 320 

Gly Val Ala Gly Glu Asp Met Gin Asp Asn Ser Gly Thr Tyr Gly Lys 
325 330 335 

lie Trp Glu Gly Ser Ser Lys Cys Asn lie Asn Asn Phe lie Phe His 
340 345 350 

Lys Val Leu Gly Lys Gly Ser Phe Gly Lys Val Leu Leu Gly Glu Leu 
355 360 365 

Lys Gly Arg Gly Glu Tyr Ser Ala lie Lys Ala Leu Lys Lys Asp Val 
370 375 380 



Val Leu lie Asp Asp Asp Val Glu Cys Thr Met Val Glu Lys Arg Val 
385 390 395 400 



Leu Thr Leu Ala Ala Glu Asn Pro Phe Leu Thr His Leu lie Cys Thr 
405 410 415 

Phe Gin Thr Lys Asp His Leu Phe Phe Val Met Glu Phe Leu Asn Gly 
420 425 430 

Gly Asp Leu Met Tyr His lie Gin Asp Lys Gly Arg Phe Glu Leu Tyr 
435 440 445 

Arg Ala Thr Phe Tyr Ala Ala Glu lie Met Cys Gly Leu Gin Phe Leu 
450 455 460 

His Ser Lys Gly lie lie Tyr Arg Asp Leu Lys Leu Asp Asn Val Leu 
465 470 475 480 

Leu Asp Arg Asp Gly His lie Lys lie Ala Asp Phe Gly Met Cys Lys 
485 490 495 

Glu Asn lie Phe Gly Glu Ser Arg Ala Ser Thr Phe Cys Gly Thr Pro 
500 505 510 

Asp Tyr lie Ala Pro Glu lie Leu Gin Gly Leu Lys Tyr Thr Phe Ser 
515 520 525 

Val Asp Trp Trp Ser Phe Gly Val Leu Leu Tyr Glu Met Leu lie Gly 
530 535 540 

Gin Ser Pro Phe His Gly Asp Asp Glu Asp Glu Leu Phe Glu Ser lie 
545 550 555 560 

Arg Val Asp Thr Pro His Tyr Pro Arg Trp lie Thr Lys Glu Ser Lys 
565 570 575 

Asp lie Leu Glu Lys Leu Phe Glu Arg Glu Pro Thr Lys Arg Leu Gly 
580 585 590 

Met Thr Gly Asn lie Lys lie His Pro Phe Phe Lys Thr lie Asn Trp 
595 600 605 

Thr Leu Leu Glu Lys Arg Arg Leu Glu Pro Pro Phe Arg Pro Lys Val 
610 615 620 

Lys Ser Pro Arg Asp Tyr Ser Asn Phe Asp Gin Glu Phe Leu Asn Glu 
625 630 635 640 

Lys Ala Arg Leu Ser Tyr Ser Asp Lys Asn Leu lie Asp Ser Met Asp 
645 650 655 

Gin Ser Ala Phe Ala Gly Phe Ser Phe Val Asn Pro Lys Phe Glu His 
660 665 670 



Leu Leu Glu Asp 
675 



<210> 210 
<211> 406 



<212> PRT 

<213> Homo sapiens 



<400> 210 

Met Thr Leu Asp Val Gly Pro Glu Asp Glu Leu Pro Asp Trp Ala Ala 
15 10 15 

Ala Lys Glu Phe Tyr Gin Lys Tyr Asp Pro Lys Asp Val lie Gly Arg 
20 25 30 

Gly Val Ser Ser Val Val Arg Arg Cys Val His Arg Ala Thr Gly His 
35 40 45 

Glu Phe Ala Val Lys lie Met Glu Val Thr Ala Glu Arg Leu Ser Pro 
50 55 60 

Glu Gin Leu Glu Glu Val Arg Glu Ala Thr Arg Arg Glu Thr His lie 
65 70 75 80 

Leu Arg Gin Val Ala Gly His Pro His lie lie Thr Leu lie Asp Ser 
85 90 95 

Tyr Glu Ser Ser Ser Phe Met Phe Leu Val Phe Asp Leu Met Arg Lys 
100 105 110 

Gly Glu Leu Phe Asp Tyr Leu Thr Glu Lys Val Ala Leu Ser Glu Lys 
115 120 125 

Glu Thr Arg Ser lie Met Arg Ser Leu Leu Glu Ala Val Ser Phe Leu 
130 135 140 

His Ala Asn Asn lie Val His Arg Asp Leu Lys Pro Glu Asn lie Leu 
145 150 155 160 

Leu Asp Asp Asn Met Gin lie Arg Leu Ser Asp Phe Gly Phe Ser Cys 
165 170 175 

His Leu Glu Pro Gly Glu Lys Leu Arg Glu Leu Cys Gly Thr Pro Gly 
180 185 190 

Tyr Leu Ala Pro Glu lie Leu Lys Cys Ser Met Asp Glu Thr His Pro 
195 200 205 

Gly Tyr Gly Lys Glu Val Asp Leu Trp Ala Cys Gly Val lie Leu Phe 
210 215 220 

Thr Leu Leu Ala Gly Ser Pro Pro Phe Trp His Arg Arg Gin lie Leu 
225 230 235 240 

Met Leu Arg Met lie Met Glu Gly Gin Tyr Gin Phe Ser Ser Pro Glu 
245 250 255 

Trp Asp Asp Arg Ser Ser Thr Val Lys Asp Leu lie Ser Arg Leu Leu 
260 265 270 



Gin Val Asp Pro Glu Ala Arg Leu Thr Ala Glu Gin Ala Leu Gin His 



275 



280 



285 



Pro Phe Phe Glu Arg Cys Glu Gly 
290 295 

Arg Gin Arg Phe Arg Val Ala Val 
305 310 

Val Ala Leu Ser Thr His Arg Val 
325 

Leu Arg Asp Pro Tyr Ala Leu Arg 
340 



Ser Gin Pro Trp Asn Leu Thr Pro 
300 

Trp Thr Val Leu Ala Ala Gly Arg 
315 320 

Arg Pro Leu Thr Lys Asn Ala Leu 
330 335 

Ser Val Arg His Leu lie Asp Asn 
345 350 



Cys Ala Phe Arg Leu Tyr Gly His 
355 360 

Asn Arg Ala Ala Leu Phe Gin His 
370 375 

Met Gly Pro Glu Glu Glu Gly Asp 
385 390 



Trp Val Lys Lys Gly Glu Gin Gin 
365 

Arg Pro Pro Gly Pro Phe Pro lie 
380 

Ser Ala Ala lie Thr Glu Asp Glu 
395 400 



Ala Val Leu Val Leu Gly 
405 



<210> 211 

<211> 1142 

<212> PRT 

<213> Homo sapiens 



<400> 211 



Met Ala Phe Cys Ala 
1 5 

Leu Glu Ala Pro Glu 
20 

Arg Glu Pro Leu Arg 
35 

Cys lie Arg Ala Ala 
50 

Leu Phe Ala Leu Tyr 
65 

Arg Thr lie Thr Val 
85 

Met Arg Phe Tyr Phe 
100 

Ser Val Trp Arg His 
115 



Lys Met Arg Ser Ser Lys 
10 

Pro Gly Val Glu Val lie 
25 

Leu Gly Ser Gly Glu Tyr 
40 

Gin Ala Cys Arg lie Ser 

55 

Asp Glu Asn Thr Lys Leu 
70 75 

Asp Asp Lys Met Ser Leu 
90 

Thr Asn Trp His Gly Thr 
105 

Ser Pro Lys Lys Gin Lys 
120 



Lys Thr Glu Val Asn 
15 

Phe Tyr Leu Ser Asp 
30 

Thr Ala Glu Glu Leu 
45 

Pro Leu Cys His Asn 
60 

Trp Tyr Ala Pro Asn 
80 

Arg Leu His Tyr Arg 
95 

Asn Asp Asn Glu Gin 
110 

Asn Gly Tyr Glu Lys 
125 



Lys Lys lie Pro Asp Ala Thr Pro Leu Leu Asp Ala Ser Ser Leu Glu 
130 135 140 

Tyr Leu Phe Ala Gin Gly Gin Tyr Asp Leu Val Lys Cys Leu Ala Pro 
145 150 155 160 

lie Arg Asp Pro Lys Thr Glu Gin Asp Gly His Asp lie Glu Asn Glu 
165 170 175 

Cys Leu Gly Met Ala Val Leu Ala lie Ser His Tyr Ala Met Met Lys 
180 185 190 

Lys Met Gin Leu Pro Glu Leu Pro Lys Asp lie Ser Tyr Lys Arg Tyr 
195 200 205 

lie Pro Glu Thr Leu Asn Lys Ser lie Arg Gin Arg Asn Leu Leu Thr 
210 215 220 

Arg Met Arg lie Asn Asn Val Phe Lys Asp Phe Leu Lys Glu Phe Asn 
225 230 235 240 

Asn Lys Thr lie Cys Asp Ser Ser Val Ser Thr His Asp Leu Lys Val 
245 250 255 

Lys Tyr Leu Ala Thr Leu Glu Thr Leu Thr Lys His Tyr Gly Ala Glu 
260 265 270 

lie Phe Glu Thr Ser Met Leu Leu lie Ser Ser Glu Asn Glu Met Asn 
275 280 285 

Trp Phe His Ser Asn Asp Gly Gly Asn Val Leu Tyr Tyr Glu Val Met 
290 295 . 300 

Val Thr Gly Asn Leu Gly lie Gin Trp Arg His Lys Pro Asn Val Val 
305 310 315 320 

Ser Val Glu Lys Glu Lys Asn Lys Leu Lys Arg Lys Lys Leu Glu Asn 
325 330 335 

Lys Asp Lys Lys Asp Glu Glu Lys Asn Lys lie Arg Glu Glu Trp Asn 
340 345 350 

Asn Phe Ser Phe Phe Pro Glu lie Thr His lie Val lie Lys Glu Ser 
355 360 365 

Val Val Ser lie Asn Lys Gin Asp Asn Lys Lys Met Glu Leu Lys Leu 
370 375 380 

Ser Ser His Glu Glu Ala Leu Ser Phe Val Ser Leu Val Asp Gly Tyr 
385 390 395 400 

Phe Arg Leu Thr Ala Asp Ala His His Tyr Leu Cys Thr Asp Val Ala 
405 410 415 

Pro Pro Leu lie Val His Asn lie Gin Asn Gly Cys His Gly Pro lie 
420 425 430 



Cys Thr Glu Tyr Ala lie Asn Lys Leu Arg Gin Glu Gly Ser Glu Glu 
435 440 445 



Gly Met Tyr Val Leu Arg Trp Ser Cys Thr Asp Phe Asp Asn lie Leu 
450 455 460 

Met Thr Val Thr Cys Phe Glu Lys Ser Glu Gin Val Gin Gly Ala Gin 
465 470 475 480 

Lys Gin Phe Lys Asn Phe Gin lie Glu Val Gin Lys Gly Arg Tyr Ser 
485 490 495 

Leu His Gly Ser Asp Arg Ser Phe Pro Ser Leu Gly Asp Leu Met Ser 
500 505 510 

His Leu Lys Lys Gin lie Leu Arg Thr Asp Asn lie Ser Phe Met Leu 
515 520 525 

Lys Arg Cys Cys Gin Pro Lys Pro Arg Glu lie Ser Asn Leu Leu Val 
530 535 540 

Ala Thr Lys Lys Ala Gin Glu Trp Gin Pro Val Tyr Pro Met Ser Gin 
545 550 555 560 

Leu Ser Phe Asp Arg lie Leu Lys Lys Asp Leu Val Gin Gly Glu His 
565 570 575 

Leu Gly Arg Gly Thr Arg Thr His lie Tyr Ser Gly Thr Leu Met Asp 
580 585 590 

Tyr Lys Asp Asp Glu Gly Thr Ser Glu Glu Lys Lys lie Lys Val lie 
595 600 605 

Leu Lys Val Leu Asp Pro Ser His Arg Asp lie Ser Leu Ala Phe Phe 
610 615 620 

Glu Ala Ala Ser Met Met Arg Gin Val Ser His Lys His lie Val Tyr 
625 630 635 640 

Leu Tyr Gly Val Cys Val Arg Asp Val Glu Asn lie Met Val Glu Glu 
645 650 655 

Phe Val Glu Gly Gly Pro Leu Asp Leu Phe Met His Arg Lys Ser Asp 
660 665 670 

Val Leu Thr Thr Pro Trp Lys Phe Lys Val Ala Lys Gin Leu Ala Ser 
675 680 685 

Ala Leu Ser Tyr Leu Glu Asp Lys Asp Leu Val His Gly Asn Val Cys 
690 695 700 

Thr Lys Asn Leu Leu Leu Ala Arg Glu Gly lie Asp Ser Glu Cys Gly 
705 710 715 720 



Pro Phe lie Lys Leu Ser Asp Pro Gly lie Pro lie Thr Val Leu Ser 
725 730 735 



Arg Gin Glu Cys lie Glu Arg lie Pro Trp lie Ala Pro Glu Cys Val 
740 745 750 



Glu Asp Ser Lys Asn Leu Ser Val Ala Ala Asp Lys Trp Ser Phe Gly 
755 760 765 

Thr Thr Leu Trp Glu lie Cys Tyr Asn Gly Glu lie Pro Leu Lys Asp 
770 775 780 

Lys Thr Leu lie Glu Lys Glu Arg Phe Tyr Glu Ser Arg Cys Arg Pro 
785 790 795 800 

Val Thr Pro Ser Cys Lys Glu Leu Ala Asp Leu Met Thr Arg Cys Met 
805 810 815 

Asn Tyr Asp Pro Asn Gin Arg Pro Phe Phe Arg Ala lie Met Arg Asp 
820 825 830 

lie Asn Lys Leu Glu Glu Gin Asn Pro Asp lie Val Ser Arg Lys Lys 
835 840 845 

Asn Gin Pro Thr Glu Val Asp Pro Thr His Phe Glu Lys Arg Phe Leu 
850 855 860 

Lys Arg lie Arg Asp Leu Gly Glu Gly His Phe Gly Lys Val Glu Leu 
865 870 875 880 

Cys Arg Tyr Asp Pro Glu Asp Asn Thr Gly Glu Gin Val Ala Val Lys 
885 890 895 

Ser Leu Lys Pro Glu Ser Gly Gly Asn His lie Ala Asp Leu Lys Lys 
900 905 910 

Glu lie Glu lie Leu Arg Asn Leu Tyr His Glu Asn lie Val Lys Tyr 
915 920 925 

Lys Gly lie Cys Thr Glu Asp Gly Gly Asn Gly lie Lys Leu lie Met 
930 935 940 

Glu Phe Leu Pro Ser Gly Ser Leu Lys Glu Tyr Leu Pro Lys Asn Lys 
945 950 955 960 

Asn Lys lie Asn Leu Lys Gin Gin Leu Lys Tyr Ala Val Gin lie Cys 
965 970 975 

Lys Gly Met Asp Tyr Leu Gly Ser Arg Gin Tyr Val His Arg Asp Leu 
980 985 990 

Ala Ala Arg Asn Val Leu Val Glu Ser Glu His Gin Val Lys lie Gly 
995 1000 1005 

Asp Phe Gly Leu Thr Lys Ala lie Glu Thr Asp Lys Glu Tyr Tyr 
1010 1015 1020 



Thr Val Lys Asp Asp Arg Asp Ser Pro Val Phe Trp Tyr Ala Pro 
1025 1030 1035 



Glu Cys Leu Met Gin Ser Lys Phe Tyr lie Ala Ser Asp Val Trp 
1040 1045 1050 



Ser Phe Gly Val Thr Leu His Glu Leu Leu Thr Tyr Cys Asp Ser 
1055 1060 1065 

Asp Ser Ser Pro Met Ala Leu Phe Leu Lys Met lie Gly Pro Thr 
1070 1075 1080 

His Gly Gin Met Thr Val Thr Arg Leu Val Asn Thr Leu Lys Glu 
1085 1090 1095 

Gly Lys Arg Leu Pro Cys Pro Pro Asn Cys Pro Asp Glu Val Tyr 
1100 1105 1110 

Gin Leu Met Arg Lys Cys Trp Glu Phe Gin Pro Ser Asn Arg Thr 
1115 1120 1125 



Ser Phe Gin Asn Leu lie Glu Gly Phe Glu Ala Leu Leu Lys 
1130 1135 1140 



<210> 212 

<211> 537 

<212> PRT 

<213> Homo sapiens 



<400> 212 



Met Gly Cys Val Gin Cys Lys Asp 
1 5 

Glu Arg Asp Gly Ser Leu Asn Gin 
20 

Asp Pro Thr Pro Gin His Tyr Pro 
35 40 

Asn Tyr Asn Asn Phe His Ala Ala 
50 55 



Lys Glu Ala Thr Lys Leu Thr Glu 
10 15 

Ser Ser Gly Tyr Arg Tyr Gly Thr 
25 30 

Ser Phe Gly Val Thr Ser lie Pro 
45 

Gly Gly Gin Gly Leu Thr Val Phe 
60 



Gly Gly Val Asn Ser Ser Ser His Thr Gly Thr Leu Arg Thr Arg Gly 
65 70 75 80 

Gly Thr Gly Val Thr Leu Phe Val Ala Leu Tyr Asp Tyr Glu Ala Arg 
85 90 95 



Thr Glu Asp Asp Leu Ser Phe His Lys Gly Glu Lys Phe Gin lie Leu 
100 105 110 

Asn Ser Ser Glu Gly Asp Trp Trp Glu Ala Arg Ser Leu Thr Thr Gly 
115 120 125 

Glu Thr Gly Tyr lie Pro Ser Asn Tyr Val Ala Pro Val Asp Ser lie 
130 135 140 



Gin Ala Glu Glu Trp Tyr Phe Gly Lys Leu Gly Arg Lys Asp Ala Glu 
145 150 155 160 



Arg Gin Leu Leu Ser Phe Gly Asn Pro Arg Gly Thr Phe Leu lie Arg 
165 170 175 

Glu Ser Glu Thr Thr Lys Gly Ser Tyr Ser Leu Ser lie Arg Asp Trp 
180 185 190 

Asp Asp Met Lys Gly Asp His Val Lys His Tyr Lys lie Arg Lys Leu 
195 200 205 

Asp Asn Gly Gly Tyr Tyr lie Thr Thr Arg Ala Gin Phe Glu Thr Leu 
210 215 220 

Gin Gin Leu Val Gin His Tyr Ser Glu Arg Ala Ala Gly Leu Cys Cys 
225 230 235 240 

Arg Leu Val Val Pro Cys His Lys Gly Met Pro Arg Leu Thr Asp Leu 
245 250 255 

Ser Val Lys Thr Lys Asp Val Trp Glu lie Pro Arg Glu Ser Leu Gin 
260 265 270 

Leu lie Lys Arg Leu Gly Asn Gly Gin Phe Gly Glu Val Trp Met Gly 
275 280 285 

Thr Trp Asn Gly Asn Thr Lys Val Ala lie Lys Thr Leu Lys Pro Gly 
290 295 300 

Thr Met Ser Pro Glu Ser Phe Leu Glu Glu Ala Gin lie Met Lys Lys 
305 310 315 320 

Leu Lys His Asp Lys Leu Val Gin Leu Tyr Ala Val Val Ser Glu Glu 
325 330 335 

Pro lie Tyr lie Val Thr Glu Tyr Met Asn Lys Gly Ser Leu Leu Asp 
340 345 350 

Phe Leu Lys Asp Gly Glu Gly Arg Ala Leu Lys Leu Pro Asn Leu Val 
355 360 365 

Asp Met Ala Ala Gin Val Ala Ala Gly Met Ala Tyr He Glu Arg Met 
370 375 380 

Asn Tyr He His Arg Asp Leu Arg Ser Ala Asn He Leu Val Gly Asn 
385 390 395 400 

Gly Leu He Cys Lys He Ala Asp Phe Gly Leu Ala Arg Leu He Glu 
405 410 415 

Asp Asn Glu Tyr Thr Ala Arg Gin Gly Ala Lys Phe Pro He Lys Trp 
420 425 430 

Thr Ala Pro Glu Arg Ala Leu Tyr Gly Arg Phe Thr He Lys Ser Asp 
435 440 445 

Val Trp Ser Phe Gly He Leu Leu Thr Glu Leu Val Thr Lys Gly Arg 
450 455 460 



Val Pro Tyr Pro Gly Met Asn Asn Arg Glu Val Leu Glu Gin Val Glu 
465 470 475 480 



Arg Gly Tyr Arg Met Pro Cys Pro Gin Asp Cys Pro lie Ser Leu His 
485 490 495 

Glu Leu Met lie His Cys Trp Lys Lys Asp Pro Glu Glu Arg Pro Thr 
500 505 510 

Phe Glu Tyr Leu Gin Ser Phe Leu Glu Asp Tyr Phe Thr Ala Thr Glu 
515 520 525 

Pro Gin Tyr Gin Pro Gly Glu Asn Leu 
530 535 

<210> 213 

<211> 537 

<212> PRT 

<213> Homo sapiens 

<400> 213 

Met Gly Cys Val Gin Cys Lys Asp Lys Glu Ala Thr Lys Leu Thr Glu 
15 10 15 

Glu Arg Asp Gly Ser Leu Asn Gin Ser Ser Gly Tyr Arg Tyr Gly Thr 
20 25 30 

Asp Pro Thr Pro Gin His Tyr Pro Ser Phe Gly Val Thr Ser lie Pro 
35 40 45 

Asn Tyr Asn Asn Phe His Ala Ala Gly Gly Gin Gly Leu Thr Val Phe 
50 55 60 

Gly Gly Val Asn Ser Ser Ser His Thr Gly Thr Leu Arg Thr Arg Gly 
65 70 75 80 

Gly Thr Gly Val Thr Leu Phe Val Ala Leu Tyr Asp Tyr Glu Ala Arg 
85 90 95 

Thr Glu Asp Asp Leu Ser Phe His Lys Gly Glu Lys Phe Gin lie Leu 
100 105 110 

Asn Ser Ser Glu Gly Asp Trp Trp Glu Ala Arg Ser Leu Thr Thr Gly 
115 120 125 

Glu Thr Gly Tyr lie Pro Ser Asn Tyr Val Ala Pro Val Asp Ser lie 
130 135 140 

Gin Ala Glu Glu Trp Tyr Phe Gly Lys Leu Gly Arg Lys Asp Ala Glu 
145 150 155 160 

Arg Gin Leu Leu Ser Phe Gly Asn Pro Arg Gly Thr Phe Leu lie Arg 
165 170 175 



Glu Ser Glu Thr Thr Lys Gly Ser Tyr Ser Leu Ser lie Arg Asp Trp 



180 



185 



190 



Asp Asp Met Lys Gly Asp His Val Lys His Tyr Lys lie Arg Lys Leu 
195 200 205 

Asp Asn Gly Gly Tyr Tyr lie Thr Thr Arg Ala Gin Phe Glu Thr Leu 
210 215 220 

Gin Gin Leu Val Gin His Tyr Ser Glu Arg Ala Ala Gly Leu Cys Cys 
225 230 235 240 

Arg Leu Val Val Pro Cys His Lys Gly Met Pro Arg Leu Thr Asp Leu 
245 250 255 

Ser Val Lys Thr Lys Asp Val Trp Glu lie Pro Arg Glu Ser Leu Gin 
260 265 270 

Leu lie Lys Arg Leu Gly Asn Gly Gin Phe Gly Glu Val Trp Met Gly 
275 280 285 

Thr Trp Asn Gly Asn Thr Lys Val Ala lie Lys Thr Leu Lys Pro Gly 
290 295 300 

Thr Met Ser Pro Glu Ser Phe Leu Glu Glu Ala Gin lie Met Lys Lys 
305 310 315 320 

Leu Lys His Asp Lys Leu Val Gin Leu Tyr Ala Val Val Ser Glu Glu 
325 330 335 

Pro lie Tyr lie Val Thr Glu Tyr Met Asn Lys Gly Ser Leu Leu Asp 
340 345 350 

Phe Leu Lys Asp Gly Glu Gly Arg Ala Leu Lys Leu Pro Asn Leu Val 
355 360 365 

Asp Met Ala Ala Gin Val Ala Ala Gly Met Ala Tyr lie Glu Arg Met 
370 375 380 

Asn Tyr lie His Arg Asp Leu Arg Ser Ala Asn lie Leu Val Gly Asn 
385 390 395 400 

Gly Leu lie Cys Lys lie Ala Asp Phe Gly Leu Ala Arg Leu lie Glu 
405 410 415 

Asp Asn Glu Tyr Thr Ala Arg Gin Gly Ala Lys Phe Pro lie Lys Trp 
420 425 430 

Thr Ala Pro Glu Arg Ala Leu Tyr Gly Arg Phe Thr lie Lys Ser Asp 
435 440 445 

Val Trp Ser Phe Gly lie Leu Leu Thr Glu Leu Val Thr Lys Gly Arg 
450 455 460 

Val Pro Tyr Pro Gly Met Asn Asn Arg Glu Val Leu Glu Gin Val Glu 
465 470 475 480 



Arg Gly Tyr Arg Met Pro Cys Pro Gin Asp Cys Pro lie Ser Leu His 



485 490 495 

Glu Leu Met lie His Cys Trp Lys Lys Asp Pro Glu Glu Arg Pro Thr 
500 505 510 

Phe Glu Tyr Leu Gin Ser Phe Leu Glu Asp Tyr Phe Thr Ala Thr Glu 
515 520 525 

Pro Gin Tyr Gin Pro Gly Glu Asn Leu 
530 535 

<210> 214 

<211> 603 

<212> PRT 

<213> Homo sapiens 

<400> 214 

Met Ser Ala Ala Val Thr Ala Gly Lys Leu Ala Arg Ala Pro Ala Asp 
15 10 15 

Pro Gly Lys Ala Gly Val Pro Gly Val Ala Ala Pro Gly Ala Pro Ala 
20 25 30 

Ala Ala Pro Pro Ala Lys Glu lie Pro Glu Val Leu Val Asp Pro Arg 
35 40 45 

Ser Arg Arg Arg Tyr Val Arg Gly Arg Phe Leu Gly Lys Gly Gly Phe 
50 55 60 

Ala Lys Cys Phe Glu lie Ser Asp Val Asp Thr Lys Glu Val Phe Ala 
65 70 75 80 

Gly Lys lie Val Pro Lys Ser Leu Leu Leu Lys Pro His Gin Arg Glu 
85 90 95 

Lys Met Ser Met Glu lie Ser lie His Arg Ser Leu Ala His Gin His 
100 105 110 

Val Val Gly Phe His Gly Phe Phe Glu Asp Asn Asp Phe Val Phe Val 
115 120 125 

Val Leu Glu Leu Cys Arg Arg Arg Ser Leu Leu Glu Leu His Lys Arg 
130 135 140 

Arg Lys Ala Leu Thr Glu Pro Glu Ala Arg Tyr Tyr Leu Arg Gin lie 
145 150 155 160 

Val Leu Gly Cys Gin Tyr Leu His Arg Asn Arg Val lie His Arg Asp 
165 170 175 

Leu Lys Leu Gly Asn Leu Phe Leu Asn Glu Asp Leu Glu Val Lys lie 
180 185 190 



Gly Asp Phe Gly Leu Ala Thr Lys Val Glu Tyr Asp Gly Glu Arg Lys 
195 200 205 



Lys Thr Leu Cys Gly Thr Pro Asn Tyr lie Ala Pro Glu Val Leu Ser 
210 215 220 

Lys Lys Gly His Ser Phe Glu Val Asp Val Trp Ser lie Gly Cys lie 
225 230 235 240 

Met Tyr Thr Leu Leu Val Gly Lys Pro Pro Phe Glu Thr Ser Cys Leu 
245 250 255 

Lys Glu Thr Tyr Leu Arg lie Lys Lys Asn Glu Tyr Ser lie Pro Lys 
260 265 270 

His lie Asn Pro Val Ala Ala Ser Leu lie Gin Lys Met Leu Gin Thr 
275 280 285 

Asp Pro Thr Ala Arg Pro Thr lie Asn Glu Leu Leu Gly Asp Glu Phe 
290 295 300 

Phe Thr Ser Gly Tyr lie Pro Ala Arg Leu Pro lie Thr Cys Leu Thr 
305 310 315 320 

lie Pro Pro Arg Phe Ser lie Ala Pro Ser Ser Leu Asp Pro Ser Asn 
325 330 335 

Arg Lys Pro Leu Thr Val Leu Asn Lys Gly Leu Glu Asn Pro Leu Pro 
340 345 350 

Glu Arg Pro Arg Glu Lys Glu Glu Pro Val Val Arg Glu Thr Gly Glu 
355 360 365 

Val Val Asp Cys His Leu Ser Asp Met Leu Gin Gin Leu His Ser Val 
370 375 380 

Asn Ala Ser Lys Pro Ser Glu Arg Gly Leu Val Arg Gin Glu Glu Ala 
385 390 395 400 

Glu Asp Pro Ala Cys lie Pro lie Phe Trp Val Ser Lys Trp Val Asp 
405 410 415 

Tyr Ser Asp Lys Tyr Gly Leu Gly Tyr Gin Leu Cys Asp Asn Ser Val 
420 425 430 

Gly Val Leu Phe Asn Asp Ser Thr Arg Leu lie Leu Tyr Asn Asp Gly 
435 440 445 

Asp Ser Leu Gin Tyr lie Glu Arg Asp Gly Thr Glu Ser Tyr Leu Thr 
450 455 460 

Val Ser Ser His Pro Asn Ser Leu Met Lys Lys lie Thr Leu Leu Lys 
465 470 475 480 

Tyr Phe Arg Asn Tyr Met Ser Glu His Leu Leu Lys Ala Gly Gly Asn 
485 490 495 

lie Thr Pro Arg Gin Gly Asp Glu Leu Ala Arg Leu Pro Tyr Leu Arg 
500 505 510 



Thr Trp Phe Arg Thr Arg Ser Ala lie lie Leu His Leu Ser Asn Gly 
515 520 525 



Ser Val Gin lie Asn Phe Phe Gin Asp His Thr Lys Leu lie Leu Cys 
530 535 540 

Pro Leu Met Ala Ala Val Thr Tyr lie Asp Glu Lys Arg Asp Phe Arg 
545 550 555 560 

Thr Tyr Arg Leu Ser Leu Leu Glu Glu Tyr Gly Cys Cys Lys Glu Leu 
565 570 575 

Ala Ser Arg Leu Arg Tyr Ala Arg Thr Met Val Asp Lys Leu Leu Ser 
580 585 590 

Ser Arg Ser Ala Ser Asn Arg Leu Lys Ala Ser 
595 600 

<210> 215 

<211> 416 

<212> PRT 

<213> Homo sapiens 

<400> 215 

Met Glu Leu Arg Val Gly Asn Lys Tyr Arg Leu Gly Arg Lys lie Gly 
15 10 15 

Ser Gly Ser Phe Gly Asp lie Tyr Leu Gly Ala Asn lie Ala Ser Gly 
20 25 30 

Glu Glu Val Ala lie Lys Leu Glu Cys Val Lys Thr Lys His Pro Gin 
35 40 45 

Leu His lie Glu Ser Lys Phe Tyr Lys Met Met Gin Gly Gly Val Gly 
50 55 60 

lie Pro Ser lie Lys Trp Cys Gly Ala Glu Gly Asp Tyr Asn Val Met 
65 70 75 80 

Val Met Glu Leu Leu Gly Pro Ser Leu Glu Asp Leu Phe Asn Phe Cys 
85 90 95 

Ser Arg Lys Phe Ser Leu Lys Thr Val Leu Leu Leu Ala Asp Gin Met 
100 105 110 

lie Ser Arg lie Glu Tyr lie His Ser Lys Asn Phe lie His Arg Asp 
115 120 125 

Val Lys Pro Asp Asn Phe Leu Met Gly Leu Gly Lys Lys Gly Asn Leu 
130 135 140 

Val Tyr lie lie Asp Phe Gly Leu Ala Lys Lys Tyr Arg Asp Ala Arg 
145 150 155 160 



Thr His Gin His lie Pro Tyr Arg Glu Asn Lys Asn Leu Thr Gly Thr 
165 170 175 



Ala Arg Tyr Ala Ser lie Asn Thr His Leu Gly lie Glu Gin Ser Arg 
180 185 190 



Arg Asp Asp Leu Glu Ser Leu Gly Tyr Val Leu Met Tyr Phe Asn Leu 
195 200 205 

Gly Ser Leu Pro Trp Gin Gly Leu Lys Ala Ala Thr Lys Arg Gin Lys 
210 215 220 

Tyr Glu Arg lie Ser Glu Lys Lys Met Ser Thr Pro lie Glu Val Leu 
225 230 235 240 

Cys Lys Gly Tyr Pro Ser Glu Phe Ser Thr Tyr Leu Asn Phe Cys Arg 
245 250 255 

Ser Leu Arg Phe Asp Asp Lys Pro Asp Tyr Ser Tyr Leu Arg Gin Leu 
260 265 270 

Phe Arg Asn Leu Phe His Arg Gin Gly Phe Ser Tyr Asp Tyr Val Phe 
275 280 285 

Asp Trp Asn Met Leu Lys Phe Gly Ala Ala Arg Asn Pro Glu Asp Val 
290 295 300 

Asp Arg Glu Arg Arg Glu His Glu Arg Glu Glu Arg Met Gly Gin Leu 
305 310 315 320 

Arg Gly Ser Ala Thr Arg Ala Leu Pro Pro Gly Pro Pro Thr Gly Ala 
325 330 335 

Thr Ala Asn Arg Leu Arg Ser Ala Ala Glu Pro Val Ala Ser Thr Pro 
340 345 350 

Ala Ser Arg lie Gin Pro Ala Gly Asn Thr Ser Pro Arg Ala lie Ser 
355 360 365 

Arg Val Asp Arg Glu Arg Lys Val Ser Met Arg Leu His Arg Gly Ala 
370 375 380 

Pro Ala Asn Val Ser Ser Ser Asp Leu Thr Gly Arg Gin Glu Val Ser 
385 390 395 400 

Arg lie Pro Ala Ser Gin Thr Ser Val Pro Phe Asp His Leu Gly Lys 
405 410 415 

<210> 216 
<211> 416 
<212> PRT 
<213> Homo sapiens 

<400> 216 

Met Glu Leu Arg Val Gly Asn Lys Tyr Arg Leu Gly Arg Lys lie Gly 
15 10 15 



Ser Gly Ser Phe Gly Asp lie Tyr Leu Gly Ala Asn lie Ala Ser Gly 



20 



25 



30 



Glu Glu Val Ala lie Lys Leu Glu Cys Val Lys Thr Lys His Pro Gin 
35 40 45 

Leu His lie Glu Ser Lys Phe Tyr Lys Met Met Gin Gly Gly Val Gly 
50 55 60 

lie Pro Ser lie Lys Trp Cys Gly Ala Glu Gly Asp Tyr Asn Val Met 
65 70 75 80 

Val Met Glu Leu Leu Gly Pro Ser Leu Glu Asp Leu Phe Asn Phe Cys 
85 90 95 

Ser Arg Lys Phe Ser Leu Lys Thr Val Leu Leu Leu Ala Asp Gin Met 
100 105 110 

lie Ser Arg lie Glu Tyr lie His Ser Lys Asn Phe lie His Arg Asp 
115 120 125 

Val Lys Pro Asp Asn Phe Leu Met Gly Leu Gly Lys Lys Gly Asn Leu 
130 135 140 

Val Tyr lie lie Asp Phe Gly Leu Ala Lys Lys Tyr Arg Asp Ala Arg 
145 150 155 160 

Thr His Gin His lie Pro Tyr Arg Glu Asn Lys Asn Leu Thr Gly Thr 
165 170 175 

Ala Arg Tyr Ala Ser lie Asn Thr His Leu Gly lie Glu Gin Ser Arg 
180 185 190 

Arg Asp Asp Leu Glu Ser Leu Gly Tyr Val Leu Met Tyr Phe Asn Leu 
195 200 205 

Gly Ser Leu Pro Trp Gin Gly Leu Lys Ala Ala Thr Lys Arg Gin Lys 
210 215 220 

Tyr Glu Arg lie Ser Glu Lys Lys Met Ser Thr Pro lie Glu Val Leu 
225 230 235 240 

Cys Lys Gly Tyr Pro Ser Glu Phe Ser Thr Tyr Leu Asn Phe Cys Arg 
245 250 255 

Ser Leu Arg Phe Asp Asp Lys Pro Asp Tyr Ser Tyr Leu Arg Gin Leu 
260 265 270 

Phe Arg Asn Leu Phe His Arg Gin Gly Phe Ser Tyr Asp Tyr Val Phe 
275 280 285 

Asp Trp Asn Met Leu Lys Phe Gly Ala Ala Arg Asn Pro Glu Asp Val 
290 295 300 

Asp Arg Glu Arg Arg Glu His Glu Arg Glu Glu Arg Met Gly Gin Leu 
305 310 315 320 



Arg Gly Ser Ala Thr Arg Ala Leu Pro Pro Gly Pro Pro Thr Gly Ala 



325 330 335 

Thr Ala Asn Arg Leu Arg Ser Ala Ala Glu Pro Val Ala Ser Thr Pro 
340 345 350 

Ala Ser Arg lie Gin Pro Ala Gly Asn Thr Ser Pro Arg Ala lie Ser 
355 360 365 

Arg Val Asp Arg Glu Arg Lys Val Ser Met Arg Leu His Arg Gly Ala 
370 375 380 

Pro Ala Asn Val Ser Ser Ser Asp Leu Thr Gly Arg Gin Glu Val Ser 
385 390 395 400 

Arg lie Pro Ala Ser Gin Thr Ser Val Pro Phe Asp His Leu Gly Lys 
405 410 415 

<210> 217 
<211> 416 
<212> PRT 
<213> Homo sapiens 

<400> 217 

Met Glu Leu Arg Val Gly Asn Lys Tyr Arg Leu Gly Arg Lys lie Gly 
15 10 15 

Ser Gly Ser Phe Gly Asp lie Tyr Leu Gly Ala Asn lie Ala Ser Gly 
20 25 30 

Glu Glu Val Ala lie Lys Leu Glu Cys Val Lys Thr Lys His Pro Gin 
35 40 45 

Leu His lie Glu Ser Lys Phe Tyr Lys Met Met Gin Gly Gly Val Gly 
50 55 60 

lie Pro Ser lie Lys Trp Cys Gly Ala Glu Gly Asp Tyr Asn Val Met 
65 70 75 80 

Val Met Glu Leu Leu Gly Pro Ser Leu Glu Asp Leu Phe Asn Phe Cys 
85 90 95 

Ser Arg Lys Phe Ser Leu Lys Thr Val Leu Leu Leu Ala Asp Gin Met 
100 105 110 

lie Ser Arg lie Glu Tyr lie His Ser Lys Asn Phe lie His Arg Asp 
115 120 125 

Val Lys Pro Asp Asn Phe Leu Met Gly Leu Gly Lys Lys Gly Asn Leu 
130 135 140 

Val Tyr lie lie Asp Phe Gly Leu Ala Lys Lys Tyr Arg Asp Ala Arg 
145 150 155 160 



Thr His Gin His lie Pro Tyr Arg Glu Asn Lys Asn Leu Thr Gly Thr 
165 170 175 



Ala Arg Tyr Ala Ser lie Asn Thr His Leu Gly lie Glu Gin Ser Arg 
180 185 190 



Arg Asp Asp Leu Glu Ser Leu Gly Tyr Val Leu Met Tyr Phe Asn Leu 
195 200 205 

Gly Ser Leu Pro Trp Gin Gly Leu Lys Ala Ala Thr Lys Arg Gin Lys 
210 215 220 

Tyr Glu Arg lie Ser Glu Lys Lys Met Ser Thr Pro lie Glu Val Leu 
225 230 235 240 

Cys Lys Gly Tyr Pro Ser Glu Phe Ser Thr Tyr Leu Asn Phe Cys Arg 
245 250 255 

Ser Leu Arg Phe Asp Asp Lys Pro Asp Tyr Ser Tyr Leu Arg Gin Leu 
260 265 270 

Phe Arg Asn Leu Phe His Arg Gin Gly Phe Ser Tyr Asp Tyr Val Phe 
275 280 285 

Asp Trp Asn Met Leu Lys Phe Gly Ala Ala Arg Asn Pro Glu Asp Val 
290 295 300 

Asp Arg Glu Arg Arg Glu His Glu Arg Glu Glu Arg Met Gly Gin Leu 
305 310 315 320 

Arg Gly Ser Ala Thr Arg Ala Leu Pro Pro Gly Pro Pro Thr Gly Ala 
325 330 335 

Thr Ala Asn Arg Leu Arg Ser Ala Ala Glu Pro Val Ala Ser Thr Pro 
340 345 350 

Ala Ser Arg lie Gin Pro Ala Gly Asn Thr Ser Pro Arg Ala lie Ser 
355 360 365 

Arg Val Asp Arg Glu Arg Lys Val Ser Met Arg Leu His Arg Gly Ala 
370 375 380 

Pro Ala Asn Val Ser Ser Ser Asp Leu Thr Gly Arg Gin Glu Val Ser 
385 390 395 400 

Arg lie Pro Ala Ser Gin Thr Ser Val Pro Phe Asp His Leu Gly Lys 
405 410 415 

<210> 218 
<211> 418 
<212> PRT 
<213> Homo sapiens 

<400> 218 

Met Leu Pro Glu Asp Lys Glu Ala Asp Ser Leu Arg Gly Asn lie Ser 
15 10 15 



Val Lys Ala Val Lys Lys Glu Val Glu Lys Lys Leu Arg Cys Leu Leu 
20 25 30 



Ala Asp Leu Pro Leu Pro Pro Glu Leu Pro Gly Gly Asp Asp Leu Ser 
35 40 45 

Lys Ser Pro Glu Glu Lys Lys Thr Thr Thr Gin Leu His Ser Lys Arg 
50 55 60 

Arg Pro Lys lie Cys Gly Pro Arg Tyr Gly Glu Thr Lys Glu Lys Asp 
65 70 75 80 

lie Asp Trp Gly Lys Leu Cys Val Asp Lys Phe Asp lie lie Gly lie 
85 90 95 

lie Gly Glu Gly Thr Tyr Gly Gin Val Tyr Lys Ala Arg Asp Lys Asp 
100 105 110 

Thr Gly Glu Met Val Ala Leu Lys Lys Val Arg Leu Asp Asn Glu Lys 
115 120 125 

Glu Gly Phe Pro lie Thr Ala lie Arg Glu lie Lys lie Leu Arg Gin 
130 135 140 

Leu Thr His Gin Ser lie lie Asn Met Lys Glu lie Val Thr Asp Lys 
145 150 155 160 

Glu Asp Ala Leu Asp Phe Lys Lys Asp Lys Gly Ala Phe Tyr Leu Val 
165 170 175 

Phe Glu Tyr Met Asp His Asp Leu Met Gly Leu Leu Glu Ser Gly Leu 
180 185 190 

Val His Phe Tyr Glu Asn His lie Lys Ser Phe Met Arg Gin Leu Met 
195 200 205 

Glu Gly Leu Asp Tyr Cys His Lys Lys Asn Phe Leu His Arg Asp lie 
210 215 220 

Lys Cys Ser Asn lie Leu Leu Asn Asn Arg Gly Gin lie Lys Leu Ala 
225 230 235 240 

Asp Phe Gly Leu Ala Arg Leu Tyr Ser Ser Glu Glu Ser Arg Pro Tyr 
245 250 255 

Thr Asn Lys Val lie Thr Leu Trp Tyr Arg Pro Pro Glu Leu Leu Leu 
260 265 270 

Gly Glu Glu Arg Tyr Thr Pro Ala lie Asp Val Trp Ser Cys Gly Cys 
275 280 285 

lie Leu Gly Glu Leu Phe Thr Lys Lys Pro lie Phe Gin Ala Asn Gin 
290 295 300 

Glu Leu Ala Gin Leu Glu Leu lie Ser Arg lie Cys Gly Ser Pro Cys 
305 310 315 320 

Pro Ala Val Trp Pro Asp Val lie Lys Leu Pro Tyr Phe Asn Thr Met 
325 330 335 



Lys Pro Lys Lys 
340 

He Pro Ala Ala 
355 

Pro Ser Lys Arg 
370 

Arg Asp Val Glu 
385 

Lys He Val Met 



Trp Ala 



Gin Tyr Arg Arg 



Ala Leu Asp Leu 
360 

Cys Thr Ala Glu 
375 

Pro Ser Lys Cys 
390 

Ser Tyr Gly Val 
405' 



Lys Leu Arg Glu 
345 

Phe Asp Tyr Met 



Gin Ala Leu Gin 
380 

Leu His Gin He 
395 

Lys Ser Glu Glu 
410 



Glu Phe Val Phe 
350 

Leu Ala Leu Asp 
365 

Cys Glu Phe Leu 



Ser Leu Tyr Gly 
400 

Asp Arg Ser Arg 
415 



<210> 219 

<211> 1711 

<212> PRT 

<213> Homo sapiens 

<400> 219 

Met Ser Ala Lys Val Arg Leu Lys Lys Leu Glu Gin Leu Leu Leu Asp 
15 10 15 

Gly Pro Trp Arg Asn Glu Ser Ala Leu Ser Val Glu Thr Leu Leu Asp 
20 25 30 

Val Leu Val Cys Leu Tyr Thr Glu Cys Ser His Ser Ala Leu Arg Arg 
35 40 45 

Asp Lys Tyr Val Ala Glu Phe Leu Glu Trp Ala Lys Pro Phe Thr Gin 
50 55 60 

Leu Val Lys Glu Met Gin Leu His Arg Glu Asp Phe Glu He He Lys 
65 70 75 80 

Val He Gly Arg Gly Ala Phe Gly Glu Val Ala Val Val Lys Met Lys 
85 90 95 

Asn Thr Glu Arg He Tyr Ala Met Lys He Leu Asn Lys Trp Glu Met 
100 105 110 

Leu Lys Arg Ala Glu Thr Ala Cys Phe Arg Glu Glu Arg Asp Val Leu 
115 120 125 

Val Asn Gly Asp Cys Gin Trp He Thr Ala Leu His Tyr Ala Phe Gin 
130 135 140 

Asp Glu Asn His Leu Tyr Leu Val Met Asp Tyr Tyr Val Gly Gly Asp 
145 150 155 160 



Leu Leu Thr Leu Leu Ser Lys Phe Glu Asp Lys Leu Pro Glu Asp Met 



165 170 175 

Ala Arg Phe Tyr lie Gly Glu Met Val Leu Ala lie Asp Ser lie His 
180 185 190 

Gin Leu His Tyr Val His Arg Asp lie Lys Pro Asp Asn Val Leu Leu 
195 200 205 

Asp Val Asn Gly His lie Arg Leu Ala Asp Phe Gly Ser Cys Leu Lys 
210 215 220 

Met Asn Asp Asp Gly Thr Val Gin Ser Ser Val Ala Val Gly Thr Pro 
225 230 235 240 

Asp Tyr lie Ser Pro Glu lie Leu Gin Ala Met Glu Asp Gly Met Gly 
245 250 255 

Lys Tyr Gly Pro Glu Cys Asp Trp Trp Ser Leu Gly Val Cys Met Tyr 
260 265 270 

Glu Met Leu Tyr Gly Glu Thr Pro Phe Tyr Ala Glu Ser Leu Val Glu 
275 280 285 

Thr Tyr Gly Lys lie Met Asn His Glu Glu Arg Phe Gin Phe Pro Ser 
290 295 300 

His Val Thr Asp Val Ser Glu Glu Ala Lys Asp Leu lie Gin Arg Leu 
305 310 315 320 

lie Cys Ser Arg Glu Arg Arg Leu Gly Gin Asn Gly lie Glu Asp Phe 
325 330 335 

Lys Lys His Ala Phe Phe Glu Gly Leu Asn Trp Glu Asn lie Arg Asn 
340 345 350 

Leu Glu Ala Pro Tyr lie Pro Asp Val Ser Ser Pro Ser Asp Thr Ser 
355 360 365 

Asn Phe Asp Val Asp Asp Asp Val Leu Arg Asn Thr Glu lie Leu Pro 
370 375 380 

Pro Gly Ser His Thr Gly Phe Ser Gly Leu His Leu Pro Phe lie Gly 
385 390 395 400 

Phe Thr Phe Thr Thr Glu Ser Cys Phe Ser Asp Arg Gly Ser Leu Lys 
405 410 415 

Ser lie Met Gin Ser Asn Thr Leu Thr Lys Asp Glu Asp Val Gin Arg 
420 425 430 

Asp Leu Glu His Ser Leu Gin Met Glu Ala Tyr Glu Arg Arg lie Arg 
435 440 445 

Arg Leu Glu Gin Glu Lys Leu Glu Leu Ser Arg Lys Leu Gin Glu Ser 
450 455 460 



Thr Gin Thr Val Gin Ser Leu His Gly Ser Ser Arg Ala Leu Ser Asn 



465 



470 



475 



480 



Ser Asn Arg Asp Lys Glu lie Lys Lys Leu Asn Glu Glu lie Glu Arg 
485 490 495 

Leu Lys Asn Lys lie Ala Asp Ser Asn Arg Leu Glu Arg Gin Leu Glu 
500 505 510 

Asp Thr Val Ala Leu Arg Gin Glu Arg Glu Asp Ser Thr Gin Arg Leu 
515 520 525 

Arg Gly Leu Glu Lys Gin His Arg Val Val Arg Gin Glu Lys Glu Glu 
530 535 540 

Leu His Lys Gin Leu Val Glu Ala Ser Glu Arg Leu Lys Ser Gin Ala 
545 550 555 560 

Lys Glu Leu Lys Asp Ala His Gin Gin Arg Lys Leu Ala Leu Gin Glu 
565 570 575 

Phe Ser Glu Leu Asn Glu Arg Met Ala Glu Leu Arg Ala Gin Lys Gin 
580 585 590 

Lys Val Ser Arg Gin Leu Arg Asp Lys Glu Glu Glu Met Glu Val Ala 
595 600 605 

Thr Gin Lys Val Asp Ala Met Arg Gin Glu Met Arg Arg Ala Glu Lys 
610 615 620 

Leu Arg Lys Glu Leu Glu Ala Gin Leu Asp Asp Ala Val Ala Glu Ala 
625 630 635 640 

Ser Lys Glu Arg Lys Leu Arg Glu His Ser Glu Asn Phe Cys Lys Gin 
645 650 655 

Met Glu Ser Glu Leu Glu Ala Leu Lys Val Lys Gin Gly Gly Arg Gly 
660 665 670 

Ala Gly Ala Thr Leu Glu His Gin Gin Glu lie Ser Lys lie Lys Ser 
675 680 685 

Glu Leu Glu Lys Lys Val Leu Phe Tyr Glu Glu Glu Leu Val Arg Arg 
690 695 700 

Glu Ala Ser His Val Leu Glu Val Lys Asn Val Lys Lys Glu Val His 
705 710 715 720 

Asp Ser Glu Ser His Gin Leu Ala Leu Gin Lys Glu lie Leu. Met Leu 
725 730 735 

Lys Asp Lys Leu Glu Lys Ser Lys Arg Glu Arg His Asn Glu Met Glu 
740 745 750 

Glu Ala Val Gly Thr lie Lys Asp Lys Tyr Glu Arg Glu Arg Ala Met 
755 760 765 



Leu Phe Asp Glu Asn Lys Lys Leu Thr Ala Glu Asn Glu Lys Leu Cys 



770 775 780 

Ser Phe Val Asp Lys Leu Thr Ala Gin Asn Arg Gin Leu Glu Asp Glu 
785 790 795 800 

Leu Gin Asp Leu Ala Ala Lys Lys Glu Ser Val Ala His Trp Glu Ala 
805 810 815 

Gin lie Ala Glu lie lie Gin Trp Val Ser Asp Glu Lys Asp Ala Arg 
820 825 830 

Gly Tyr Leu Gin Ala Leu Ala Ser Lys Met Thr Glu Glu Leu Glu Ala 
835 840 845 

Leu Arg Ser Ser Ser Leu Gly Ser Arg Thr Leu Asp Pro Leu Trp Lys 
850 855 860 

Val Arg Arg Ser Gin Lys Leu Asp Met Ser Ala Arg Leu Glu Leu Gin 
865 870 875 880 

Ser Ala Leu Glu Ala Glu lie Arg Ala Lys Gin Leu Val Gin Glu Glu 
885 890 895 

Leu Arg Lys Val Lys Asp Ala Asn Leu Thr Leu Glu Ser Lys Leu Lys 
900 905 910 

Asp Ser Glu Ala Lys Asn Arg Glu Leu Leu Glu Glu Met Glu lie Leu 
915 920 925 

Lys Lys Lys Met Glu Glu Lys Phe Arg Ala Asp Thr Gly Leu Lys Leu 
930 935 940 

Pro Asp Phe Gin Asp Ser lie Phe Glu Tyr Phe Asn Thr Ala Pro Leu 
945 950 955 960 

Ala His Asp Leu Thr Phe Arg Thr Ser Ser Ala Ser Glu Gin Glu Thr 
965 970 975 

Gin Ala Pro Lys Pro Glu Ala Ser Pro Ser Met Ser Val Ala Ala Ser 
980 985 990 

Glu Gin Gin Glu Asp Met Ala Arg Pro Pro Gin Arg Pro Ser Ala Val 
995 1000 1005 

Pro Leu Pro Thr Thr Gin Ala Leu Val Leu Ala Gly Pro Lys Pro 
1010 1015 1020 

Lys Ala His Gin Phe Ser lie Lys Ser Phe Ser Ser Pro Thr Gin 
1025 1030 1035 

Cys Ser His Cys Thr Ser Leu Met Val Gly Leu lie Arg Gin Gly 
1040 1045 1050 

Tyr Ala Cys Glu Val Cys Ser Phe Ala Cys His Val Ser Cys Lys 
1055 1060 1065 



Asp Gly Ala Pro Gin Val Cys Pro lie Pro Pro Glu Gin Ser Lys 



1070 



1075 



1080 



Arg Pro Leu Gly Val Asp Val Gin Arg Gly lie Gly Thr Ala Tyr 
1085 1090 1095 

Lys Gly His Val Lys Val Pro Lys Pro Thr Gly Val Lys Lys Gly 
1100 1105 1110 

Trp Gin Arg Ala Tyr Ala Val Val Cys Glu Cys Lys Leu Phe Leu 
1115 1120 1125 

Tyr Asp Leu Pro Glu Gly Lys Ser Thr Gin Pro Gly Val lie Ala 
1130 1135 1140 

Ser Gin Val Leu Asp Leu Arg Asp Asp Glu Phe Ser Val Ser Ser 
1145 1150 1155 

Val Leu Ala Ser Asp Val lie His Ala Thr Arg Arg Asp lie Pro 
1160 1165 1170 

Cys lie Phe Arg Val Thr Ala Ser Leu Leu Gly Ala Pro Ser Lys 
1175 1180 1185 

Thr Ser Ser Leu Leu lie Leu Thr Glu Asn Glu Asn Glu Lys Arg 
1190 1195 1200 

Lys Trp Val Gly lie Leu Glu Gly Leu Gin Ser lie Leu His Lys 
1205 1210 1215 

Asn Arg Leu Arg Asn Gin Val Val His Val Pro Leu Glu Ala Tyr 
1220 1225 1230 

Asp Ser Ser Leu Pro Leu lie Lys Ala lie Leu Thr Ala Ala lie 
1235 1240 1245 

Val Asp Ala Asp Arg lie Ala Val Gly Leu Glu Glu Gly Leu Tyr 
1250 1255 1260 

Val lie Glu Val Thr Arg Asp Val lie Val Arg Ala Ala Asp Cys 
1265 1270 1275 

Lys Lys Val His Gin lie Glu Leu Ala Pro Arg Glu Lys lie Val 
1280 1285 1290 

lie Leu Leu Cys Gly Arg Asn His His Val His Leu Tyr Pro Trp 
1295 1300 1305 

Ser Ser Leu Asp Gly Ala Glu Gly Ser Phe Asp lie Lys Leu Pro 
1310 1315 1320 

Glu Thr Lys Gly Cys Gin Leu Met Ala Thr Ala Thr Leu Lys Arg 
1325 1330 1335 

Asn Ser Gly Thr Cys Leu Phe Val Ala Val Lys Arg Leu lie Leu 
1340 1345 1350 



Cys Tyr Glu lie Gin Arg Thr Lys Pro Phe His Arg Lys Phe Asn 



1355 



1360 



1365 



Glu lie Val Ala Pro Gly Ser Val Gin Cys Leu Ala Val Leu Arg 
1370 1375 1380 

Asp Arg Leu Cys Val Gly Tyr Pro Ser Gly Phe Cys Leu Leu Ser 
1385 1390 1395 

lie Gin Gly Asp Gly Gin Pro Leu Asn Leu Val Asn Pro Asn Asp 
1400 1405 1410 

Pro Ser Leu Ala Phe Leu Ser Gin Gin Ser Phe Asp Ala Leu Cys 
1415 1420 1425 

Ala Val Glu Leu Glu Ser Glu Glu Tyr Leu Leu Cys Phe Ser His 
1430 1435 1440 

Met Gly Leu Tyr Val Asp Pro Gin Gly Arg Arg Ala Arg Ala Gin 
1445 1450 1455 

Glu Leu Met Trp Pro Ala Ala Pro Val Ala Cys Ser Cys Ser Pro 
1460 1465 1470 

Thr His Val Thr Val Tyr Ser Glu Tyr Gly Val Asp Val Phe Asp 
1475 1480 1485 

Val Arg Thr Met Glu Trp Val Gin Thr lie Gly Leu Arg Arg He 
1490 1495 1500 

Arg Pro Leu Asn Ser Glu Gly Thr Leu Asn Leu Leu Asn Cys Glu 
1505 1510 1515 

Pro Pro Arg Leu He Tyr Phe Lys Ser Lys Phe Ser Gly Ala Val 
1520 1525 1530 

Leu Asn Val Pro Asp Thr Ser Asp Asn Ser Lys Lys Gin Met Leu 
1535 1540 1545 

Arg Thr Arg Ser Lys Arg Arg Phe Val Phe Lys Val Pro Glu Glu 
1550 1555 1560 

Glu Arg Leu Gin Gin Arg Arg Glu Met Leu Arg Asp Pro Glu Leu 
1565 1570 1575 

Arg Ser Lys Met He Ser Asn Pro Thr Asn Phe Asn His Val Ala 
1580 1585 1590 

His Met Gly Pro Gly Asp Gly Met Gin Val Leu Met Asp Leu Pro 
1595 1600 1605 

Leu Ser Ala Val Pro Pro Ser Gin Glu Glu Arg Pro Gly Pro Ala 
1610 1615 1620 

Pro Thr Asn Leu Ala Arg Gin Pro Pro Ser Arg Asn Lys Pro Tyr 
1625 1630 1635 

He Ser Trp Pro Ser Ser Gly Gly Ser Glu Pro Ser Val Thr Val 



1640 



1645 



1650 



Pro Leu Arg Ser Met Ser Asp Pro Asp Gin Asp Phe Asp Lys Glu 
1655 1660 1665 

Pro Asp Ser Asp Ser Thr Lys His Ser Thr Pro Ser Asn Ser Ser 
1670 1675 1680 

Asn Pro Ser Gly Pro Pro Ser Pro Asn Ser Pro His Arg Ser Gin 
1685 1690 1695 

Leu Pro Leu Glu Gly Leu Glu Gin Pro Ala Cys Asp Thr 
1700 1705 1710 

<210> 220 

<211> 1711 

<212> PRT 

<213> Homo sapiens 

<400> 220 

Met Ser Ala Lys Val Arg Leu Lys Lys Leu Glu Gin Leu Leu Leu Asp 
15 10 15 

Gly Pro Trp Arg Asn Glu Ser Ala Leu Ser Val Glu Thr Leu Leu Asp 
20 25 30 

Val Leu Val Cys Leu Tyr Thr Glu Cys Ser His Ser Ala Leu Arg Arg 
35 40 45 

Asp Lys Tyr Val Ala Glu Phe Leu Glu Trp Ala Lys Pro Phe Thr Gin 
50 55 60 

Leu Val Lys Glu Met Gin Leu His Arg Glu Asp Phe Glu lie lie Lys 
65 70 75 80 

Val lie Gly Arg Gly Ala Phe Gly Glu Val Ala Val Val Lys Met Lys 
85 90 95 

Asn Thr Glu Arg lie Tyr Ala Met Lys lie Leu Asn Lys Trp Glu Met 
100 105 110 



Leu Lys Arg Ala 
115 

Val Asn Gly Asp 
130 

Asp Glu Asn His 
145 

Leu Leu Thr Leu 



Ala Arg Phe Tyr 
180 



Glu Thr Ala Cys 
120 

Cys Gin Trp lie 
135 

Leu Tyr Leu Val 
150 

Leu Ser Lys Phe 
165 

lie Gly Glu Met 



Phe Arg Glu Glu 



Thr Ala Leu His 
140 

Met Asp Tyr Tyr 
155 

Glu Asp Lys Leu 
170 

Val Leu Ala lie 
185 



Arg Asp Val Leu 
125 

Tyr Ala Phe Gin 



Val Gly Gly Asp 
160 

Pro Glu Asp Met 
175 

Asp Ser lie His 
190 



Gin Leu His Tyr Val His Arg Asp lie Lys Pro Asp Asn Val Leu Leu 
195 200 205 



Asp Val Asn Gly His lie Arg Leu Ala Asp Phe Gly Ser Cys Leu Lys 
210 215 220 

Met Asn Asp Asp Gly Thr Val Gin Ser Ser Val Ala Val Gly Thr Pro 
225 230 235 240 

Asp Tyr lie Ser Pro Glu lie Leu Gin Ala Met Glu Asp Gly Met Gly 
245 250 255 

Lys Tyr Gly Pro Glu Cys Asp Trp Trp Ser Leu Gly Val Cys Met Tyr 
260 265 270 

Glu Met Leu Tyr Gly Glu Thr Pro Phe Tyr Ala Glu Ser Leu Val Glu 
275 280 285 

Thr Tyr Gly Lys lie Met Asn His Glu Glu Arg Phe Gin Phe Pro Ser 
290 295 300 

His Val Thr Asp Val Ser Glu Glu Ala Lys Asp Leu lie Gin Arg Leu 
305 310 315 320 

lie Cys Ser Arg Glu Arg Arg Leu Gly Gin Asn Gly lie Glu Asp Phe 
325 330 335 

Lys Lys His Ala Phe Phe Glu Gly Leu Asn Trp Glu Asn lie Arg Asn 
340 345 350 

Leu Glu Ala Pro Tyr lie Pro Asp Val Ser Ser Pro Ser Asp Thr Ser 
355 360 365 

Asn Phe Asp Val Asp Asp Asp Val Leu Arg Asn Thr Glu lie Leu Pro 
370 375 380 

Pro Gly Ser His Thr Gly Phe Ser Gly Leu His Leu Pro Phe lie Gly 
385 390 395 400 

Phe Thr Phe Thr Thr Glu Ser Cys Phe Ser Asp Arg Gly Ser Leu Lys 
405 410 415 

Ser lie Met Gin Ser Asn Thr Leu Thr Lys Asp Glu Asp Val Gin Arg 
420 425 430 

Asp Leu Glu His Ser Leu Gin Met Glu Ala Tyr Glu Arg Arg lie Arg 
435 440 445 

Arg Leu Glu Gin Glu Lys Leu Glu Leu Ser Arg Lys Leu Gin Glu Ser 
450 455 460 

Thr Gin Thr Val Gin Ser Leu His Gly Ser Ser Arg Ala Leu Ser Asn 
465 470 475 480 



Ser Asn Arg Asp Lys Glu lie Lys Lys Leu Asn Glu Glu lie Glu Arg 
485 490 495 



Leu Lys Asn Lys lie Ala Asp Ser Asn Arg Leu Glu Arg Gin Leu Glu 
500 505 510 



Asp Thr Val Ala Leu Arg Gin Glu Arg Glu Asp Ser Thr Gin Arg Leu 
515 520 525 

Arg Gly Leu Glu Lys Gin His Arg Val Val Arg Gin Glu Lys Glu Glu 
530 535 540 

Leu His Lys Gin Leu Val Glu Ala Ser Glu Arg Leu Lys Ser Gin Ala 
545 550 555 560 

Lys Glu Leu Lys Asp Ala His Gin Gin Arg Lys Leu Ala Leu Gin Glu 
565 570 575 

Phe Ser Glu Leu Asn Glu Arg Met Ala Glu Leu Arg Ala Gin Lys Gin 
580 585 590 

Lys Val Ser Arg Gin Leu Arg Asp Lys Glu Glu Glu Met Glu Val Ala 
595 600 605 

Thr Gin Lys Val Asp Ala Met Arg Gin Glu Met Arg Arg Ala Glu Lys 
610 615 620 

Leu Arg Lys Glu Leu Glu Ala Gin Leu Asp Asp Ala Val Ala Glu Ala 
625 630 635 640 

Ser Lys Glu Arg Lys Leu Arg Glu His Ser Glu Asn Phe Cys Lys Gin 
645 650 655 

Met Glu Ser Glu Leu Glu Ala Leu Lys Val Lys Gin Gly Gly Arg Gly 
660 665 670 

Ala Gly Ala Thr Leu Glu His Gin Gin Glu lie Ser Lys lie Lys Ser 
675 680 685 

Glu Leu Glu Lys Lys Val Leu Phe Tyr Glu Glu Glu Leu Val Arg Arg 
690 695 700 

Glu Ala Ser His Val Leu Glu Val Lys Asn Val Lys Lys Glu Val His 
705 710 715 720 

Asp Ser Glu Ser His Gin Leu Ala Leu Gin Lys Glu lie Leu Met Leu 
725 730 735 

Lys Asp Lys Leu Glu Lys Ser Lys Arg Glu Arg His Asn Glu Met Glu 
740 745 750 

Glu Ala Val Gly Thr lie Lys Asp Lys Tyr Glu Arg Glu Arg Ala Met 
755 760 765 

Leu Phe Asp Glu Asn Lys Lys Leu Thr Ala Glu Asn Glu Lys .Leu Cys 
770 775 780 



Ser Phe Val Asp Lys Leu Thr Ala Gin Asn Arg Gin Leu Glu Asp Glu 
785 790 795 800 



Leu Gin Asp Leu Ala Ala Lys Lys Glu Ser Val Ala His Trp Glu Ala 
805 810 815 



Gin lie Ala Glu lie lie Gin Trp Val Ser Asp Glu Lys Asp Ala Arg 
820 825 830 

Gly Tyr Leu Gin Ala Leu Ala Ser Lys Met Thr Glu Glu Leu Glu Ala 
835 840 845 

Leu Arg Ser Ser Ser Leu Gly Ser Arg Thr Leu Asp Pro Leu Trp Lys 
850 855 860 

Val Arg Arg Ser Gin Lys Leu Asp Met Ser Ala Arg Leu Glu Leu Gin 
865 870 875 880 

Ser Ala Leu Glu Ala Glu lie Arg Ala Lys Gin Leu Val Gin Glu Glu 
885 890 895 

Leu Arg Lys Val Lys Asp Ala Asn Leu Thr Leu Glu Ser Lys Leu Lys 
900 905 910 

Asp Ser Glu Ala Lys Asn Arg Glu Leu Leu Glu Glu Met Glu lie Leu 
915 920 925 

Lys Lys Lys Met Glu Glu Lys Phe Arg Ala Asp Thr Gly Leu Lys Leu 
930 935 940 

Pro Asp Phe Gin Asp Ser lie Phe Glu Tyr Phe Asn Thr Ala Pro Leu 
945 950 955 960 

Ala His Asp Leu Thr Phe Arg Thr Ser Ser Ala Ser Glu Gin Glu Thr 
965 970 975 

Gin Ala Pro Lys Pro Glu Ala Ser Pro Ser Met Ser Val Ala Ala Ser 
980 - 985 990 

Glu Gin Gin Glu Asp Met Ala Arg Pro Pro Gin Arg Pro Ser Ala Val 
995 1000 1005 

Pro Leu Pro Thr Thr Gin Ala Leu Val Leu Ala Gly Pro Lys Pro 
1010 1015 1020 

Lys Ala His Gin Phe Ser lie Lys Ser Phe Ser Ser Pro Thr Gin 
1025 1030 1035 

Cys Ser His Cys Thr Ser Leu Met Val Gly Leu lie Arg Gin Gly 
1040 1045 1050 

Tyr Ala Cys Glu Val Cys Ser Phe Ala Cys His Val Ser Cys Lys 
1055 1060 1065 

Asp Gly Ala Pro Gin Val Cys Pro lie Pro Pro Glu Gin Ser Lys 
1070 1075 1080 



Arg Pro Leu Gly Val Asp Val Gin Arg Gly lie Gly Thr Ala Tyr 
1085 1090 1095 



Lys Gly His Val Lys Val Pro Lys Pro Thr Gly Val Lys Lys Gly 
1100 1105 1110 



Trp Gin Arg Ala Tyr Ala Val Val Cys Glu Cys Lys Leu Phe Leu 
1115 1120 1125 

Tyr Asp Leu Pro Glu Gly Lys Ser Thr Gin Pro Gly Val lie Ala 
1130 1135 1140 

Ser Gin Val Leu Asp Leu Arg Asp Asp Glu Phe Ser Val Ser Ser 
1145 1150 1155 

Val Leu Ala Ser Asp Val lie His Ala Thr Arg Arg Asp lie Pro 
1160 1165 1170 

Cys lie Phe Arg Val Thr Ala Ser Leu Leu Gly Ala Pro Ser Lys 
1175 1180 1185 

Thr Ser Ser Leu Leu lie Leu Thr Glu Asn Glu Asn Glu Lys Arg 
1190 1195 1200 

Lys Trp Val Gly lie Leu Glu Gly Leu Gin Ser lie Leu His Lys 
1205 1210 1215 

Asn Arg Leu Arg Asn Gin Val Val His Val Pro Leu Glu Ala Tyr 
1220 1225 1230 

Asp Ser Ser Leu Pro Leu lie Lys Ala lie Leu Thr Ala Ala lie 
1235 1240 1245 

Val Asp Ala Asp Arg lie Ala Val Gly Leu Glu Glu Gly Leu Tyr 
1250 1255 1260 

Val He Glu Val Thr Arg Asp Val He Val Arg Ala Ala Asp Cys 
1265 1270 1275 

Lys Lys Val His Gin He Glu Leu Ala Pro Arg Glu Lys He Val 
1280 1285 1290 

He Leu Leu Cys Gly Arg Asn His His Val His Leu Tyr Pro Trp 
1295 1300 1305 

Ser Ser Leu Asp Gly Ala Glu Gly Ser Phe Asp He Lys Leu Pro 
1310 1315 1320 

Glu Thr Lys Gly Cys Gin Leu Met Ala Thr Ala Thr Leu Lys Arg 
1325 1330 1335 

Asn Ser Gly Thr Cys Leu Phe Val Ala Val Lys Arg Leu He Leu 
1340 1345 1350 

Cys Tyr Glu He Gin Arg Thr Lys Pro Phe His Arg Lys Phe Asn 
1355 1360 1365 



Glu He Val Ala Pro Gly Ser Val Gin Cys Leu Ala Val Leu Arg 
1370 1375 1380 



Asp Arg Leu Cys Val Gly Tyr Pro Ser Gly Phe Cys Leu Leu Ser 
1385 1390 1395 



lie Gin Gly Asp Gly Gin Pro Leu Asn Leu Val Asn Pro Asn Asp 
1400 1405 1410 

Pro Ser Leu Ala Phe Leu Ser Gin Gin Ser Phe Asp Ala Leu Cys 
1415 1420 1425 

Ala Val Glu Leu Glu Ser Glu Glu Tyr Leu Leu Cys Phe Ser His 
1430 1435 1440 

Met Gly Leu Tyr Val Asp Pro Gin Gly Arg Arg Ala Arg Ala Gin 
1445 1450 1455 

Glu Leu Met Trp Pro Ala Ala Pro Val Ala Cys Ser Cys Ser Pro 
1460 1465 1470 

Thr His Val Thr Val Tyr Ser Glu Tyr Gly Val Asp Val Phe Asp 
1475 1480 1485 

Val Arg Thr Met Glu Trp Val Gin Thr lie Gly Leu Arg Arg lie 
1490 1495 1500 

Arg Pro Leu Asn Ser Glu Gly Thr Leu Asn Leu Leu Asn Cys Glu 
1505 1510 1515 

Pro Pro Arg Leu lie Tyr Phe Lys Ser Lys Phe Ser Gly Ala Val 
1520 1525 1530 

Leu Asn Val Pro Asp Thr Ser Asp Asn Ser Lys Lys Gin Met Leu 
1535 1540 1545 

Arg Thr Arg Ser Lys Arg Arg Phe Val Phe Lys Val Pro Glu Glu 
1550 1555 1560 

Glu Arg Leu Gin Gin Arg Arg Glu Met Leu Arg Asp Pro Glu Leu 
1565 1570 1575 

Arg Ser Lys Met lie Ser Asn Pro Thr Asn Phe Asn His Val Ala 
1580 1585 1590 

His Met Gly Pro Gly Asp Gly Met Gin Val Leu Met Asp Leu Pro 
1595 1600 1605 

Leu Ser Ala Val Pro Pro Ser Gin Glu Glu Arg Pro Gly Pro Ala 
1610 1615 1620 

Pro Thr Asn Leu Ala Arg Gin Pro Pro Ser Arg Asn Lys Pro Tyr 
1625 1630 1635 

lie Ser Trp Pro Ser Ser Gly Gly Ser Glu Pro Ser Val Thr Val 
1640 1645 1650 



Pro Leu Arg Ser Met Ser Asp Pro Asp Gin Asp Phe Asp Lys Glu 
1655 1660 1665 



Pro Asp Ser Asp Ser Thr Lys His Ser Thr Pro Ser Asn Ser Ser 
1670 1675 1680 



Asn Pro Ser Gly Pro Pro Ser Pro Asn Ser Pro His Arg Ser Gin 
1685 1690 1695 

Leu Pro Leu Glu Gly Leu Glu Gin Pro Ala Cys Asp Thr 
1700 1705 1710 

<210> 221 

<211> 415 

<212> PRT 

<213> Homo sapiens 

<400> 221 

Met Glu Leu Arg Val Gly Asn Arg Tyr Arg Leu Gly Arg Lys lie Gly 
15 10 15 

Ser Gly Ser Phe Gly Asp lie Tyr Leu Gly Thr Asp lie Ala Ala Gly 
20 25 30 

Glu Glu Val Ala He Lys Leu Glu Cys Val Lys Thr Lys His Pro Gin 
35 40 45 

Leu His lie Glu Ser Lys He Tyr Lys Met Met Gin Gly Gly Val Gly 
50 55 60 

Ile Pro Thr He Arg Trp Cys Gly Ala Glu Gly Asp Tyr Asn Val Met 
65 70 75 80 

Val Met Glu Leu Leu Gly Pro Ser Leu Glu Asp Leu Phe Asn Phe Cys 
85 90 95 

Ser Arg Lys Phe Ser Leu Lys Thr Val Leu Leu Leu Ala Asp Gin Met 
100 105 110 

He Ser Arg He Glu Tyr He His Ser Lys Asn Phe He His Arg Asp 
115 120 125 

Val Lys Pro Asp Asn Phe Leu Met Gly Leu Gly Lys Lys Gly Asn Leu 
130 135 140 

Val Tyr He He Asp Phe Gly Leu Ala Lys Lys Tyr Arg Asp Ala Arg 
145 150 155 160 

Thr His Gin His He Pro Tyr Arg Glu Asn Lys Asn Leu Thr Gly Thr 
165 170 175 

Ala Arg Tyr Ala Ser He Asn Thr His Leu Gly He Glu Gin Ser Arg 
180 185 190 

Arg Asp Asp Leu Glu Ser Leu Gly Tyr Val Leu Met Tyr Phe Asn Leu 
195 200 205 



Gly Ser Leu Pro Trp Gin Gly Leu Lys Ala Ala Thr Lys Arg Gin Lys 
210 215 220 



Tyr Glu Arg lie Ser Glu Lys Lys Met Ser Thr Pro lie Glu Val Leu 
225 230 235 240 



Cys Lys Gly Tyr Pro Ser Glu Phe Ala Thr Tyr Leu Asn Phe Cys Arg 
245 250 255 

Ser Leu Arg Phe Asp Asp Lys Pro Asp Tyr Ser Tyr Leu Arg Gin Leu 
260 265 270 

Phe Arg Asn Leu Phe His Arg Gin Gly Phe Ser Tyr Asp Tyr Val Phe 
275 280 285 

Asp Trp Asn Met Leu Lys Phe Gly Ala Ser Arg Ala Ala Asp Asp Ala 
290 295 300 

Glu Arg Glu Arg Arg Asp Arg Glu Glu Arg Leu Arg His Ser Arg Asn 
305 310 315 320 

Pro Ala Thr Arg Gly Leu Pro Ser Thr Asp Ser Gly Arg Leu Arg Gly 
325 330 335 

Thr Gin Glu Val Ala Pro Pro Thr Pro Leu Thr Pro Thr Ser His Thr 
340 345 350 

Ala Asn Thr Ser Pro Arg Pro Val Ser Gly Met Glu Arg Glu Arg Lys 
355 360 365 

Val Ser Met Arg Leu His Arg Gly Ala Pro Val Asn lie Ser Ser Ser 
370 375 380 

Asp Leu Thr Gly Arg Gin Asp Thr Ser Arg Met Ser Thr Ser Gin lie 
385 390 395 400 

Pro Gly Arg Val Ala Ser Ser Gly Leu Gin Ser Val Val His Arg 
405 410 415 

<210> 222 

<211> 1169 

<212> PRT 
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<400> 222 

Met Asn Met Phe Leu Tyr Phe Gin Thr lie lie Lys Glu Gly Met Leu 
15 10 15 

Thr Lys Gin Asn Asn Ser Phe Gin Arg Ser Lys Arg Arg Tyr Phe Lys 
20 25 30 

Leu Arg Gly Arg Thr Leu Tyr Tyr Ala Lys Thr Ala Lys Ser lie lie 
35 40 45 

Phe Asp Glu Val Asp Leu Thr Asp Ala Ser Val Ala Glu Ser Ser Thr 
50 55 60 



Lys Asn Val Asn Asn Ser Phe Thr Val lie Thr Pro Cys Arg Lys Leu 



65 



70 



75 



80 



lie Leu Cys Ala Asp Asn Arg Lys Glu Met Glu Asp Trp lie Ala Ala 
85 90 95 

Leu Lys Thr Val Gin Asn Arg Glu His Phe Glu Pro Thr Gin Tyr Ser 
100 105 110 

Met Asp His Phe Ser Gly Met His Asn Trp Tyr Ala Cys Ser His Ala 
115 120 125 

Arg Pro Thr Tyr Cys Asn Val Cys Arg Glu Ala Leu Ser Gly Val Thr 
130 135 140 

Ser His Gly Leu Ser Cys Glu Val Cys Lys Phe Lys Ala His Lys Arg 
145 150 155 160 

Cys Ala Val Arg Ala Thr Asn Asn Cys Lys Trp Thr Thr Leu Ala Ser 
165 170 175 

lie Gly Lys Asp lie lie Glu Asp Ala Asp Gly lie Ala Met Pro His 
180 185 190 

Gin Trp Leu Glu Gly Asn Leu Pro Val Ser Ala Lys Cys Thr Val Cys 
195 200 205 

Asp Lys Thr Cys Gly Ser Val Leu Arg Leu Gin Asp Trp Arg Cys Leu 
210 215 220 

Trp Cys Lys Ala Met Val His Thr Ser Cys Lys Glu Ser Leu Leu Thr 
225 230 235 240 

Lys Cys Pro Leu Gly Leu Cys Lys Val Ser Val lie Pro Pro Thr Ala 
245 250 255 

Leu Asn Ser lie Asp Ser Asp Gly Phe Trp Lys Ala Ser Cys Pro Pro 
260 265 270 

Ser Cys Thr Ser Pro Leu Leu Val Phe Val Asn Ser Lys Ser Gly Asp 
275 280 285 

Asn Gin Gly Val Lys Phe Leu Arg Arg Phe Lys Gin Leu Leu Asn Pro 
290 295 300 

Ala Gin Val Phe Asp Leu Met Asn Gly Gly Pro His Leu Gly Leu Arg 
305 310 315 320 

Leu Phe Gin Lys Phe Asp Thr Phe Arg lie Leu Val Cys Gly Gly Asp 
325 330 335 

Gly Ser Val Gly Trp Val Leu Ser Glu lie Asp Ser Leu Asn Leu His 
340 345 350 

Lys Gin Cys Gin Leu Gly Val Leu Pro Leu Gly Thr Gly Asn Asp Leu 
355 360 365 



Ala Arg Val Leu Gly Trp Gly Ser Ala Cys Asp Asp Asp Thr Gin Leu 



370 375 380 

Pro Gin lie Leu Glu Lys Leu Glu Arg Ala Ser Thr Lys Met Leu Asp 
385 390 395 400 

Arg Trp Ser Val Met Ala Tyr Glu Ala Lys Leu Pro Arg Gin Ala Ser 
405 410 415 

Ser Ser Thr Val Thr Glu Asp Phe Ser Glu Asp Ser Glu Val Gin Gin 
420 425 430 

lie Leu Phe Tyr Glu Asp Ser Val Ala Ala His Leu Ser Lys lie Leu 
435 440 445 

Thr Ser Asp Gin His Ser Val Val lie Ser Ser Ala Lys Val Leu Cys 
450 455 460 

Glu Thr Pro Lys Asp Phe Val Ala Arg Val Gly Lys Ala Tyr Glu Lys 
465 470 475 480 

Thr Thr Glu Ser Ser Glu Glu Ser Glu Val Met Ala Lys Lys Cys Ser 
485 490 495 

Val Leu Lys Glu Lys Leu Asp Ser Leu Leu Lys Thr Leu Asp Asp Glu 
500 505 510 

Ser Gin Ala Ser Ser Ser Leu Pro Asn Pro Pro Pro Thr lie Ala Glu 
515 520 525 

Glu Ala Glu Asp Gly Asp Gly Ser Gly Ser lie Cys Gly Ser Thr Gly 
530 535 540 

Asp Arg Leu Val Ala Ser Ala Cys Pro Ala Arg Pro Gin lie Phe Arg 
545 550 555 560 

Pro Arg Glu Gin Leu Met Leu Arg Ala Asn Ser Leu Lys Lys Ala lie 
565 570 575 

Arg Gin lie lie Glu His Thr Glu Lys Ala Val Asp Glu Gin Asn Ala 
580 585 590 

Gin Thr Gin Glu Gin Glu Gly Phe Val Leu Gly Leu Ser Glu Ser Glu 
595 600 605 

Glu Lys Met Asp His Arg Val Cys Pro Pro Leu Ser His Ser Glu Ser 
610 615 620 

Phe Gly Val Pro Lys Gly Arg Ser Gin Arg Lys Val Ser Lys Ser Pro 
625 630 635 640 

Cys Glu Lys Leu lie Ser Lys Gly Ser Leu Ser Leu Gly Ser Ser Ala 
645 650 655 

Ser Leu Pro Pro Gin Pro Gly Ser Arg Asp Gly Leu Pro Ala Leu Asn 
660 665 670 



Thr Lys lie Leu Tyr Pro Asn Val Arg Ala Gly Met Ser Gly Ser Leu 



675 



680 



685 



Pro Gly Gly Ser Val lie Ser Arg Leu Leu lie Asn Ala Asp Pro Phe 
690 695 700 

Asn Ser Glu Pro Glu Thr Leu Glu Tyr Tyr Thr Glu Lys Cys Val Met 
705 710 715 720 

Asn Asn Tyr Phe Gly lie Gly Leu Asp Ala Lys lie Ser Leu Asp Phe 
725 730 735 

Asn Asn Lys Arg Asp Glu His Pro Glu Lys Cys Arg Ser Arg Thr Lys 
740 745 750 

Asn Met Met Trp Tyr Gly Val Leu Gly Thr Lys Glu Leu Leu His Arg 
755 760 765 

Thr Tyr Lys Asn Leu Glu Gin Lys Val Leu Leu Glu Cys Asp Gly Asp 
770 775 780 

Pro Ser His Ser Pro Val Leu Gin Gly lie Ala Val Leu Asn lie Pro 
785 790 795 800 

Ser Tyr Ala Gly Gly Thr Asn Phe Trp Gly Gly Thr Lys Glu Asp Asp 
805 810 815 

Thr Phe Ala Ala Pro Ser Phe Asp Asp Lys lie Leu Glu Val Val Ala 
820 825 830 

Val Phe Gly Ser Met Gin Met Ala Val Ser Arg Val lie Arg Leu Gin 
835 840 845 

His His Arg lie Ala Gin Cys Arg Thr Val Lys lie Ser lie Leu Gly 
850 855 860 

Asp Glu Gly Val Pro Val Gin Val Asp Gly Glu Ala Trp Val Gin Pro 
865 870 875 880 

Pro Gly Tyr lie Arg lie Val His Lys Asn Arg Ala Gin Thr Leu Thr 
885 890 895 

Arg Asp Arg Ala Phe Glu Ser Thr Leu Lys Ser Trp Glu Asp Lys Gin 
900 905 910 

Lys Cys Glu Val Pro Arg Pro Pro Ser Cys Ser Leu His Pro Glu Met 
915 920 925 

Leu Ser Glu Glu Glu Ala Thr Gin Met Asp Gin Phe Gly Gin Ala Ala 
930 935 940 

Gly Val Leu lie His Ser lie Arg Glu lie Ala Gin Ser His Arg Asp 
945 950 955 960 

Met Glu Gin Glu Leu Ala His Ala Val Asn Ala Ser Ser Lys Ser Met 
965 970 975 



Asp Arg Val Tyr Gly Lys Pro Arg Thr Thr Glu Gly Leu Asn Cys Ser 



980 



985 



990 



Phe Val Leu Glu Met Val Asn Asn Phe Arg Ala Leu Arg Ser Glu Thr 
995 1000 1005 

Glu Leu Leu Ser Gly Lys Met Ala Leu Gin Leu Asp Pro Pro Gin 
1010 1015 1020 

Lys Glu Gin Leu Gly Ser Ala Leu Ala Glu Met Asp Arg Gin Leu 
1025 1030 1035 

Arg Arg Leu Ala Asp Thr Pro Trp Leu Cys Gin Ser Ala Glu Pro 
1040 1045 1050 

Gly Asp Glu Glu Ser Val Met Leu Asp Leu Ala Lys Arg Ser Arg 
1055 1060 1065 

Ser Gly Lys Phe Arg Leu Val Thr Lys Phe Lys Lys Glu Lys Asn 
1070 1075 1080 

Asn Lys Asn Lys Glu Ala His Ser Ser Leu Gly Ala Pro Val His 
1085 1090 1095 

Leu Trp Gly Thr Glu Glu Val Ala Ala Trp Leu Glu His Leu Ser 
1100 1105 1110 

Leu Cys Glu Tyr Lys Asp lie Phe Thr Arg His Asp lie Arg Gly 
1115 1120 1125 

Ser Glu Leu Leu His Leu Glu Arg Arg Asp Leu Lys Asp Leu Gly 
1130 1135 1140 

Val Thr Lys Val Gly His Met Lys Arg lie Leu Cys Gly lie Lys 
1145 1150 1155 

Glu Leu Ser Arg Ser Ala Pro Ala Val Glu Ala 
1160 1165 

<210> 223 

<211> 480 

<212> PRT 
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<400> 223 

Met Ser Asp Val Ala lie Val Lys Glu Gly Trp Leu His Lys Arg Gly 
15 10 15 

Glu Tyr lie Lys Thr Trp Arg Pro Arg Tyr Phe Leu Leu Lys Asn Asp 
20 25 30 

Gly Thr Phe lie Gly Tyr Lys Glu Arg Pro Gin Asp Val Asp Gin Arg 
35 40 45 



Glu Ala Pro Leu Asn Asn Phe Ser Val Ala Gin Cys Gin Leu Met Lys 
50 55 60 



Thr Glu Arg Pro Arg Pro Asn Thr Phe lie lie Arg Cys Leu Gin Trp 
65 70 75 80 



Thr Thr Val lie Glu Arg Thr Phe His Val Glu Thr Pro Glu Glu Arg 
85 90 95 

Glu Glu Trp Thr Thr Ala lie Gin Thr Val Ala Asp Gly Leu Lys Lys 
100 105 110 

Gin Glu Glu Glu Glu Met Asp Phe Arg Ser Gly Ser Pro Ser Asp Asn 
115 120 125 

Ser Gly Ala Glu Glu Met Glu Val Ser Leu Ala Lys Pro Lys His Arg 
130 135 140 

Val Thr Met Asn Glu Phe Glu Tyr Leu Lys Leu Leu Gly Lys Gly Thr 
145 150 155 160 

Phe Gly Lys Val lie Leu Val Lys Glu Lys Ala Thr Gly Arg Tyr Tyr 
165 170 175 

Ala Met Lys lie Leu Lys Lys Glu Val lie Val Ala Lys Asp Glu Val 
180 185 190 

Ala His Thr Leu Thr Glu Asn Arg Val Leu Gin Asn Ser Arg His Pro 
195 200 205 

Phe Leu Thr Ala Leu Lys Tyr Ser Phe Gin Thr His Asp Arg Leu Cys 
210 215 220 

Phe Val Met Glu Tyr Ala Asn Gly Gly Glu Leu Phe Phe His Leu Ser 
225 230 235 240 

Arg Glu Arg Val Phe Ser Glu Asp Arg Ala Arg Phe Tyr Gly Ala Glu 
245 250 255 

lie Val Ser Ala Leu Asp Tyr Leu His Ser Glu Lys Asn Val Val Tyr 
260 265 270 

Arg Asp Leu Lys Leu Glu Asn Leu Met Leu Asp Lys Asp Gly His lie 
275 280 285 

Lys lie Thr Asp Phe Gly Leu Cys Lys Glu Gly lie Lys Asp Gly Ala 
290 295 300 

Thr Met Lys Thr Phe Cys Gly Thr Pro Glu Tyr Leu Ala Pro Glu Val 
305 310 315 320 

Leu Glu Asp Asn Asp Tyr Gly Arg Ala Val Asp Trp Trp Gly Leu Gly 
325 330 335 

Val Val Met Tyr Glu Met Met Cys Gly Arg Leu Pro Phe Tyr Asn Gin 
340 345 350 



Asp His Glu Lys Leu Phe Glu Leu lie Leu Met Glu Glu lie Arg Phe 
355 360 365 



Pro Arg Thr Leu Gly Pro Glu Ala Lys Ser Leu Leu Ser Gly Leu Leu 
370 375 380 



Lys Lys Asp Pro Lys Gin Arg Leu Gly Gly Gly Ser Glu Asp Ala Lys 
385 390 395 400 

Glu He Met Gin His Arg Phe Phe Ala Gly He Val Trp Gin His Val 
405 410 415 

Tyr Glu Lys Lys Leu Ser Pro Pro Phe Lys Pro Gin Val Thr Ser Glu 
420 425 430 

Thr Asp Thr Arg Tyr Phe Asp Glu Glu Phe Thr Ala Gin Met He Thr 
435 440 445 

He Thr Pro Pro Asp Gin Asp Asp Ser Met Glu Cys Val Asp Ser Glu 
450 455 460 

Arg Arg Pro His Phe Pro Gin Phe Ser Tyr Ser Ala Ser Ser Thr Ala 
465 470 475 480 

<210> 224 

<211> 1175 

<212> PRT 
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<400> 224 

Gin Val Tyr Lys Gly Arg His Val Lys Thr Gly Gin Leu Ala Ala He 
15 10 15 

Lys Val Met Asp Val Thr Glu Asp Glu Glu Glu Glu He Lys Leu Glu 
20 25 30 

He Asn Met Leu Lys Lys Tyr Ser His His Arg Asn He Ala Thr Tyr 
35 40 45 

Tyr Gly Ala Phe He Lys Lys Ser Pro Pro Gly His Asp Asp Gin Leu 
50 55 60 

Trp Leu Val Met Glu Phe Cys Gly Ala Gly Ser He Thr Asp Leu Val 
65 70 75 80 

Lys Asn Thr Lys Gly Asn Thr Leu Lys Glu Asp Trp He Ala Tyr He 
85 90 95 

Ser Arg Glu He Leu Arg Gly Leu Ala His Leu His He His His Val 
100 105 110 

He His Arg Asp He Lys Gly Gin Asn Val Leu Leu Thr Glu Asn Ala 
115 120 125 

Glu Val Lys Leu Val Asp Phe Gly Val Ser Ala Gin Leu Asp Arg Thr 
130 135 140 



Val Gly Arg Arg Asn Thr Phe He Gly Thr Pro Tyr Trp Met Ala Pro 
145 150 155 160 



Glu Val lie Ala Cys Asp Glu Asn Pro Asp Ala Thr Tyr Asp Tyr Arg 
165 170 175 



Ser Asp Leu Trp Ser Cys Gly lie Thr Ala lie Glu Met Ala Glu Gly 
180 185 190 

Ala Pro Pro Leu Cys Asp Met His Pro Met Arg Ala Leu Phe Leu lie 
195 200 205 

Pro Arg Asn Pro Pro Pro Arg Leu Lys Ser Lys Lys Trp Ser Lys Lys 
210 215 220 

Phe Phe Ser Phe lie Glu Gly Cys Leu Val Lys Asn Tyr Met Gin Arg 
225 230 235 240 

Pro Ser Thr Glu Gin Leu Leu Lys His Pro Phe lie Arg Asp Gin Pro 
245 250 255 

Asn Glu Arg Gin Val Arg lie Gin Leu Lys Asp His lie Asp Arg Thr 
260 265 270 

Arg Lys Lys Arg Gly Glu Lys Asp Glu Thr Glu Tyr Glu Tyr Ser Gly 
275 280 285 

Ser Glu Glu Glu Glu Glu Glu Val Pro Glu Gin Glu Gly Glu Pro Ser 
290 295 300 

Ser lie Val Asn Val Pro Gly Glu Ser Thr Leu Arg Arg Asp Phe Leu 
305 310 315 320 

Arg Leu Gin Gin Glu Asn Lys Glu Arg Ser Glu Ala Leu Arg Arg Gin 
325 330 335 

Gin Leu Leu Gin Glu Gin Gin Leu Arg Glu Gin Glu Glu Tyr Lys Arg 
340 345 350 

Gin Leu Leu Ala Glu Arg Gin Lys Arg lie Glu Gin Gin Lys Glu Gin 
355 360 - 365 

Arg Arg Arg Leu Glu Glu Gin Gin Arg Arg Glu Arg Glu Ala Arg Arg 
370 375 380 

Gin Gin Glu Arg Glu Gin Arg Arg Arg Glu Gin Glu Glu Lys Arg Arg 
385 390 395 400 

Leu Glu Glu Leu Glu Arg Arg Arg Lys Glu Glu Glu Glu Arg Arg Arg 
405 410 415 

Ala Glu Glu Glu Lys Arg Arg Val Glu Arg Glu Gin Glu Tyr lie Arg 
420 425 430 

Arg Gin Leu Glu Glu Glu Gin Arg His Leu Glu Val Leu Gin Gin Gin 
435 440 445 



Leu Leu Gin Glu Gin Ala Met Leu Leu His Asp His Arg Arg Pro His 
450 455 460 



Pro Gin His Ser Gin Gin Pro Pro Pro Pro Gin Gin Glu Arg Ser Lys 
465 470 475 480 



Pro Ser Phe His Ala Pro Glu Pro Lys Ala His Tyr Glu Pro Ala Asp 
485 490 495 

Arg Ala Arg Glu Val Glu Asp Arg Phe Arg Lys Thr Asn His Ser Ser 
500 505 510 

Pro Glu Ala Gin Ser Lys Gin Thr Gly Arg Val Leu Glu Pro Pro Val 
515 520 525 

Pro Ser Arg Ser Glu Ser Phe Ser Asn Gly Asn Ser Glu Ser Val His 
530 535 540 

Pro Ala Leu Gin Arg Pro Ala Glu Pro Gin Val Pro Val Arg Thr Thr 
545 550 555 560 

Ser Arg Ser Pro Val Leu Ser Arg Arg Asp Ser Pro Leu Gin Gly Ser 
565 570 575 

Gly Gin Gin Asn Ser Gin Ala Gly Gin Arg Asn Ser Thr Ser Ser lie 
580 585 590 

Glu Pro Arg Leu Leu Trp Glu Arg Val Glu Lys Leu Val Pro Arg Pro 
595 600 605 

Gly Ser Gly Ser Ser Ser Gly Ser Ser Asn Ser Gly Ser Gin Pro Gly 
610 615 620 

Ser His Pro Gly Ser Gin Ser Gly Ser Gly Glu Arg Phe Arg Val Arg 
625 630 635 640 

Ser Ser Ser Lys Ser Glu Gly Ser Pro Ser Gin Arg Leu Glu Asn Ala 
645 650 655 

Val Lys Lys Pro Glu Asp Lys Lys Glu Val Phe Arg Pro Leu Lys Pro 
660 665 670 

Ala Gly Glu Val Asp Leu Thr Ala Leu Ala Lys Glu Leu Arg Ala Val 
675 680 685 

Glu Asp Val Arg Pro Pro His Lys Val Thr Asp Tyr Ser Ser Ser Ser 
690 695 700 

Glu Glu Ser Gly Thr Thr Asp Glu Glu Asp Asp Asp Val Glu Gin Glu 
705 710 715 720 

Gly Ala Asp Glu Ser Thr Ser Gly Pro Glu Asp Thr Arg Ala Ala Ser 
725 730 735 

Ser Leu Asn Leu Ser Asn Gly Glu Thr Glu Ser Val Lys Thr Met lie 
740 745 750 



Val His Asp Asp Val Glu Ser Glu Pro Ala Met Thr Pro Ser Lys Glu 
755 760 765 



Gly Thr Leu lie Val Arg Gin Thr Gin Ser Ala Ser Ser Thr Leu Gin 
770 775 780 



Lys His Lys Ser Ser Ser Ser Phe Thr Pro Phe lie Asp Pro Arg Leu 
785 790 795 800 

Leu Gin He Ser Pro Ser Ser Gly Thr Thr Val Thr Ser Val Val Gly 
805 810 815 

Phe Ser Cys Asp Gly Met Arg Pro Glu Ala He Arg Gin Asp Pro Thr 
820 825 830 

Arg Lys Gly Ser Val Val Asn Val Asn Pro Thr Asn Thr Arg Pro Gin 
835 840 845 

Ser Asp Thr Pro Glu He Arg Lys Tyr Lys Lys Arg Phe Asn Ser Glu 
850 855 860 

He Leu Cys Ala Ala Leu Trp Gly Val Asn Leu Leu Val Gly Thr Glu 
865 870 875 880 

Ser Gly Leu Met Leu Leu Asp Arg Ser Gly Gin Gly Lys Val Tyr Pro 
885 890 895 

Leu He Asn Arg Arg Arg Phe Gin Gin Met Asp Val Leu Glu Gly Leu 
900 905 910 

Asn Val Leu Val Thr He Ser Gly Lys Lys Asp Lys Leu Arg Val Tyr 
915 920 925 

Tyr Leu Ser Trp Leu Arg Asn Lys He Leu His Asn Asp Pro Glu Val 
930 935 940 

Glu Lys Lys Gin Gly Trp Thr Thr Val Gly Asp Leu Glu Gly Cys Val 
945 950 955 960 

His Tyr Lys Val Val Lys Tyr Glu Arg He Lys Phe Leu Val He Ala 
965 970 975 

Leu Lys Ser Ser Val Glu Val Tyr Ala Trp Ala Pro Lys Pro Tyr His 
980 985 990 

Lys Phe Met Ala Phe Lys Ser Phe Gly Glu Leu Val His Lys Pro Leu 
995 1000 1005 

Leu Val Asp Leu Thr Val Glu Glu Gly Gin Arg Leu Lys Val He 
1010 1015 1020 

Tyr Gly Ser Cys Ala Gly Phe His Ala Val Asp Val Asp Ser Gly 
1025 1030 1035 

Ser Val Tyr Asp He Tyr Leu Pro Thr His He Gin Cys Ser He 
1040 1045 1050 



Lys Pro His Ala He He He Leu Pro Asn Thr Asp Gly Met Glu 
1055 1060 1065 



Leu Leu Val Cys Tyr Glu Asp Glu Gly Val Tyr Val Asn Thr Tyr 
1070 1075 1080 



Gly Arg lie Thr Lys Asp Val Val Leu Gin Trp Gly Glu Met Pro 
1085 1090 1095 

Thr Ser Val Ala Tyr lie Arg Ser Asn Gin Thr Met Gly Trp Gly 
1100 1105 1110 

Glu Lys Ala lie Glu lie Arg Ser Val Glu Thr Gly His Leu Asp 
1115 1120 1125 

Gly Val Phe Met His Lys Arg Ala Gin Arg Leu Lys Phe Leu Cys 
1130 1135 1140 

Glu Arg Asn Asp Lys Val Phe Phe Ala Ser Val Arg Ser Gly Gly 
1145 1150 1155 

Ser Ser Gin Val Tyr Phe Met Thr Leu Gly Arg Thr Ser Leu Leu 
1160 1165 1170 

Ser Trp 
1175 

<210> 225 

<211> 1175 

<212> PRT 

<213> Homo sapiens 

<400> 225 

Gin Val Tyr Lys Gly Arg His Val Lys Thr Gly Gin Leu Ala Ala lie 
15 10 15 

Lys Val Met Asp Val Thr Glu Asp Glu Glu Glu Glu lie Lys Leu Glu 
20 25 30 

lie Asn Met Leu Lys Lys Tyr Ser His His Arg Asn lie Ala Thr Tyr 
35 40 45 

Tyr Gly Ala Phe lie Lys Lys Ser Pro Pro Gly His Asp Asp Gin Leu 
50 55 60 

Trp Leu Val Met Glu Phe Cys Gly Ala Gly Ser lie Thr Asp Leu Val 
65 70 75 80 

Lys Asn Thr Lys Gly Asn Thr Leu Lys Glu Asp Trp lie Ala Tyr lie 
85 90 95 

Ser Arg Glu lie Leu Arg Gly Leu Ala His Leu His lie His His Val 
100 105 110 

lie His Arg Asp lie Lys Gly Gin Asn Val Leu Leu Thr Glu Asn Ala 
115 120 125 



Glu Val Lys Leu Val Asp Phe Gly Val Ser Ala Gin Leu Asp Arg Thr 



130 135 140 

Val Gly Arg Arg Asn Thr Phe lie Gly Thr Pro Tyr Trp Met Ala Pro 
145 150 155 160 

Glu Val lie Ala Cys Asp Glu Asn Pro Asp Ala Thr Tyr Asp Tyr Arg 
165 170 175 

Ser Asp Leu Trp Ser Cys Gly lie Thr Ala lie Glu Met Ala Glu Gly 
180 185 190 

Ala Pro Pro Leu Cys Asp Met His Pro Met Arg Ala Leu Phe Leu lie 
195 200 205 

Pro Arg Asn Pro Pro Pro Arg Leu Lys Ser Lys Lys Trp Ser Lys Lys 
210 215 220 

Phe Phe Ser Phe lie Glu Gly Cys Leu Val Lys Asn Tyr Met Gin Arg 
225 230 235 240 

Pro Ser Thr Glu Gin Leu Leu Lys His Pro Phe lie Arg Asp Gin Pro 
245 250 255 

Asn Glu Arg Gin Val Arg lie Gin Leu Lys Asp His lie Asp Arg Thr 
260 265 270 

Arg Lys Lys Arg Gly Glu Lys Asp Glu Thr Glu Tyr Glu Tyr Ser Gly 
275 280 285 

Ser Glu Glu Glu Glu Glu Glu Val Pro Glu Gin Glu Gly Glu Pro Ser 
290 295 300 

Ser lie Val Asn Val Pro Gly Glu Ser Thr Leu Arg Arg Asp Phe Leu 
305 310 315 320 

Arg Leu Gin Gin Glu Asn Lys Glu Arg Ser Glu Ala Leu Arg Arg Gin 
325 330 335 

Gin Leu Leu Gin Glu Gin Gin Leu Arg Glu Gin Glu Glu Tyr Lys Arg 
340 345 350 

Gin Leu Leu Ala Glu Arg Gin Lys Arg lie Glu Gin Gin Lys Glu Gin 
355 360 365 

Arg Arg Arg Leu Glu Glu Gin Gin Arg Arg Glu Arg Glu Ala Arg Arg 
370 375 380 

Gin Gin Glu Arg Glu Gin Arg Arg Arg Glu Gin Glu Glu Lys Arg Arg 
385 390 395 400 

Leu Glu Glu Leu Glu Arg Arg Arg Lys Glu Glu Glu Glu Arg Arg Arg 
405 410 415 

Ala Glu Glu Glu Lys Arg Arg Val Glu Arg Glu Gin Glu Tyr lie Arg 
420 425 430 



Arg Gin Leu Glu Glu Glu Gin Arg His Leu Glu Val Leu Gin Gin Gin 



435 



440 



445 



Leu Leu Gin Glu Gin Ala Met Leu Leu His Asp His Arg Arg Pro His 
450 455 460 

Pro Gin His Ser Gin Gin Pro Pro Pro Pro Gin Gin Glu Arg Ser Lys 
465 470 475 480 

Pro Ser Phe His Ala Pro Glu Pro Lys Ala His Tyr Glu Pro Ala Asp 
485 490 495 

Arg Ala Arg Glu Val Glu Asp Arg Phe Arg Lys Thr Asn His Ser Ser 
500 505 510 

Pro Glu Ala Gin Ser Lys Gin Thr Gly Arg Val Leu Glu Pro Pro Val 
515 520 525 

Pro Ser Arg Ser Glu Ser Phe Ser Asn Gly Asn Ser Glu Ser Val His 
530 535 540 

Pro Ala Leu Gin Arg Pro Ala Glu Pro Gin Val Pro Val Arg Thr Thr 
545 550 555 560 

Ser Arg Ser Pro Val Leu Ser Arg Arg Asp Ser Pro Leu Gin Gly Ser 
565 570 575 

Gly Gin Gin Asn Ser Gin Ala Gly Gin Arg Asn Ser Thr Ser Ser lie 
580 585 590 

Glu Pro Arg Leu Leu Trp Glu Arg Val Glu Lys Leu Val Pro Arg Pro 
595 600 605 

Gly Ser Gly Ser Ser Ser Gly Ser Ser Asn Ser Gly Ser Gin Pro Gly 
610 615 620 

Ser His Pro Gly Ser Gin Ser Gly Ser Gly Glu Arg Phe Arg Val Arg 
625 630 635 640 

Ser Ser Ser Lys Ser Glu Gly Ser Pro Ser Gin Arg Leu Glu Asn Ala 
645 650 655 

Val Lys Lys Pro Glu Asp Lys Lys Glu Val Phe Arg Pro Leu Lys Pro 
660 665 670 

Ala Gly Glu Val Asp Leu Thr Ala Leu Ala Lys Glu Leu Arg Ala Val 
675 680 685 

Glu Asp Val Arg Pro Pro His Lys Val Thr Asp Tyr Ser Ser Ser Ser 
690 695 700 

Glu Glu Ser Gly Thr Thr Asp Glu Glu Asp Asp Asp Val Glu Gin Glu 
705 710 715 720 

Gly Ala Asp Glu Ser Thr Ser Gly Pro Glu Asp Thr Arg Ala Ala Ser 
725 730 735 



Ser Leu Asn Leu Ser Asn Gly Glu Thr Glu Ser Val Lys Thr Met lie 



740 



745 



750 



Val His Asp Asp Val Glu Ser Glu Pro Ala Met Thr Pro Ser Lys Glu 
755 760 765 

Gly Thr Leu lie Val Arg Gin Thr Gin Ser Ala Ser Ser Thr Leu Gin 
770 775 780 

Lys His Lys Ser Ser Ser Ser Phe Thr Pro Phe lie Asp Pro Arg Leu 
785 790 795 800 

Leu Gin lie Ser Pro Ser Ser Gly Thr Thr Val Thr Ser Val Val Gly 
805 810 815 

Phe Ser Cys Asp Gly Met Arg Pro Glu Ala lie Arg Gin Asp Pro Thr 
820 825 830 

Arg Lys Gly Ser Val Val Asn Val Asn Pro Thr Asn Thr Arg Pro Gin 
835 840 845 

Ser Asp Thr Pro Glu lie Arg Lys Tyr Lys Lys Arg Phe Asn Ser Glu 
850 855 860 

lie Leu Cys Ala Ala Leu Trp Gly Val Asn Leu Leu Val Gly Thr Glu 
865 870 875 880 

Ser Gly Leu Met Leu Leu Asp Arg Ser Gly Gin Gly Lys Val Tyr Pro 
885 890 895 

Leu lie Asn Arg Arg Arg Phe Gin Gin Met Asp Val Leu Glu Gly Leu 
900 905 910 

Asn Val Leu Val Thr lie Ser Gly Lys Lys Asp Lys Leu Arg Val Tyr 
915 920 925 

Tyr Leu Ser Trp Leu Arg Asn Lys lie Leu His Asn Asp Pro Glu Val 
930 935 940 

Glu Lys Lys Gin Gly Trp Thr Thr Val Gly Asp Leu Glu Gly Cys Val 
945 950 955 960 

His Tyr Lys Val Val Lys Tyr Glu Arg lie Lys Phe Leu Val lie Ala 
965 970 975 

Leu Lys Ser Ser Val Glu Val Tyr Ala Trp Ala Pro Lys Pro Tyr His 
980 985 990 

Lys Phe Met Ala Phe Lys Ser Phe Gly Glu Leu Val His Lys Pro Leu 
995 1000 1005 

Leu Val Asp Leu Thr Val Glu Glu Gly Gin Arg Leu Lys Val lie 
1010 1015 1020 

Tyr Gly Ser Cys Ala Gly Phe His Ala Val Asp Val Asp Ser Gly 
1025 1030 1035 



Ser Val Tyr Asp lie Tyr Leu Pro Thr His lie Gin Cys Ser lie 



1040 



1045 



1050 



Lys Pro His Ala lie lie lie Leu Pro Asn Thr Asp Gly Met Glu 
1055 1060 1065 

Leu Leu Val Cys Tyr Glu Asp Glu Gly Val Tyr Val Asn Thr Tyr 
1070 1075 1080 

Gly Arg lie Thr Lys Asp Val Val Leu Gin Trp Gly Glu Met Pro 
1085 1090 1095 

Thr Ser Val Ala Tyr lie Arg Ser Asn Gin Thr Met Gly Trp Gly 
1100 1105 1110 

Glu Lys Ala lie Glu lie Arg Ser Val Glu Thr Gly His Leu Asp 
1115 1120 1125 

Gly Val Phe Met His Lys Arg Ala Gin Arg Leu Lys Phe Leu Cys 
1130 1135 1140 

Glu Arg Asn Asp Lys Val Phe Phe Ala Ser Val Arg Ser Gly Gly 
1145 1150 1155 

Ser Ser Gin Val Tyr Phe Met Thr Leu Gly Arg Thr Ser Leu Leu 
1160 1165 1170 

Ser Trp 
1175 

<210> 226 

<211> 1175 

<212> PRT 

<213> Homo sapiens 

<400> 226 

Gin Val Tyr Lys Gly Arg His Val Lys Thr Gly Gin Leu Ala Ala lie 
15 10 15 

Lys Val Met Asp Val Thr Glu Asp Glu Glu Glu Glu lie Lys Leu Glu 
20 25 30 

lie Asn Met Leu Lys Lys Tyr Ser His His Arg Asn lie Ala Thr Tyr 
35 40 45 

Tyr Gly Ala Phe lie Lys Lys Ser Pro Pro Gly His Asp Asp Gin Leu 
50 55 60 

Trp Leu Val Met Glu Phe Cys Gly Ala Gly Ser lie Thr Asp Leu Val 
65 70 75 80 

Lys Asn Thr Lys Gly Asn Thr Leu Lys Glu Asp Trp lie Ala Tyr lie 
85 90 95 



Ser Arg Glu lie Leu Arg Gly Leu Ala His Leu His lie His His Val 
100 105 110 



lie His Arg Asp lie Lys Gly Gin Asn Val Leu Leu Thr Glu Asn Ala 
115 120 125 



Glu Val Lys Leu Val Asp Phe Gly Val Ser Ala Gin Leu Asp Arg Thr 
130 135 140 

Val Gly Arg Arg Asn Thr Phe lie Gly Thr Pro Tyr Trp Met Ala Pro 
145 150 155 160 

Glu Val lie Ala Cys Asp Glu Asn Pro Asp Ala Thr Tyr Asp Tyr Arg 
165 . 170 175 

Ser Asp Leu Trp Ser Cys Gly lie Thr Ala lie Glu Met Ala Glu Gly 
180 185 190 

Ala Pro Pro Leu Cys Asp Met His Pro Met Arg Ala Leu Phe Leu lie 
195 200 205 

Pro Arg Asn Pro Pro Pro Arg Leu Lys Ser Lys Lys Trp Ser Lys Lys 
210 215 220 

Phe Phe Ser Phe lie Glu Gly Cys Leu Val Lys Asn Tyr Met Gin Arg 
225 230 235 240 

Pro Ser Thr Glu Gin Leu Leu Lys His Pro Phe lie Arg Asp Gin Pro 
245 250 255 

Asn Glu Arg Gin Val Arg lie Gin Leu Lys Asp His lie Asp Arg Thr 
260 265 270 

Arg Lys Lys Arg Gly Glu Lys Asp Glu Thr Glu Tyr Glu Tyr Ser Gly 
275 280 285 

Ser Glu Glu Glu Glu Glu Glu Val Pro Glu Gin Glu Gly Glu Pro Ser 
290 295 300 

Ser lie Val Asn Val Pro Gly Glu Ser Thr Leu Arg Arg Asp Phe Leu 
305 310 315 320 

Arg Leu Gin Gin Glu Asn Lys Glu Arg Ser Glu Ala Leu Arg Arg Gin 
325 330 335 

Gin Leu Leu Gin Glu Gin Gin Leu Arg Glu Gin Glu Glu Tyr Lys Arg 
340 345 350 

Gin Leu Leu Ala Glu Arg Gin Lys Arg lie Glu Gin Gin Lys Glu Gin 
355 360 365 

Arg Arg Arg Leu Glu Glu Gin Gin Arg Arg Glu Arg Glu Ala Arg Arg 
370 375 380 

Gin Gin Glu Arg Glu Gin Arg Arg Arg Glu Gin Glu Glu Lys Arg Arg 
385 390 395 400 



Leu Glu Glu Leu Glu Arg Arg Arg Lys Glu Glu Glu Glu Arg Arg Arg 
405 410 415 



Ala Glu Glu Glu Lys Arg Arg Val Glu Arg Glu Gin Glu Tyr lie Arg 
420 425 430 



Arg Gin Leu Glu Glu Glu Gin Arg His Leu Glu Val Leu Gin Gin Gin 
435 440 445 

Leu Leu Gin Glu Gin Ala Met Leu Leu His Asp His Arg Arg Pro His 
450 455 460 

Pro Gin His Ser Gin Gin Pro Pro Pro Pro Gin Gin Glu Arg Ser Lys 
465 470 475 480 

Pro Ser Phe His Ala Pro Glu Pro Lys Ala His Tyr Glu Pro Ala Asp 
485 490 495 

Arg Ala Arg Glu Val Glu Asp Arg Phe Arg Lys Thr Asn His Ser Ser 
500 505 510 

Pro Glu Ala Gin Ser Lys Gin Thr Gly Arg Val Leu Glu Pro Pro Val 
515 520 525 

Pro Ser Arg Ser Glu Ser Phe Ser Asn Gly Asn Ser Glu Ser Val His 
530 535 540 

Pro Ala Leu Gin Arg Pro Ala Glu Pro Gin Val Pro Val Arg Thr Thr 
545 550 555 560 

Ser Arg Ser Pro Val Leu Ser Arg Arg Asp Ser Pro Leu Gin Gly Ser 
565 570 575 

Gly Gin Gin Asn Ser Gin Ala Gly Gin Arg Asn Ser Thr Ser Ser lie 
580 585 590 

Glu Pro Arg Leu Leu Trp Glu Arg Val Glu Lys Leu Val Pro Arg Pro 
595 600 605 

Gly Ser Gly Ser Ser Ser Gly Ser Ser Asn Ser Gly Ser Gin Pro Gly 
610 615 620 

Ser His Pro Gly Ser Gin Ser Gly Ser Gly Glu Arg Phe Arg Val Arg 
625 630 635 640 

Ser Ser Ser Lys Ser Glu Gly Ser Pro Ser Gin Arg Leu Glu Asn Ala 
645 650 655 

Val Lys Lys Pro Glu Asp Lys Lys Glu Val Phe Arg Pro Leu Lys Pro 
660 665 670 

Ala Gly Glu Val Asp Leu Thr Ala Leu Ala Lys Glu Leu Arg Ala Val 
675 680 685 

Glu Asp Val Arg Pro Pro His Lys Val Thr Asp Tyr Ser Ser Ser Ser 
690 695 700 



Glu Glu Ser Gly Thr Thr Asp Glu Glu Asp Asp Asp Val Glu Gin Glu 
705 710 715 720 



Gly Ala Asp Glu Ser Thr Ser Gly Pro Glu Asp Thr Arg Ala Ala Ser 
725 730 735 



Ser Leu Asn Leu Ser Asn Gly Glu Thr Glu Ser Val Lys Thr Met lie 
740 745 750 

Val His Asp Asp Val Glu Ser Glu Pro Ala Met Thr Pro Ser Lys Glu 
755 760 765 

Gly Thr Leu lie Val Arg Gin Thr Gin Ser Ala Ser Ser Thr Leu Gin 
770 775 780 

Lys His Lys Ser Ser Ser Ser Phe Thr Pro Phe lie Asp Pro Arg Leu 
785 790 795 800 

Leu Gin lie Ser Pro Ser Ser Gly Thr Thr Val Thr Ser Val Val Gly 
805 810 815 

Phe Ser Cys Asp Gly Met Arg Pro Glu Ala lie Arg Gin Asp Pro Thr 
820 825 830 

Arg Lys Gly Ser Val Val Asn Val Asn Pro Thr Asn Thr Arg Pro Gin 
835 840 845 

Ser Asp Thr Pro Glu lie Arg Lys Tyr Lys Lys Arg Phe Asn Ser Glu 
850 855 860 

lie Leu Cys Ala Ala Leu Trp Gly Val Asn Leu Leu Val Gly Thr Glu 
865 870 875 880 

Ser Gly Leu Met Leu Leu Asp Arg Ser Gly Gin Gly Lys Val Tyr Pro 
885 890 895 

Leu lie Asn Arg Arg Arg Phe Gin Gin Met Asp Val Leu Glu Gly Leu 
900 905 910 

Asn Val Leu Val Thr lie Ser Gly Lys Lys Asp Lys Leu Arg Val Tyr 
915 920 925 

Tyr Leu Ser Trp Leu Arg Asn Lys lie Leu His Asn Asp Pro Glu Val 
930 935 940 

Glu Lys Lys Gin Gly Trp Thr Thr Val Gly Asp Leu Glu Gly Cys Val 
945 950 955 960 

His Tyr Lys Val Val Lys Tyr Glu Arg lie Lys Phe Leu Val lie Ala 
965 970 975 

Leu Lys Ser Ser Val Glu Val Tyr Ala Trp Ala Pro Lys Pro Tyr His 
980 985 990 

Lys Phe Met Ala Phe Lys Ser Phe Gly Glu Leu Val His Lys Pro Leu 
995 1000 1005 



Leu Val Asp Leu Thr Val Glu Glu Gly Gin Arg Leu Lys Val lie 
1010 1015 1020 



Tyr Gly Ser Cys Ala Gly Phe His Ala Val Asp Val Asp Ser Gly 
1025 1030 1035 



Ser Val Tyr Asp lie Tyr Leu Pro Thr His lie Gin Cys Ser lie 
1040 1045 1050 

Lys Pro His Ala lie lie lie Leu Pro Asn Thr Asp Gly Met Glu 
1055 1060 1065 

Leu Leu Val Cys Tyr Glu Asp Glu Gly Val Tyr Val Asn Thr Tyr 
1070 1075 1080 

Gly Arg lie Thr Lys Asp Val Val Leu Gin Trp Gly Glu Met Pro 
1085 1090 1095 

Thr Ser Val Ala Tyr lie Arg Ser Asn Gin Thr Met Gly Trp Gly 
1100 1105 1110 

Glu Lys Ala lie Glu lie Arg Ser Val Glu Thr Gly His Leu Asp 
1115 1120 1125 

Gly Val Phe Met His Lys Arg Ala Gin Arg Leu Lys Phe Leu Cys 
1130 1135 1140 

Glu Arg Asn Asp Lys Val Phe Phe Ala Ser Val Arg Ser Gly Gly 
1145 1150 1155 

Ser Ser Gin Val Tyr Phe Met Thr Leu Gly Arg Thr Ser Leu Leu 
1160 1165 1170 

Ser Trp 
1175 

<210> 227 

<211> 983 

<212> PRT 

<213> Homo sapiens 

<400> 227 

Met Asp Cys Gin Leu Ser lie Leu Leu Leu Leu Ser Cys Ser Val Leu 
15 10 15 

Asp Ser Phe Gly Glu Leu lie Pro Gin Pro Ser Asn Glu Val Asn Leu 
20 25 30 

Leu Asp Ser Lys Thr lie Gin Gly Glu Leu Gly Trp lie Ser Tyr Pro 
35 40 45 

Ser His Gly Trp Glu Glu lie Ser Gly Val Asp Glu His Tyr Thr Pro 
50 55 60 

lie Arg Thr Tyr Gin Val Cys Asn Val Met Asp His Ser Gin Asn Asn 
65 70 75 80 



Trp Leu Arg Thr Asn Trp Val Pro Arg Asn Ser Ala Gin Lys lie Tyr 
85 90 95 



Val Glu Leu Lys Phe Thr Leu Arg Asp Cys Asn Ser lie Pro Leu Val 
100 105 110 



Leu Gly Thr Cys Lys Glu Thr Phe Asn Leu Tyr Tyr Met Glu Ser Asp 
115 120 125 

Asp Asp His Gly Val Lys Phe Arg Glu His Gin Phe Thr Lys lie Asp 
130 135 140 

Thr lie Ala Ala Asp Glu Ser Phe Thr Gin Met Asp Leu Gly Asp Arg 
145 150 155 160 

lie Leu Lys Leu Asn Thr Glu lie Arg Glu Val Gly Pro Val Asn Lys 
165 170 175 

Lys Gly Phe Tyr Leu Ala Phe Gin Asp Val Gly Ala Cys Val Ala Leu 
180 185 190 

Val Ser Val Arg Val Tyr Phe Lys Lys Cys Pro Phe Thr Val Lys Asn 
195 200 205 

Leu Ala Met Phe Pro Asp Thr Val Pro Met Asp Ser Gin Ser Leu Val 
210 215 220 

Glu Val Arg Gly Ser Cys Val Asn Asn Ser Lys Glu Glu Asp Pro Pro 
225 230 235 240 

Arg Met Tyr Cys Ser Thr Glu Gly Glu Trp Leu Val Pro lie Gly Lys 
245 250 255 

Cys Ser Cys Asn Ala Gly Tyr Glu Glu Arg Gly Phe Met Cys Gin Ala 
260 265 270 

Cys Arg Pro Gly Phe Tyr Lys Ala Leu Asp Gly Asn Met Lys Cys Ala 
275 280 285 

Lys Cys Pro Pro His Ser Ser Thr Gin Glu Asp Gly Ser Met Asn Cys 
290 295 300 

Arg Cys Glu Asn Asn Tyr Phe Arg Ala Asp Lys Asp Pro Pro Ser Met 
305 310 315 320 

Ala Cys Thr Arg Pro Pro Ser Ser Pro Arg Asn Val lie Ser Asn lie 
325 330 335 

Asn Glu Thr Ser Val lie Leu Asp Trp Ser Trp Pro Leu Asp Thr Gly 
340 345 350 

Gly Arg Lys Asp Val Thr Phe Asn lie lie Cys Lys Lys Cys Gly Trp 
355 360 365 

Asn lie Lys Gin Cys Glu Pro Cys Ser Pro Asn Val Arg Phe Leu Pro 
370 375 380 



Arg Gin Phe Gly Leu Thr Asn Thr Thr Val Thr Val Thr Asp Leu Leu 
385 390 395 400 



Ala His Thr Asn Tyr Thr Phe Glu lie Asp Ala Val Asn Gly Val Ser 
405 410 415 



Glu Leu Ser Ser Pro Pro Arg Gin Phe Ala Ala Val Ser lie Thr Thr 
420 425 430 

Asn Gin Ala Ala Pro Ser Pro Val Leu Thr lie Lys Lys Asp Arg Thr 
435 440 445 

Ser Arg Asn Ser lie Ser Leu Ser Trp Gin Glu Pro Glu His Pro Asn 
450 455 460 

Gly lie lie Leu Asp Tyr Glu Val Lys Tyr Tyr Glu Lys Gin Glu Gin 
465 470 475 480 

Glu Thr Ser Tyr Thr lie Leu Arg Ala Arg Gly Thr Asn Val Thr lie 
485 490 495 

Ser Ser Leu Lys Pro Asp Thr lie Tyr Val Phe Gin lie Arg Ala Arg 
500 505 510 

Thr Ala Ala Gly Tyr Gly Thr Asn Ser Arg Lys Phe Glu Phe Glu Thr 
515 520 525 

Ser Pro Asp Ser Phe Ser lie Ser Gly Glu Ser Ser Gin Val Val Met 
530 535 540 

lie Ala lie Ser Ala Ala Val Ala lie lie Leu Leu Thr Val Val lie 
545 550 555 560 

Tyr Val Leu lie Gly Arg Phe Cys Gly Tyr Lys Ser Lys His Gly Ala 
565 570 575 

Asp Glu Lys Arg Leu His Phe Gly Asn Gly His Leu Lys Leu Pro Gly 
580 585 590 

Leu Arg Thr Tyr Val Asp Pro His Thr Tyr Glu Asp Pro Thr Gin Ala 
595 600 605 

Val His Glu Phe Ala Lys Glu Leu Asp Ala Thr Asn lie Ser lie Asp 
610 615 620 

Lys Val Val Gly Ala Gly Glu Phe Gly Glu Val Cys Ser Gly Arg Leu 
625 630 635 640 

Lys Leu Pro Ser Lys Lys Glu lie Ser Val Ala lie Lys Thr Leu Lys 
645 650 655 

Val Gly Tyr Thr Glu Lys Gin Arg Arg Asp Phe Leu Gly Glu Ala Ser 
660 665 670 

lie Met Gly Gin Phe Asp His Pro Asn lie lie Arg Leu Glu Gly Val 
675 680 685 



Val Thr Lys Ser Lys Pro Val Met lie Val Thr Glu Tyr Met Glu Asn 
690 695 700 



Gly Ser Leu Asp Ser Phe Leu Arg Lys His Asp Ala Gin Phe Thr Val 
705 710 715 720 



lie Gin Leu Val Gly Met Leu Arg Gly lie Ala Ser Gly Met Lys Tyr 
725 730 735 

Leu Ser Asp Met Gly Tyr Val His Arg Asp Leu Ala Ala Arg Asn lie 
740 745 750 

Leu lie Asn Ser Asn Leu Val Cys Lys Val Ser Asp Phe Gly Leu Ser 
755 760 765 

Arg Val Leu Glu Asp Asp Pro Glu Ala Ala Tyr Thr Thr Arg Gly Gly 
770 775 780 

Lys lie Pro lie Arg Trp Thr Ser Pro Glu Ala lie Ala Tyr Arg Lys 
785 790 795 800 

Phe Thr Ser Ala Ser Asp Val Trp Ser Tyr Gly lie Val Leu Trp Glu 
805 810 815 

Val Met Ser Tyr Gly Glu Arg Pro Tyr Trp Glu Met Ser Asn Gin Asp 
820 825 830 

Val lie Lys Ala Val Asp Glu Gly Tyr Arg Leu Pro Pro Pro Met Asp 
835 840 845 

Cys Pro Ala Ala Leu Tyr Gin Leu Met Leu Asp Cys Trp Gin Lys Asp 
850 855 860 

Arg Asn Asn Arg Pro Lys Phe Glu, Gin lie Val Ser lie Leu Asp Lys 
865 870 875 880 

Leu lie Arg Asn Pro Gly Ser Leu Lys lie lie Thr Ser Ala Ala Ala 
885 890 895 

Arg Pro Ser Asn Leu Leu Leu Asp Gin Ser Asn Val Asp lie Ser Thr 
900 905 910 

Phe Arg Thr Thr Gly Asp Trp Leu Asn Gly Val Arg Thr Ala His Cys 
915 920 925 

Lys Glu lie Phe Thr Gly Val Glu Tyr Ser Ser Cys Asp Thr lie Ala 
930 935 940 

Lys He Ser Thr Asp Asp Met Lys Lys Val Gly Val Thr Val Val Gly 
945 950 955 960 

Pro Gin Lys Lys He He Ser Ser He Lys Ala Leu Glu Thr Gin Ser 
965 970 975 



Lys Asn Gly Pro Val Pro Val 
980 



<210> 228 
<211> 496 



<212> PRT 

<213> Homo sapiens 



<400> 228 

Met Ser Gly Glu Val Arg Leu Arg Gin Leu Glu Gin Phe lie Leu Asp 
15 10 15 

Gly Pro Ala Gin Thr Asn Gly Gin Tyr Phe Ser Val Glu Thr Leu Leu 
20 25 30 

Asp lie Leu lie Cys Leu Tyr Asp Glu Cys Asn Asn Ser Pro Leu Arg 
35 40 45 

Arg Glu Lys Asn lie Leu Glu Tyr Leu Glu Trp Ala Lys Pro Phe Thr 
50 55 60 

Ser Lys Val Lys Gin Met Arg Leu His Arg Glu Asp Phe Glu lie Leu 
65 70 75 80 

Lys Val lie Gly Arg Gly Ala Phe Gly Glu Val Ala Val Val Lys Leu 
85 90 95 

Lys Asn Ala Asp Lys Val Phe Ala Met Lys lie Leu Asn Lys Trp Glu 
100 105 110 

Met Leu Lys Arg Ala Glu Thr Ala Cys Phe Arg Glu Glu Arg Asp Val 
115 120 125 

Leu Val Asn Gly Asp Asn Lys Trp lie Thr Thr Leu His Tyr Ala Phe 
130 135 140 

Gin Asp Asp Asn Asn Leu Tyr Leu Val Met Asp Tyr Tyr Val Gly Gly 
145 150 155 160 

Asp Leu Leu Thr Leu Leu Ser Lys Phe Glu Asp Arg Leu Pro Glu Asp 
165 170 175 

Met Ala Arg Phe Tyr Leu Ala Glu Met Val lie Ala lie Asp Ser Val 
180 185 190 

His Gin Leu His Tyr Val His Arg Asp lie Lys Pro Asp Asn lie Leu 
195 200 205 

Met Asp Met Asn Gly His He Arg Leu Ala Asp Phe Gly Ser Cys Leu 
210 215 220 

Lys Leu Met Glu Asp Gly Thr Val Gin Ser Ser Val Ala Val Gly Thr 
225 230 235 240 

Pro Asp Tyr He Ser Pro Glu He Leu Gin Ala Met Glu Asp Gly Lys 
245 250 255 

Gly Arg Tyr Gly Pro Glu Cys Asp Trp Trp Ser Leu Gly Val Cys Met 
260 265 270 



Tyr Glu Met Leu Tyr Gly Glu Thr Pro Phe Tyr Ala Glu Ser Leu Val 



275 



280 



285 



Glu Thr Tyr Gly Lys lie Met Asn His Lys Glu Arg Phe Gin Phe Pro 
290 ' 295 300 

Ala Gin Val Thr Asp Val Ser Glu Asn Ala Lys Asp Leu lie Arg Arg 
305 310 315 320 

Leu lie Cys Ser Arg Glu His Arg Leu Gly Gin Asn Gly lie Glu Asp 
325 330 335 

Phe Lys Lys His Pro Phe Phe Ser Gly lie Asp Trp Asp Asn lie Arg 
340 345 350 

Asn Cys Glu Ala Pro Tyr lie Pro Glu Val Ser Ser Pro Thr Asp Thr 
355 360 365 

Ser Asn Phe Asp Val Asp Asp Asp Cys Leu Lys Asn Ser Glu Thr Met 
370 375 380 

Pro Pro Pro Thr His Thr Ala Phe Ser Gly His His Leu Pro Phe Val 
385 390 395 400 

Gly Phe Thr Tyr Thr Ser Ser Cys Val Leu Ser Asp Arg Ser Cys Leu 
405 410 415 

Arg Val Thr Ala Gly Pro Thr Ser Leu Asp Leu Asp Val Asn Val Gin 
420 425 430 

Arg Thr Leu Asp Asn Asn Leu Ala Thr Glu Ala Tyr Glu Arg Arg lie 
435 440 445 

Lys Arg Leu Glu Gin Glu Lys Leu Glu Leu Ser Arg Lys Leu Gin Glu 
450 455 460 

Ser Thr Gin Thr Val Gin Ala Leu Gin Tyr Ser Thr Val Asp Gly Pro 
465 ,470 475 480 

Leu Thr Ala Ser Lys Asp Leu Glu lie Lys Asn Leu Lys Glu Glu lie 
485 490 495 

<210> 229 
<211> 433 
<212> PRT 
<213> Homo sapiens 

<400> 229 

Met Glu Val Val Asp Pro Gin Gin Leu Gly Met Phe Thr Glu Gly Glu 
15 10 15 

Leu Met Ser Val Gly Met Asp Thr Phe lie His Arg lie Asp Ser Thr 
20 25 30 



Glu Val lie Tyr Gin Pro Arg Arg Lys Arg Ala Lys Leu lie Gly Lys 
35 40 45 



Tyr Leu Met Gly Asp Leu Leu Gly Glu Gly Ser Tyr Gly Lys Val Lys 
50 55 60 



Glu Val Leu Asp Ser Glu Thr Leu 
65 70 

Lys Lys Lys Lys Leu Arg Arg lie 
85 

Lys Glu lie Gin Leu Leu Arg Arg 
100 



Cys Arg Arg Ala Val Lys lie Leu 
75 80 

Pro Asn Gly Glu Ala Asn Val Lys 
90 95 

Leu Arg His Lys Asn Val lie Gin 
105 110 



Leu Val Asp Val Leu Tyr Asn Glu Glu Lys Gin Lys Met Tyr Met Val 
115 120 125 

Met Glu Tyr Cys Val Cys Gly Met Gin Glu Met Leu Asp Ser Val Pro 
130 135 140 

Glu Lys Arg Phe Pro Val Cys Gin Ala His Gly Tyr Phe Cys Gin Leu 
145 150 155 160 

lie Asp Gly Leu Glu Tyr Leu His Ser Gin Gly lie Val His Lys Asp 
165 170 175 

lie Lys Pro Gly Asn Leu Leu Leu Thr Thr Gly Gly Thr Leu Lys lie 
180 185 190 

Ser Asp Leu Gly Val Ala Glu Ala Leu His Pro Phe Ala Ala Asp Asp 
195 200 205 

Thr Cys Arg Thr Ser Gin Gly Ser Pro Ala Phe Gin Pro Pro Glu lie 
210 215 220 

Ala Asn Gly Leu Asp Thr Phe Ser Gly Phe Lys Val Asp lie Trp Ser 
225 230 235 240 

Ala Gly Val Thr Leu Tyr Asn lie Thr Thr Gly Leu Tyr Pro Phe Glu 
245 250 255 

Gly Asp Asn lie Tyr Lys Leu Phe Glu Asn lie Gly Lys Gly Ser Tyr 
260 265 270 

Ala lie Pro Gly Asp Cys Gly Pro Pro Leu Ser Asp Leu Leu Lys Gly 
275 280 285 

Met Leu Glu Tyr Glu Pro Ala Lys Arg Phe Ser lie Arg Gin lie Arg 
290 295 300 

Gin His Ser Trp Phe Arg Lys Lys His Pro Pro Ala Glu Ala Pro Val 
305 310 315 320 

Pro lie Pro Pro Ser Pro Asp Thr Lys Asp Arg Trp Arg Ser Met Thr 
325 330 335 



Val Val Pro Tyr Leu Glu Asp Leu His Gly Ala Asp Glu Asp Glu Asp 
340 345 350 



Leu Phe Asp lie 
355 

Pro Gly Gin Val 
370 

Gly Leu Pro Lys 
385 

Ser Thr Lys Ser 



Ala Cys Ser Ala 
420 

Gin 



Glu Asp Asp lie 
360 

Pro Glu Glu Glu 
375 

Ala Val Cys Met 
390 

Arg Ala Glu Gly 
405 

Ser Ser Lys lie 



lie Tyr Thr Gin 



Ala Ser His Asn 
380 

Asn Gly Thr Glu 
395 

Arg Ala Pro Asn 
410 

Arg Arg Leu Ser 
425 



Asp Phe Thr Val 
365 

Gly Gin Arg Arg 



Ala Ala Gin Leu 
400 

Pro Ala Arg Lys 
415 

Ala Cys Lys Gin 
430 



<210> 230 

<211> 433 

<212> PRT 

<213> Homo sapiens 



<400> 230 



Met Glu Val Val Asp Pro Gin Gin 
1 5 

Leu Met Ser Val Gly Met Asp Thr 
20 

Glu Val lie Tyr Gin Pro Arg Arg 
35 40 



Leu Gly Met Phe Thr Glu Gly Glu 
10 15 

Phe lie His Arg lie Asp Ser Thr 
25 30 

Lys Arg Ala Lys Leu lie Gly Lys 
45 



Tyr Leu Met Gly Asp Leu Leu Gly 
50 55 

Glu Val Leu Asp Ser Glu Thr Leu 
65 70 

Lys Lys Lys Lys Leu Arg Arg lie 
85 

Lys Glu lie Gin Leu Leu Arg Arg 
100 



Glu Gly Ser Tyr Gly Lys Val Lys 
60 

Cys Arg Arg Ala Val Lys lie Leu 
75 80 

Pro Asn Gly Glu Ala Asn Val Lys 
90 ' 95 

Leu Arg His Lys Asn Val lie Gin 
105 110 



Leu Val Asp Val Leu Tyr Asn Glu Glu Lys Gin Lys Met Tyr Met Val 
115 120 125 

Met Glu Tyr Cys Val Cys Gly Met Gin Glu Met Leu Asp Ser Val Pro 
130 135 140 

Glu Lys Arg Phe Pro Val Cys Gin Ala His Gly Tyr Phe Cys Gin Leu 
145 150 155 160 



lie Asp Gly Leu Glu Tyr Leu His Ser Gin Gly lie Val His Lys Asp 
165 170 175 



lie Lys Pro Gly Asn Leu Leu Leu Thr Thr Gly Gly Thr Leu Lys lie 
180 185 190 



Ser Asp Leu Gly Val 
195 

Thr Cys Arg Thr Ser 
210 

Ala Asn Gly Leu Asp 
225 

Ala Gly Val Thr Leu 
245 

Gly Asp Asn lie Tyr 
260 

Ala lie Pro Gly Asp 
275 

Met Leu Glu Tyr Glu 
290 

Gin His Ser Trp Phe 
305 

Pro lie Pro Pro Ser 
325 

Val Val Pro Tyr Leu 
340 

Leu Phe Asp lie Glu 
355 

Pro Gly Gin Val Pro 
370 

Gly Leu Pro Lys Ala 
385 

Ser Thr Lys Ser Arg 
405 

Ala Cys Ser Ala Ser 
420 



Ala Glu Ala Leu His 
200 

Gin Gly Ser Pro Ala 
215 

Thr Phe Ser Gly Phe 
230 

Tyr Asn lie Thr Thr 
250 

Lys Leu Phe Glu Asn 
265 

Cys Gly Pro Pro Leu 
280 

Pro Ala Lys Arg Phe 
295 

Arg Lys Lys His Pro 
310 

Pro Asp Thr Lys Asp 
330 

Glu Asp Leu His Gly 
345 

Asp Asp lie lie Tyr 
360 

Glu Glu Glu Ala Ser 
375 

Val Cys Met Asn Gly 
390 

Ala Glu Gly Arg Ala 
410 

Ser Lys lie Arg Arg 
425 



Pro Phe Ala Ala Asp Asp 
205 

Phe Gin Pro Pro Glu lie 
220 

Lys Val Asp lie Trp Ser 
235 240 

Gly Leu Tyr Pro Phe Glu 
255 

lie Gly Lys Gly Ser Tyr 
270 

Ser Asp Leu Leu Lys Gly 
285 

Ser lie Arg Gin lie Arg 
300 

Pro Ala Glu Ala Pro Val 
315 320 

Arg Trp Arg Ser Met Thr 
335 

Ala Asp Glu Asp Glu Asp 
350 

Thr Gin Asp Phe Thr Val 
365 

His Asn Gly Gin Arg Arg 
380 

Thr Glu Ala Ala Gin Leu 
395 400 

Pro Asn Pro Ala Arg Lys 
415 

Leu Ser Ala Cys Lys Gin 
430 



Gin 
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Met Ser Cys Val Lys Leu Trp Pro Ser Gly Ala Pro Ala Pro Leu Val 
15 10 15 

Ser lie Glu Glu Leu Glu Asn Gin Glu Leu Val Gly Lys Asp Gly Phe 
20 25 30 

Gly Thr Val Phe Arg Ala Gin His Arg Lys Trp Gly Tyr Asp Val Ala 
35 40 45 

Val Lys lie Val Asn Ser Lys Ala lie Ser Arg Glu Val Lys Ala Met 
50 55 60 

Ala Ser Leu Asp Asn Glu Phe Val Leu Arg Leu Glu Gly Val lie Glu 
65 70 75 80 

Lys Val Asn Trp Asp Gin Asp Pro Lys Pro Ala Leu Val Thr Lys Phe 
85 90 95 

Met Glu Asn Gly Ser Leu Ser Gly Leu Leu Gin Ser Gin Cys Pro Arg 
100 105 110 

Pro Trp Pro Leu Leu Cys Arg Leu Leu Lys Glu Val Val Leu Gly Met 
115 120 125 

Phe Tyr Leu His Asp Gin Asn Pro Val Leu Leu His Arg Asp Leu Lys 
130 135 140 

Pro Ser Asn Val Leu Pro Asp Pro Glu Leu His Val Lys Leu Ala Asp 
145 150 155 160 

Phe Gly Leu Ser Thr Phe Gin Gly Gly Ser Gin Ser Gly Thr Gly Ser 
165 170 175 

Gly Glu Pro Gly Gly Thr Leu Gly Tyr Leu Ala Pro Glu Leu Phe Val 
180 185 190 

Asn Val Asn Arg Lys Ala Ser Thr Ala Ser Asp Val Tyr Ser Phe Gly 
195 200 205 

lie Leu Met Trp Ala Val Leu Ala Gly Arg Glu Val Glu Leu Pro Thr 
210 215 220 

Glu Pro Ser Leu Val Tyr Glu Ala Val Cys Asn Arg Gin Asn Arg Pro 
225 230 235 240 

Ser Leu Ala Glu Leu Pro Gin Ala Gly Pro Glu Thr Pro Gly Leu Glu 
245 250 255 

Gly Leu Lys Glu Leu Met Gin Leu Cys Trp Ser Ser Glu Pro Lys Asp 
260 265 270 

Arg Pro Ser Phe Gin Glu Cys Leu Pro Lys Thr Asp Glu Val Phe Gin 
275 280 285 



Met Val Glu Asn Asn Met Asn Ala Ala Val Ser Thr Val Lys Asp Phe 



290 295 300 

Leu Ser Gin Leu Lys Ser Ser Asn Arg Arg Phe Ser lie Pro Glu Ser 
305 310 315 320 

Gly Gin Gly Gly Thr Glu Met Asp Gly Phe Arg Arg Thr lie Glu Asn 
325 330 335 

Gin His Ser Arg Asn Asp Val Met Val Ser Glu Trp Leu Asn Lys Leu 
340 345 350 

Asn Leu Glu Glu Pro Pro Ser Ser Val Pro Lys Lys Cys Pro Ser Leu 
355 360 365 

Thr Lys Arg Ser Arg Ala Gin Glu Glu Gin Val Pro Gin Ala Trp Thr 
370 375 380 

Ala Gly Thr Ser Ser Asp Ser Met Ala Gin Pro Pro Gin Thr Pro Glu 
385 390 395 400 

Thr Ser Thr Phe Arg Asn Gin Met Pro Ser Pro Thr Ser Thr Gly Thr 
405 410 415 

Pro Ser Pro Gly Pro Arg Gly Asn Gin Gly Ala Glu Arg Gin Gly Met 
420 425 430 

Asn Trp Ser Cys Arg Thr Pro Glu Pro Asn Pro Val Thr Gly Arg Pro 
435 440 445 

Leu Val Asn lie Tyr Asn Cys Ser Gly Val Gin Val Gly Asp Asn Asn 
450 455 460 

Tyr Leu Thr Met Gin Gin Thr Thr Ala Leu Pro Thr Trp Gly Leu Ala 
465 470 475 480 

Pro Ser Gly Lys Gly Arg Gly Leu Gin His Pro Pro Pro Val Gly Ser 
485 490 495 

Gin Glu Gly Pro Lys Asp Pro Glu Ala Trp Ser Arg Pro Gin Gly Trp 
500 505 510 

Tyr Asn His Ser Gly Lys 
515 
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Met Ser Trp Ser Pro Ser Leu Thr Thr Gin Thr Cys Gly Ala Trp Glu 
15 10 15 



Met Lys Glu Arg Leu Gly Thr Gly Gly Phe Gly Asn Val lie Arg Trp 
20 25 30 



His Asn Gin Glu Thr Gly Glu Gin lie Ala lie Lys Gin Cys Arg Gin 
35 40 45 

Glu Leu Ser Pro Arg Asn Arg Glu Arg Trp Cys Leu Glu lie Gin lie 
50 55 60 

Met Arg Arg Leu Thr His Pro Asn Val Val Ala Ala Arg Asp Val Pro 
65 70 75 80 

Glu Gly Met Gin Asn Leu Ala Pro Asn Asp Leu Pro Leu Leu Ala Met 
85 90 95 

Glu Tyr Cys Gin Gly Gly Asp Leu Arg Lys Tyr Leu Asn Gin Phe Glu 
100 105 110 

Asn Cys Cys Gly Leu Arg Glu Gly Ala lie Leu Thr Leu Leu Ser Asp 
115 120 125 

lie Ala Ser Ala Leu Arg Tyr Leu His Glu Asn Arg lie lie His Arg 
130 135 140 

Asp Leu Lys Pro Glu Asn lie Val Leu Gin Gin Gly Glu Gin Arg Leu 
145 150 155 160 

lie His Lys lie lie Asp Leu Gly Tyr Ala Lys Glu Leu Asp Gin Gly 
165 170 175 

Ser Leu Cys Thr Ser Phe Val Gly Thr Leu Gin Tyr Leu Ala Pro Glu 
180 185 190 

Leu Leu Glu Gin Gin Lys Tyr Thr Val Thr Val Asp Tyr Trp Ser Phe 
195 200 205 

Gly Thr Leu Ala Phe Glu Cys lie Thr Gly Phe Arg Pro Phe Leu Pro 
210 215 220 

Asn Trp Gin Pro Val Gin Trp His Ser Lys Val Arg Gin Lys Ser Glu 
225 230 235 240 

Val Asp lie Val Val Ser Glu Asp Leu Asn Gly Thr Val Lys Phe Ser 
245 250 255 

Ser Ser Leu Pro Tyr Pro Asn Asn Leu Asn Ser Val Leu Ala Glu Arg 
260 265 270 

Leu Glu Lys Trp Leu Gin Leu Met Leu Met Trp His Pro Arg Gin Arg 
275 280 285 

Gly Thr Asp Pro Thr Tyr Gly Pro Asn Gly Cys Phe Lys Ala Leu Asp 
290 295 300 

Asp lie Leu Asn Leu Lys Leu Val His lie Leu Asn Met Val Thr Gly 
305 310 315 320 

Thr lie His Thr Tyr Pro Val Thr Glu Asp Glu Ser Leu Gin Ser Leu 
325 330 335 



Lys Ala Arg lie Gin Gin Asp Thr Gly lie Pro Glu Glu Asp Gin Glu 
340 345 350 



Leu Leu Gin Glu Ala Gly Leu Ala Leu lie Pro Asp Lys Pro Ala Thr 
355 360 365 

Gin Cys lie Ser Asp Gly Lys Leu Asn Glu Gly His Thr Leu Asp Met 
370 375 380 

Asp Leu Val Phe Leu Phe Asp Asn Ser Lys lie Thr Tyr Glu Thr Gin 
385 390 395 400 

lie Ser Pro Arg Pro Gin Pro Glu Ser Val Ser Cys lie Leu Gin Glu 
405 410 415 

Pro Lys Arg Asn Leu Ala Phe Phe Gin Leu Arg Lys Val Trp Gly Gin 
420 425 430 

Val Trp His Ser lie Gin Thr Leu Lys Glu Asp Cys Asn Arg Leu Gin 
435 440 445 

Gin Gly Gin Arg Ala Ala Met Met Asn Leu Leu Arg Asn Asn Ser Cys 
450 455 460 

Leu Ser Lys Met Lys Asn Ser Met Ala Ser Met Ser Gin Gin Leu Lys 
465 470 475 480 

Ala Lys Leu Asp Phe Phe Lys Thr Ser lie Gin lie Asp Leu Glu Lys 
485 490 495 

Tyr Ser Glu Gin Thr Glu Phe Gly lie Thr Ser Asp Lys Leu Leu Leu 
500 505 510 

Ala Trp Arg Glu Met Glu Gin Ala Val Glu Leu Cys Gly Arg Glu Asn 
515 520 525 

Glu Val Lys Leu Leu Val Glu Arg Met Met Ala Leu Gin Thr Asp lie 
530 535 540 

Val Asp Leu Gin Arg Ser Pro Met Gly Arg Lys Gin Gly Gly Thr Leu 
545 550 555 560 

Asp Asp Leu Glu Glu Gin Ala Arg Glu Leu Tyr Arg Arg Leu Arg Glu 
565 570 575 

Lys Pro Arg Asp Gin Arg Thr Glu Gly Asp Ser Gin Glu Met Val Arg 
580 585 590 

Leu Leu Leu Gin Ala lie Gin Ser Phe Glu Lys Lys Val Arg Val lie 
595 600 605 

Tyr Thr Gin Leu Ser Lys Thr Val Val Cys Lys Gin Lys Ala Leu Glu 
610 615 620 



Leu Leu Pro Lys Val Glu Glu Val Val Ser Leu Met Asn Glu Asp Glu 
625 630 635 640 



Lys Thr Val Val Arg Leu Gin Glu Lys Arg Gin Lys Glu Leu Trp Asn 
645 650 655 



Leu Leu Lys lie Ala Cys Ser Lys Val Arg Gly Pro Val Ser Gly Ser 
660 665 670 

Pro Asp Ser Met Asn Ala Ser Arg Leu Ser Gin Pro Gly Gin Leu Met 
675 680 685 

Ser Gin Pro Ser Thr Ala Ser Asn Ser Leu Pro Glu Pro Ala Lys Lys 
690 695 700 

Ser Glu Glu Leu Val Ala Glu Ala His Asn Leu Cys Thr Leu Leu Glu 
705 710 715 720 

Asn Ala lie Gin Asp Thr Val Arg Glu Gin Asp Gin Ser Phe Thr Ala 
725 730 735 

Leu Asp Trp Ser Trp Leu Gin Thr Glu Glu Glu Glu His Ser Cys Leu 
740 745 750 

Glu Gin Ala Ser 
755 
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Met Arg Leu 


Thr Leu 


1 




5 



10 15 

Glu Glu Gly Ser Glu Leu Pro Val Cys Ala Ser Cys Gly Gin Arg lie 
20 25 30 

Tyr Asp Gly Gin Tyr Leu Gin Ala Leu Asn Ala Asp Trp His Ala Asp 
35 40 45 

Cys Phe Arg Cys Cys Asp Cys Ser Ala Ser Leu Ser His Gin Tyr Tyr 
50 55 60 

Glu Lys Asp Gly Gin Leu Phe Cys Lys Lys Asp Tyr Trp Ala Arg Tyr 
65 70 75 80 

Gly Glu Ser Cys His Gly Cys Ser Glu Gin lie Thr Lys Gly Leu Val 
85 90 95 

Met Val Ala Gly Glu Leu Lys Tyr His Pro Glu Cys Phe lie Cys Leu 
100 105 110 

Thr Cys Gly Thr Phe lie Gly Asp Gly Asp Thr Tyr Thr Leu Val Glu 
115 120 125 



His Ser Lys Leu Tyr Cys Gly His Cys Tyr Tyr Gin Thr Val Val Thr 
130 135 140 



Pro Val lie Glu Gin lie Leu Pro Asp Ser Pro Gly Ser His Leu Pro 
145 150 155 160 



His Thr Val Thr Leu Val Ser lie Pro Ala Ser Ser His Gly Lys Arg 
165 170 175 

Gly Leu Ser Val Ser lie Asp Pro Pro His Gly Pro Pro Gly Cys Gly 
180 185 190 

Thr Glu His Ser His Thr Val Arg Val Gin Gly Val Asp Pro Gly Cys 
195 200 205 

Met Ser Pro Asp Val Lys Asn Ser lie His Val Gly Asp Arg lie Leu 
210 215 220 

Glu lie Asn Gly Thr Pro lie Arg Asn Val Pro Leu Asp Glu lie Asp 
225 230 235 240 

Leu Leu lie Gin Glu Thr Ser Arg Leu Leu Gin Leu Thr Leu Glu His 
245 250 255 

Asp Pro His Asp Thr Leu Gly His Gly Leu Gly Pro Glu Thr Ser Pro 
260 265 270 

Leu Ser Ser Pro Ala Tyr Thr Pro Ser Gly Glu Ala Gly Ser Ser Ala 
275 280 285 

Arg Gin Lys Pro Val Leu Arg Ser Cys Ser lie Asp Arg Ser Pro Gly 
290 295 300 

Ala Gly Ser Leu Gly Ser Pro Ala Ser Gin Arg Lys Asp Leu Gly Arg 
305 310 315 320 

Ser Glu Ser Leu Arg Val Val Cys Arg Pro His Arg lie Phe Arg Pro 
325 330 335 

Ser Asp Leu lie His Gly Glu Val Leu Gly Lys Gly Cys Phe Gly Gin 
340 345 350 

Ala He Lys Val Thr His Arg Glu Thr Gly Glu Val Met Val Met Lys 
355 360 365 

Glu Leu He Arg Phe Asp Glu Glu Thr Gin Arg Thr Phe Leu Lys Glu 
370 375 380 

Val Lys Val Met Arg Cys Leu Glu His Pro Asn Val Leu Lys Phe He 
385 390 395 400 

Gly Val Leu Tyr Lys Asp Lys Arg Leu Asn Phe He Thr Glu Tyr He 
405 410 415 

Lys Gly Gly Thr Leu Arg Gly He He Lys Ser Met Asp Ser Gin Tyr 
420 425 430 



Pro Trp Ser Gin Arg Val Ser Phe Ala Lys Asp He Ala Ser Gly Met 
435 440 445 



Ala Tyr Leu His Ser Met Asn lie lie His Arg Asp Leu Asn Ser His 
450 455 460 



Asn Cys Leu Val Arg Glu Asn Lys Asn Val Val Val Ala Asp Phe Gly 
465 470 475 480 

Leu Ala Arg Leu Met Val Asp Glu Lys Thr Gin Pro Glu Gly Leu Arg 
485 490 495 

Ser Leu Lys Lys Pro Asp Arg Lys Lys Arg Tyr Thr Val Val Gly Asn 
500 505 510 

Pro Tyr Trp Met Ala Pro Glu Met lie Asn Gly Arg Ser Tyr Asp Glu 
515 520 525 

Lys Val Asp Val Phe Ser Phe Gly He Val Leu Cys Glu He He Gly 
530 535 540 

Arg Val Asn Ala Asp Pro Asp Tyr Leu Pro Arg Thr Met Asp Phe Gly 
545 550 555 560 

Leu Asn Val Arg Gly Phe Leu Asp Arg Tyr Cys Pro Pro Asn Cys Pro 
565 570 575 

Pro Ser Phe Phe Pro He Thr Val Arg Cys Cys Asp Leu Asp Pro Glu 
580 585 590 

Lys Arg Pro Ser Phe Val Lys Leu Glu His Trp Leu Glu Thr Leu Arg 
595 600 605 

Met His Leu Ala Gly His Leu Pro Leu Gly Pro Gin Leu Glu Gin Leu 
610 615 620 

Asp Arg Gly Phe Trp Glu Thr Tyr Arg Arg Gly Glu Ser Gly Leu Pro 
625 630 635 640 

Ala His Pro Glu Val Pro Asp 
645 
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Met Arg Leu Thr Leu Leu Cys Cys Thr Trp Arg Glu Glu Arg Met Gly 
15 10 15 

Glu Glu Gly Ser Glu Leu Pro Val Cys Ala Ser Cys Gly Gin Arg He 
20 25 30 

Tyr Asp Gly Gin Tyr Leu Gin Ala Leu Asn Ala Asp Trp His Ala Asp 
35 40 45 



Cys Phe Arg Cys Cys Asp Cys Ser Ala Ser Leu Ser His Gin Tyr Tyr 



50 55 60 

Glu Lys Asp Gly Gin Leu Phe Cys Lys Lys Asp Tyr Trp Ala Arg Tyr 
65 70 75 80 

Gly Glu Ser Cys His Gly Cys Ser Glu Gin lie Thr Lys Gly Leu Val 
85 90 95 

Met Val Ala Gly Glu Leu Lys Tyr His Pro Glu Cys Phe lie Cys Leu 
100 105 110 

Thr Cys Gly Thr Phe lie Gly Asp Gly Asp Thr Tyr Thr Leu Val Glu 
115 120 125 

His Ser Lys Leu Tyr Cys Gly His Cys Tyr Tyr Gin Thr Val Val Thr 
130 135 140 

Pro Val lie Glu Gin lie Leu Pro Asp Ser Pro Gly Ser His Leu Pro 
145 150 155 160 

His Thr Val Thr Leu Val Ser lie Pro Ala Ser Ser His Gly Lys Arg 
165 170 175 

Gly Leu Ser Val Ser lie Asp Pro Pro His Gly Pro Pro Gly Cys Gly 
180 185 190 

Thr Glu His Ser His Thr Val Arg Val Gin Gly Val Asp Pro Gly Cys 
195 200 205 

Met Ser Pro Asp Val Lys Asn Ser lie His Val Gly Asp Arg lie Leu 
210 215 220 

Glu lie Asn Gly Thr Pro lie Arg Asn Val Pro Leu Asp Glu lie Asp 
225 230 235 240 

Leu Leu lie Gin Glu Thr Ser Arg Leu Leu Gin Leu Thr Leu Glu His 
245 250 255 

Asp Pro His Asp Thr Leu Gly His Gly Leu Gly Pro Glu Thr Ser Pro 
260 265 270 

Leu Ser Ser Pro Ala Tyr Thr Pro Ser Gly Glu Ala Gly Ser Ser Ala 
275 280 285 

Arg Gin Lys Pro Val Leu Arg Ser Cys Ser lie Asp Arg Ser Pro Gly 
290 295 300 

Ala Gly Ser Leu Gly Ser Pro Ala Ser Gin Arg Lys Asp Leu Gly Arg 
305 310 315 320 

Ser Glu Ser Leu Arg Val Val Cys Arg Pro His Arg lie Phe Arg Pro 
325 330 335 

Ser Asp Leu lie His Gly Glu Val Leu Gly Lys Gly Cys Phe Gly Gin 
340 345 350 



Ala He Lys Val Thr His Arg Glu Thr Gly Glu Val Met Val Met Lys 



355 



360 



365 



Glu Leu lie Arg Phe Asp Glu Glu Thr Gin Arg Thr Phe Leu Lys Glu 
370 375 380 

Val Lys Val Met Arg Cys Leu Glu His Pro Asn Val Leu Lys Phe lie 
385 390 395 400 

Gly Val Leu Tyr Lys Asp Lys Arg Leu Asn Phe lie Thr Glu Tyr lie 
405 410 415 

Lys Gly Gly Thr Leu Arg Gly lie lie Lys Ser Met Asp Ser Gin Tyr 
420 425 430 

Pro Trp Ser Gin Arg Val Ser Phe Ala Lys Asp lie Ala Ser Gly Met 
435 440 445 

Ala Tyr Leu His Ser Met Asn lie lie His Arg Asp Leu Asn Ser His 
450 455 460 

Asn Cys Leu Val Arg Glu Asn Lys Asn Val Val Val Ala Asp Phe Gly 
465 470 475 480 

Leu Ala Arg Leu Met Val Asp Glu Lys Thr Gin Pro Glu Gly Leu Arg 
485 490 495 

Ser Leu Lys Lys Pro Asp Arg Lys Lys Arg Tyr Thr Val Val Gly Asn 
500 505 510 

Pro Tyr Trp Met Ala Pro Glu Met lie Asn Gly Arg Ser Tyr Asp Glu 
515 520 525 

Lys Val Asp Val Phe Ser Phe Gly He Val Leu Cys Glu He He Gly 
530 535 540 

Arg Val Asn Ala Asp Pro Asp Tyr Leu Pro Arg Thr Met Asp Phe Gly 
545 550 555 560 

Leu Asn Val Arg Gly Phe Leu Asp Arg Tyr Cys Pro Pro Asn Cys Pro 
565 570 575 

Pro Ser Phe Phe Pro He Thr Val Arg Cys Cys Asp Leu Asp Pro Glu 
580 585 590 

Lys Arg Pro Ser Phe Val Lys Leu Glu His Trp Leu Glu Thr Leu Arg 
595 600 605 

Met His Leu Ala Gly His Leu Pro Leu Gly Pro Gin Leu Glu Gin Leu 
610 615 620 

Asp Arg Gly Phe Trp Glu Thr Tyr Arg Arg Gly Glu Ser Gly Leu Pro 
625 630 635 640 

Ala His Pro Glu Val Pro Asp 
645 
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Met Ala Ser Asp Ala Val Gin Ser Glu Pro Arg Ser Trp Ser Leu Leu 
15 10 15 

Glu Gin Leu Gly Leu Ala Gly Ala Asp Leu Ala Ala Pro Gly Val Gin 
20 25 30 

Gin Gin Leu Glu Leu Glu Arg Glu Arg Leu Arg Arg Glu lie Arg Lys 
35 40 45 

Glu Leu Lys Leu Lys Glu Gly Ala Glu Asn Leu Arg Arg Ala Thr Thr 
50 55 60 

Asp Leu Gly Arg Ser Leu Gly Pro Val Glu Leu Leu Leu Arg Gly Ser 
65 70 75 80 

Ser Arg Arg Leu Asp Leu Leu His Gin Gin Leu Gin Glu Leu His Ala 
85 90 95 

His Val Val Leu Pro Asp Pro Ala Ala Thr His Asp Gly Pro Gin Ser 
100 105 110 

Pro Gly Ala Gly Gly Pro Thr Cys Ser Ala Thr Asn Leu Ser Arg Val 
115 120 125 

Ala Gly Leu Glu Lys Gin Leu Ala lie Glu Leu Lys Val Lys Gin Gly 
130 135 140 

Ala Glu Asn Met lie Gin Thr Tyr Ser Asn Gly Ser Thr Lys Asp Arg 
145 150 155 160 

Lys Leu Leu Leu Thr Ala Gin Gin Met Leu Gin Asp Ser Lys Thr Lys 
165 170 175 

lie Asp lie lie Arg Met Gin Leu Arg Arg Ala Leu Gin Ala Gly Gin 
180 185 190 

Leu Glu Asn Gin Ala Ala Pro Asp Asp Thr Gin Gly Ser Pro Asp Leu 
195 200 205 

Gly Ala Val Glu Leu Arg lie Glu Glu Leu Arg His His Phe Arg Val 
210 215 220 

Glu His Ala Val Ala Glu Gly Ala Lys Asn Val Leu Arg Leu Leu Ser 
225 230 235 240 

Ala Ala Lys Ala Pro Asp Arg Lys Ala Val Ser Glu Ala Gin Glu Lys 
245 250 255 



Leu Thr Glu Ser Asn Gin Lys Leu Gly Leu Leu Arg Glu Ala Leu Glu 
260 265 270 



Arg Arg Leu Gly Glu Leu Pro Ala Asp His Pro Lys Gly Arg Leu Leu 
275 280 285 

Arg Glu Glu Leu Ala Ala Ala Ser Ser Ala Ala Phe Ser Thr Arg Leu 
290 295 300 

Ala Gly Pro Phe Pro Ala Thr His Tyr Ser Thr Leu Cys Lys Pro Ala 
305 310 315 320 

Pro Leu Thr Gly Thr Leu Glu Val Arg Val Val Gly Cys Arg Asp Leu 
325 330 335 

Pro Glu Thr lie Pro Trp Asn Pro Thr Pro Ser Met Gly Gly Pro Gly 
340 345 350 

Thr Pro Asp Ser Arg Pro Pro Phe Leu Ser Arg Pro Ala Arg Gly Leu 
355 360 365 

Tyr Ser Arg Ser Gly Ser Leu Ser Gly Arg Ser Ser Leu Lys Ala Glu 
370 375 380 

Ala Glu Asn Thr Ser Glu Val Ser Thr Val Leu Lys Leu Asp Asn Thr 
385 390 395 400 

Val Val Gly Gin Thr Ser Trp Lys Pro Cys Gly Pro Asn Ala Trp Asp 
405 410 415 

Gin Ser Phe Thr Leu Glu Leu Glu Arg Ala Arg Glu Leu Glu Leu Ala 
420 425 430 

Val Phe Trp Arg Asp Gin Arg Gly Leu Cys Ala Leu Lys Phe Leu Lys 
435 440 445 

Leu Glu Asp Phe Leu Asp Asn Glu Arg His Glu Val Gin Leu Asp Met 
450 455 460 

Glu Pro Gin Gly Cys Leu Val Ala Glu Val Thr Phe Arg Asn Pro Val 
465 470 475 480 

lie Glu Arg lie Pro Arg Leu Arg Arg Gin Lys Lys lie Phe Ser Lys 
485 490 495 

Gin Gin Gly Lys Ala Phe Gin Arg Ala Arg Gin Met Asn lie Asp Val 
500 505 510 

Ala Thr Trp Val Arg Leu Leu Arg Arg Leu lie Pro Asn Ala Thr Gly 
515 520 525 

Thr Gly Thr Phe Ser Pro Gly Ala Ser Pro Gly Ser Glu Ala Arg Thr 
530 535 540 

Thr Gly Asp lie Ser Val Glu Lys Leu Asn Leu Gly Thr Asp Ser Asp 
545 550 555 560 

Ser Ser Pro Gin Lys Ser Ser Arg Asp Pro Pro Ser Ser Pro Ser Ser 
565 570 575 



Leu Ser Ser Pro lie Gin Glu Ser Thr Ala Pro Glu Leu Pro Ser Glu 
580 585 590 



Thr Gin Glu Thr Pro Gly Pro Ala Leu Cys Ser Pro Leu Arg Lys Ser 
595 600 605 

Pro Leu Thr Leu Glu Asp Phe Lys Phe Leu Ala Val Leu Gly Arg Gly 
610 615 620 

His Phe Gly Lys Val Leu Leu Ser Glu Phe Arg Pro Ser Gly Glu Leu 
625 630 635 640 

Phe Ala lie Lys Ala Leu Lys Lys Gly Asp lie Val Ala Arg Asp Glu 
645 650 655 

Val Glu Ser Leu Met Cys Glu Lys Arg lie Leu Ala Ala Val Thr Ser 
660 665 670 

Ala Gly His Pro Phe Leu Val Asn Leu Phe Gly Cys Phe Gin Thr Pro 
675 680 685 

Glu His Val Cys Phe Val Met Glu Tyr Ser Ala Gly Gly Asp Leu Met 
690 695 700 

Leu His lie His Ser Asp Val Phe Ser Glu Pro Arg Ala lie Phe Tyr 
705 710 715 720 

Ser Ala Cys Val Val Leu Gly Leu Gin Phe Leu His Glu His Lys lie 
725 730 735 

Val Tyr Arg Asp Leu Lys Leu Asp Asn Leu Leu Leu Asp Thr Glu Gly 
740 745 750 

Tyr Val Lys lie Ala Asp Phe Gly Leu Cys Lys Glu Gly Met Gly Tyr 
755 760 765 

Gly Asp Arg Thr Ser Thr Phe Cys Gly Thr Pro Glu Phe Leu Ala Pro 
770 775 780 

Glu Val Leu Thr Asp Thr Ser Tyr Thr Arg Ala Val Asp Trp Trp Gly 
785 790 795 800 

Leu Gly Val Leu Leu Tyr Glu Met Leu Val Gly Glu Ser Pro Phe Pro 
805 810 815 

Gly Asp Asp Glu Glu Glu Val Phe Asp Ser lie Val Asn Asp Glu Val 
820 825 830 

Arg Tyr Pro Arg Phe Leu Ser Ala Glu Ala lie Gly lie Met Arg Arg 
835 840 845 

Leu Leu Arg Arg Asn Pro Glu Arg Arg Leu Gly Ser Ser Glu Arg Asp 
850 855 860 



Ala Glu Asp Val Lys Lys Gin Pro Phe Phe Arg Thr Leu Gly Trp Glu 
865 870 875 880 



Ala Leu Leu Ala Arg Arg Leu Pro Pro Pro Phe Val Pro Thr Leu Ser 
885 890 895 



Gly Arg Thr Asp Val Ser Asn Phe Asp Glu Glu Phe Thr Gly Glu Ala 
900 905 910 

Pro Thr Leu Ser Pro Pro Arg Asp Ala Arg Pro Leu Thr Ala Ala Glu 
915 920 925 

Gin Ala Ala Phe Leu Asp Phe Asp Phe Val Ala Gly Gly Cys 
930 935 940 
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Met Ala Ser Asp Ala Val Gin Ser Glu Pro Arg Ser Trp Ser Leu Leu 
15 10 15 

Glu Gin Leu Gly Leu Ala Gly Ala Asp Leu Ala Ala Pro Gly Val Gin 
20 25 30 

Gin Gin Leu Glu Leu Glu Arg Glu Arg Leu Arg Arg Glu lie Arg Lys 
35 40 45 

Glu Leu Lys Leu Lys Glu Gly Ala Glu Asn Leu Arg Arg Ala Thr Thr 
50 55 60 

Asp Leu Gly Arg Ser Leu Gly Pro Val Glu Leu Leu Leu Arg Gly Ser 
65 70 75 80 

Ser Arg Arg Leu Asp Leu Leu His Gin Gin Leu Gin Glu Leu His Ala 
85 90 95 

His Val Val Leu Pro Asp Pro Ala Ala Thr His Asp Gly Pro Gin Ser 
100 105 110 

Pro Gly Ala Gly Gly Pro Thr Cys Ser Ala Thr Asn Leu Ser Arg Val 
115 120 125 

Ala Gly Leu Glu Lys Gin Leu Ala lie Glu Leu Lys Val Lys Gin Gly 
130 135 140 

Ala Glu Asn Met lie Gin Thr Tyr Ser Asn Gly Ser Thr Lys Asp Arg 
145 150 155 160 

Lys Leu Leu Leu Thr Ala Gin Gin Met Leu Gin Asp Ser Lys Thr Lys 
165 170 175 

lie Asp lie lie Arg Met Gin Leu Arg Arg Ala Leu Gin Ala Gly Gin 
180 185 190 



Leu Glu Asn Gin Ala Ala Pro Asp Asp Thr Gin Gly Ser Pro Asp Leu 
195 200 205 



Gly Ala Val Glu Leu Arg lie Glu Glu Leu Arg His His Phe Arg Val 
210 215 220 



Glu His Ala Val Ala Glu Gly Ala Lys Asn Val Leu Arg Leu Leu Ser 
225 230 235 240 

Ala Ala Lys Ala Pro Asp Arg Lys Ala Val Ser Glu Ala Gin Glu Lys 
245 250 255 

Leu Thr Glu Ser Asn Gin Lys Leu Gly Leu Leu Arg Glu Ala Leu Glu 
260 265 270 

Arg Arg Leu Gly Glu Leu Pro Ala Asp His Pro Lys Gly Arg Leu Leu 
275 280 285 

Arg Glu Glu Leu Ala Ala Ala Ser Ser Ala Ala Phe Ser Thr Arg Leu 
290 295 300 

Ala Gly Pro Phe Pro Ala Thr His Tyr Ser Thr Leu Cys Lys Pro Ala 
305 310 315 320 

Pro Leu Thr Gly Thr Leu Glu Val Arg Val Val Gly Cys Arg Asp Leu 
325 330 335 

Pro Glu Thr lie Pro Trp Asn Pro Thr Pro Ser Met Gly Gly Pro Gly 
340 345 350 

Thr Pro Asp Ser Arg Pro Pro Phe Leu Ser Arg Pro Ala Arg Gly Leu 
355 360 365 

Tyr Ser Arg Ser Gly Ser Leu Ser Gly Arg Ser Ser Leu Lys Ala Glu 
370 375 380 

Ala Glu Asn Thr Ser Glu Val Ser Thr Val Leu Lys Leu Asp Asn Thr 
385 390 395 400 

Val Val Gly Gin Thr Ser Trp Lys Pro Cys Gly Pro Asn Ala Trp Asp 
405 410 415 

Gin Ser Phe Thr Leu Glu Leu Glu Arg Ala Arg Glu Leu Glu Leu Ala 
420 425 430 

Val Phe Trp Arg Asp Gin Arg Gly Leu Cys Ala Leu Lys Phe Leu Lys 
435 440 445 

Leu Glu Asp Phe Leu Asp Asn Glu Arg His Glu Val Gin Leu Asp Met 
450 455 460 

Glu Pro Gin Gly Cys Leu Val Ala Glu Val Thr Phe Arg Asn Pro Val 
465 470 475 480 

lie Glu Arg lie Pro Arg Leu Arg Arg Gin Lys Lys lie Phe Ser Lys 
485 490 495 



Gin Gin Gly Lys Ala Phe Gin Arg Ala Arg Gin Met Asn lie Asp Val 
500 505 510 



Ala Thr Trp Val Arg Leu Leu Arg Arg Leu lie Pro Asn Ala Thr Gly 
515 520 525 



Thr Gly Thr Phe Ser Pro Gly Ala Ser Pro Gly Ser Glu Ala Arg Thr 
530 535 540 

Thr Gly Asp lie Ser Val Glu Lys Leu Asn Leu Gly Thr Asp Ser Asp 
545 550 555 560 

Ser Ser Pro Gin Lys Ser Ser Arg Asp Pro Pro Ser Ser Pro Ser Ser 
565 570 575 

Leu Ser Ser Pro lie Gin Glu Ser Thr Ala Pro Glu Leu Pro Ser Glu 
580 585 590 

Thr Gin Glu Thr Pro Gly Pro Ala Leu Cys Ser Pro Leu Arg Lys Ser 
595 600 605 

Pro Leu Thr Leu Glu Asp Phe Lys Phe Leu Ala Val Leu Gly Arg Gly 
610 615 620 

His Phe Gly Lys Val Leu Leu Ser Glu Phe Arg Pro Ser Gly Glu Leu 
625 630 635 640 

Phe Ala lie Lys Ala Leu Lys Lys Gly Asp lie Val Ala Arg Asp Glu 
645 650 655 

Val Glu Ser Leu Met Cys Glu Lys Arg lie Leu Ala Ala Val Thr Ser 
660 665 670 

Ala Gly His Pro Phe Leu Val Asn Leu Phe Gly Cys Phe Gin Thr Pro 
675 680 685 

Glu His Val Cys Phe Val Met Glu Tyr Ser Ala Gly Gly Asp Leu Met 
690 695 700 

Leu His lie His Ser Asp Val Phe Ser Glu Pro Arg Ala lie Phe Tyr 
705 710 715 720 

Ser Ala Cys Val Val Leu Gly Leu Gin Phe Leu His Glu His Lys lie 
725 730 735 

Val Tyr Arg Asp Leu Lys Leu Asp Asn Leu Leu Leu Asp Thr Glu Gly 
740 745 750 

Tyr Val Lys lie Ala Asp Phe Gly Leu Cys Lys Glu Gly Met Gly Tyr 
755 760 765 

Gly Asp Arg Thr Ser Thr Phe Cys Gly Thr Pro Glu Phe Leu Ala Pro 
770 775 780 

Glu Val Leu Thr Asp Thr Ser Tyr Thr Arg Ala Val Asp Trp Trp Gly 
785 790 795 800 



Leu Gly Val Leu Leu Tyr Glu Met Leu Val Gly Glu Ser Pro Phe Pro 
805 810 815 



Gly Asp Asp Glu Glu Glu Val Phe Asp Ser lie Val Asn Asp Glu Val 
820 825 830 



Arg Tyr Pro Arg Phe Leu Ser Ala Glu Ala lie Gly lie Met Arg Arg 
835 840 845 

Leu Leu Arg Arg Asn Pro Glu Arg Arg Leu Gly Ser Ser Glu Arg Asp 
850 855 860 

Ala Glu Asp Val Lys Lys Gin Pro Phe Phe Arg Thr Leu Gly Trp Glu 
865 870 875 880 

Ala Leu Leu Ala Arg Arg Leu Pro Pro Pro Phe Val Pro Thr Leu Ser 
885 890 895 

Gly Arg Thr Asp Val Ser Asn Phe Asp Glu Glu Phe Thr Gly Glu Ala 
900 905 910 

Pro Thr Leu Ser Pro Pro Arg Asp Ala Arg Pro Leu Thr Ala Ala Glu 
915 920 925 

Gin Ala Ala Phe Leu Asp Phe Asp Phe Val Ala Gly Gly Cys 
930 935 940 
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Met Asp Gin Tyr Cys lie Leu Gly Arg lie Gly Glu Gly Ala His Gly 
15 10 15 

He Val Phe Lys Ala Lys His Val Glu Thr Gly Glu He He Ala Leu 
20 25 30 

Lys Lys Val Ala Leu Arg Arg Leu Glu Asp Gly Phe Pro Asn Gin Ala 
35 40 45 

Leu Arg Glu He Lys Ala Leu Gin Glu Met Glu Asp Asn Gin Tyr Val 
50 55 60 

Val Gin Leu Lys Ala Val Phe Pro His Gly Gly Gly Phe Val Leu Ala 
65 70 75 80 

Phe Glu Phe Met Leu Ser Asp Leu Ala Glu Val Val Arg His Ala Gin 
85 90 95 

Arg Pro Leu Ala Gin Ala Gin Val Lys Ser Tyr Leu Gin Met Leu Leu 
100 105 110 

Lys Gly Val Ala Phe Cys His Ala Asn Asn He Val His Arg Asp Leu 
115 120 125 



Lys Pro Ala Asn Leu Leu He Ser Ala Ser Gly Gin Leu Lys He Ala 



130 135 140 

Asp Phe Gly Leu Ala Arg Val Phe Ser Pro Asp Gly Ser Arg Leu Tyr 
145 150 155 160 

Thr His Gin Val Ala Thr Arg Ser Val Gly Cys lie Met Gly Glu Leu 
165 170 175 

Leu Asn Gly Ser Pro Leu Phe Pro Gly Lys Asn Asp lie Glu Gin Leu 
180 185 190 

Cys Tyr Val Leu Arg lie Leu Gly Thr Pro Asn Pro Gin Val Trp Pro 
195 200 205 

Glu Leu Thr Glu Leu Pro Asp Tyr Asn Lys lie Ser Phe Lys Glu Gin 
210 215 220 

Val Pro Met Pro Leu Glu Glu Val Leu Pro Asp Val Ser Pro Gin Ala 
225 230 235 240 

Leu Asp Leu Leu Gly Gin Phe Leu Leu Tyr Pro Pro His Gin Arg lie 
245 250 255 

Ala Ala Ser Lys Ala Leu Leu His Gin Tyr Phe Phe Thr Ala Pro Leu 
260 265 270 

Pro Ala His Pro Ser Glu Leu Pro lie Pro Gin Arg Leu Gly Gly Pro 
275 280 285 

Ala Pro Lys Ala His Pro Gly Pro Pro His lie His Asp Phe His Val 
290 295 300 

Asp Arg Pro Leu Glu Gly Val Ala Val Glu Pro Arg Ala Asp Ser Ala 
305 310 315 320 

Leu His Pro Gly Gly Val Arg Ser Trp Pro Trp Ser Arg Leu Pro Ala 
325 330 335 

Pro Gin Asp His Ser Val His Leu Phe Leu Cys His Leu Pro Gly Phe 
340 345 350 

Thr Leu Gin Gly Leu Pro Met Ala Thr Val Gly Pro His His Thr Leu 
355 360 365 

Pro Leu Ser Pro Cys Glu Gly Trp Ser Arg Gly Arg Gly His Val Pro 
370 375 380 

Ser Gin Glu Tyr Glu Asn lie Gin Ser Ser Arg Gly Asp Ser Trp Pro 
385 390 395 400 

Val Leu Gly Glu Pro Tyr Leu Leu Cys Ala Thr Asp Val Pro lie Arg 
405 410 415 

Thr Val Ser Ser Ala Ala Ser Gin Gly Leu His Met Gin Asn Asp Asp 
420 425 430 



Ala Cys Leu Gly Ala Ala Ser Pro Glu Cys Cys Leu Leu Val Lys Glu 



435 



440 



445 



Lys Cys Arg Glu 
450 
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Met Ser Thr Phe Arg Gin Glu Asp Val Glu Asp His Tyr Glu Met Gly 
15 10 15 

Glu Glu Leu Gly Ser Gly Gin Phe Ala lie Val Arg Lys Cys Arg Gin 
20 25 30 

Lys Gly Thr Gly Lys Glu Tyr Ala Ala Lys Phe lie Lys Lys Arg Arg 
35 40 45 

Leu Ser Ser Ser Arg Arg Gly Val Ser Arg Glu Glu lie Glu Arg Glu 
50 55 60 

Val Asn lie Leu Arg Glu lie Arg His Pro Asn lie lie Thr Leu His 
65 70 75 80 

Asp lie Phe Glu Asn Lys Thr Asp Val Val Leu lie Leu Glu Leu Val 
85 90 95 

Ser Gly Gly Glu Leu Phe Asp Phe Leu Ala Glu Lys Glu Ser Leu Thr 
100 105 110 

Glu Asp Glu Ala Thr Gin Phe Leu Lys Gin lie Leu Asp Gly Val His 
115 120 125 

Tyr Leu His Ser Lys Arg lie Ala His Phe Asp Leu Lys Pro Glu Asn 
130 135 140 

lie Met Leu Leu Asp Lys Asn Val Pro Asn Pro Arg lie Lys Leu lie 
145 150 155 160 

Asp Phe Gly lie Ala His Lys lie Glu Ala Gly Asn Glu Phe Lys Asn 
165 170 175 

lie Phe Gly Thr Pro Glu Phe Val Ala Pro Glu lie Val Asn Tyr Glu 
180 185 190 

Pro Leu Gly Leu Glu Ala Asp Met Trp Ser lie Gly Val lie Thr Tyr 
195 200 205 

lie Leu Leu Ser Gly Ala Ser Pro Phe Leu Gly Glu Thr Lys Gin Glu 
210 215 220 



Thr Leu Thr Asn lie Ser Ala Val Asn Tyr Asp Phe Asp Glu Glu Tyr 
225 230 235 240 



Phe Ser Asn Thr Ser Glu Leu Ala Lys Asp Phe lie Arg Arg Leu Leu 
245 250 255 



Val Lys Asp Pro Lys Arg Arg Met Thr lie Ala Gin Ser Leu Glu His 
260 265 270 

Ser Trp lie Lys Ala lie Arg Arg Arg Asn Val Arg Gly Glu Asp Ser 
275 280 285 

Gly Arg Lys Pro Glu Arg Arg Arg Leu Lys Thr Thr Arg Leu Lys Glu 
290 295 300 

Tyr Thr lie Lys Ser His Ser Ser Leu Pro Pro Asn Asn Ser Tyr Ala 
305 310 315 320 

Asp Phe Glu Arg Phe Ser Lys Val Leu Glu Glu Ala Ala Ala Ala Glu 
325 330 335 

Glu Gly Leu Arg Glu Leu Gin Arg Ser Arg Arg Leu Cys His Glu Asp 
340 345 350 

Val Glu Ala Leu Ala Ala lie Tyr Glu Glu Lys Glu Ala Trp Tyr Arg 
355 360 365 

Glu Glu Ser Asp Ser Leu Gly Gin Asp Leu Arg Arg Leu Arg Gin Glu 
370 375 380 

Leu Leu Lys Thr Glu Ala Leu Lys Arg Gin Ala Gin Glu Glu Ala Lys 
385 390 395 400 

Gly Ala Leu Leu Gly Thr Ser Gly Leu Lys Arg Arg Phe Ser Arg Leu 
405 410 415 

Glu Asn Arg Tyr Glu Ala Leu Ala Lys Gin Val Ala Ser Glu Met Arg 
420 425 430 

Phe Val Gin Asp Leu Val Arg Ala Leu Glu Gin Glu Lys Leu Gin Gly 
435 440 445 

Val Glu Cys Gly Leu Arg 
450 
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Met Asp Ala Ala Gly Arg Gly Cys His Leu Leu Pro Leu Pro Ala Ala 
15 10 15 

Arg Gly Pro Ala Arg Ala Pro Ala Ala Ala Ala Ala Ala Ala Ala Ser 
20 25 30 



Pro Pro Gly Pro Cys Ser Gly Ala Ala Cys Ala Pro Ser Ala Ala Ala 
35 40 45 



Gly Ala Gly Ala Met Asn Pro Ser Ser Ser Ala Gly Glu Glu Lys Gly 
50 55 60 



Ala Thr Gly Gly Ser Ser Ser Ser Gly Ser Gly Ala Gly Ser Cys Cys 
65 70 75 80 

Leu Gly Ala Glu Gly Gly Ala Asp Pro Arg Gly Ala Gly Ser Ala Ala 
85 90 95 

Ala Ala Gly Ala Ala Ala Leu Asp Glu Pro Ala Ala Ala Gly Gin Lys 
100 105 110 

Glu Lys Asp Glu Ala Leu Glu Glu Lys Leu Arg Asn Leu Thr Phe Arg 
115 120 125 

Lys Gin Val Ser Tyr Arg Lys Ala lie Ser Arg Ala Gly Leu Gin His 
130 135 140 

Leu Ala Pro Ala His Pro Leu Ser Leu Pro Val Ala Asn Gly Pro Ala 
145 150 155 160 

Lys Glu Pro Arg Ala Thr Leu Asp Trp Ser Glu Asn Ala Val Asn Gly 
165 170 175 

Glu His Leu Trp Leu Glu Thr Asn Val Ser Gly Asp Leu Cys Tyr Leu 
180 185 190 

Gly Glu Glu Asn Cys Gin Val Arg Phe Ala Lys Ser Ala Leu Arg Arg 
195 200 205 

Lys Cys Ala Val Cys Lys lie Val Val His Thr Ala Cys lie Glu Gin 
210 215 220 

Leu Glu Lys lie Asn Phe Arg Cys Lys Pro Thr Phe Arg Glu Gly Gly 
225 230 235 240 

Ser Arg Ser Pro Arg Glu Asn Phe Val Arg His His Trp Val His Arg 
245 250 255 

Arg Arg Gin Glu Gly Lys Cys Lys Gin Cys Gly Lys Gly Phe Gin Gin 
260 265 270 

Lys Phe Ser Phe His Ser Lys Glu lie Val Ala lie Ser Cys Ser Trp 
275 280 285 

Cys Lys Gin Ala Phe His Asn Lys Val Thr Cys Phe Met Leu His His 
290 295 300 

lie Glu Glu Pro Cys Ser Leu Gly Ala His Ala Ala Val lie Val Pro 
305 310 315 320 

Pro Thr Trp lie lie Lys Val Lys Lys Pro Gin Asn Ser Leu Lys Ala 
325 330 335 



Ser Asn Arg Lys Lys Lys Arg Thr Ser Phe Lys Arg Lys Ala Ser Lys 
340 345 350 



Arg Gly Met Glu Gin Glu Asn Lys Gly Arg Pro Phe Val lie Lys Pro 
355 360 365 

lie Ser Ser Pro Leu Met Lys Pro Leu Leu Val Phe Val Asn Pro Lys 
370 375 380 

Ser Gly Gly Asn Gin Gly Thr Lys Val Leu Gin Met Phe Met Trp Tyr 
385 390 395 400 

Leu Asn Pro Arg Gin Val Phe Asp Leu Ser Gin Glu Gly Pro Lys Asp 
405 410 415 

Ala Leu Glu Leu Tyr Arg Lys Val Pro Asn Leu Arg lie Leu Ala Cys 
420 425 430 

Gly Gly Asp Gly Thr Val Gly Trp lie Leu Ser lie Leu Asp Glu Leu 
435 440 445 

Gin Leu Ser Pro Gin Pro Pro Val Gly Val Leu Pro Leu Gly Thr Gly 
450 455 460 

Asn Asp Leu Ala Arg Thr Leu Asn Trp Gly Gly Gly Tyr Thr Asp Glu 
465 470 475 480 

Pro Val Ser Lys lie Leu Cys Gin Val Glu Asp Gly Thr Val Val Gin 
485 490 495 

Leu Asp Arg Trp Asn Leu His Val Glu Arg Asn Pro Asp Leu Pro Pro 
500 505 510 

Glu Glu Leu Glu Asp Gly Val Cys Lys Leu Pro Leu Asn Val Phe Asn 
515 520 525 

Asn Tyr Phe Ser Leu Gly Phe Asp Ala His Val Thr Leu Glu Phe His 
530 535 540 

Glu Ser Arg Glu Ala Asn Pro Glu Lys Phe Asn Ser Arg Phe Arg Asn 
545 550 555 560 

Lys Met Phe Tyr Ala Gly Ala Ala Phe Ser Asp Phe Leu Gin Arg Ser 
565 570 575 

Ser Arg Asp Leu Ser Lys His Val Lys Val Val Cys Asp Gly Thr Asp 
580 585 590 

Leu Thr Pro Lys lie Gin Glu Leu Lys Phe Gin Cys lie Val Phe Leu 
595 600 605 

Asn lie Pro Arg Tyr Cys Ala Gly Thr Met Pro Trp Gly Asn Pro Gly 
610 615 620 

Asp His His Asp Phe Glu Pro Gin Arg His Asp Asp Gly Tyr lie Glu 
625 630 635 640 

Val He Gly Phe Thr Met Ala Ser Leu Ala Ala Leu Gin Val Gly Gly 
645 650 655 



His Gly Glu Arg Leu His Gin Cys Arg Glu Val Met Leu Leu Thr Tyr 
660 665 670 



Lys Ser lie Pro Met Gin Val Asp Gly Glu Pro Cys Arg Leu Ala Pro 
675 680 685 

Ala Met lie Arg lie Ser Leu Arg Asn Gin Ala Asn Met Val Gin Lys 
690 695 700 

Ser Lys Arg Arg Thr Ser Met Pro Leu Leu Asn Asp Pro Gin Ser Val 
705 710 715 720 

Pro Asp Arg Leu Arg lie Arg Val Asn Lys lie Ser Leu Gin Asp Tyr 
725 730 735 

Glu Gly Phe His Tyr Asp Lys Glu Lys Leu Arg Glu Ala Ser lie Ser 
740 745 750 

Asp Trp Leu Arg Thr lie Ala Gly Glu Leu Val Gin Ser Phe Gly Ala 
755 760 765 

lie Pro Leu Gly lie Leu Val Val Arg Gly Asp Cys Asp Leu Glu Thr 
770 775 780 

Cys Arg Met Tyr lie Asp Arg Leu Gin Glu Asp Leu Gin Ser Val Ser 
785 790 795 800 

Ser Gly Ser Gin Arg Val His Tyr Gin Asp His Glu Thr Ser Phe Pro 
805 810 815 

Arg Ala Leu Ser Ala Gin Arg Leu Ser Pro Arg Trp Cys Phe Leu Asp 
820 825 830 

Asp Arg Ser Gin Glu His Leu His Phe Val Met Glu lie Ser Gin Asp 
835 840 845 

Glu lie Phe lie Leu Asp Pro Asp Met Val Val Ser Gin Pro Ala Gly 
850 855 860 

Thr Pro Pro Gly Met Pro Asp Leu Val Val Glu Gin Ala Ser Gly lie 
865 870 875 880 

Ser Asp Trp Trp Asn Pro Ala Leu Arg Lys Arg Met Leu Ser Asp Ser 
885 890 895 

Gly Leu Gly Met lie Ala Pro Tyr Tyr Glu Asp Ser Asp Leu Lys Asp 
900 905 910 

Leu Ser His Ser Arg Val Leu Gin Ser Pro Val Ser Ser Glu Asp His 
915 920 925 

Ala lie Leu Gin Ala Val lie Ala Gly Asp Leu Met Lys Leu lie Glu 
930 935 940 



Ser Tyr Lys Asn Gly Gly Ser Leu Leu lie Gin Gly Pro Asp His Cys 
945 950 955 960 



Ser Leu Leu His Tyr Ala Ala Lys Thr Gly Asn Gly Glu lie Val Lys 
965 970 975 



Tyr lie Leu Asp His Gly Pro Ser Glu Leu Leu Asp Met Ala Asp Ser 
980 985 990 

Glu Thr Gly Glu Thr Ala Leu His Lys Ala Ala Cys Gin Arg Asn Arg 
995 1000 1005 

Ala Val Cys Gin Leu Leu Val Asp Ala Gly Ala Ser Leu Arg Lys 
1010 1015 1020 

Thr Asp Ser Lys Gly Lys Thr Pro Gin Glu Arg Ala Gin Gin Ala 
1025 1030 1035 

Gly Asp Pro Asp Leu Ala Ala Tyr Leu Glu Ser Arg Gin Asn Tyr 
1040 1045 1050 

Lys Val He Gly His Glu Asp Leu Glu Thr Ala Val 
1055 1060 1065 
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Met Arg Gly Ala Ala Arg Leu Gly Arg Pro Gly Arg Ser Cys Leu Pro 
15 10 15 

Gly Pro Ala Leu Arg Ala Ala Ala Ala Pro Ala Leu Leu Leu Ala Arg 
20 25 30 

Cys Ala Val Ala Ala Ala Ala Gly Leu Arg Ala Ala Ala Arg Pro Arg 
35 40 45 

Pro Pro Glu Leu Gin Ser Ala Ser Ala Gly Pro Ser Val Ser Leu Tyr 
50 55 60 

Leu Ser Glu Asp Glu Val Arg Arg Leu He Gly Leu Asp Ala Glu Leu 
65 70 75 80 

Tyr Tyr Val Arg Asn Asp Leu He Ser His Tyr Ala Leu Ser Phe Asn 
85 90 95 

Leu Leu Val Pro Ser Glu Thr Asn Phe Leu His Phe Thr Trp His Ala 
100 105 110 

Lys Ser Lys Val Glu Tyr Lys Leu Gly Phe Gin Val Asp Asn Val Leu 
115 120 125 

Ala Met Asp Met Pro Gin Val Asn He Ser Val Gin Gly Glu Val Pro 
130 135 140 



Arg Thr Leu Ser Val Phe Arg Val Glu Leu Ser Cys Thr Gly Lys Val 



145 



150 



155 



160 



Asp Ser Glu Val Met lie Leu Met Gin Leu Asn Leu Thr Val Asn Ser 
165 170 175 

Ser Lys Asn Phe Thr Val Leu Asn Phe Lys Arg Arg Lys Met Cys Tyr 
180 185 190 

Lys Lys Leu Glu Glu Val Lys Thr Ser Ala Leu Asp Lys Asn Thr Ser 
195 200 205 

Arg Thr lie Tyr Asp Pro Val His Ala Ala Pro Thr Thr Ser Thr Arg 
210 215 220 

Val Phe Tyr He Ser Val Gly Val Cys Cys Ala Val He Phe Leu Val 
225 230 235 240 

Ala He He Leu Ala Val Leu His Leu His Asn Met Lys Arg lie Glu 
245 250 255 

Leu Asp Asp Ser He Ser Ala Ser Ser Ser Ser Gin Gly Leu Ser Gin 
260 265 270 

Pro Ser Thr Gin Thr Thr Gin Tyr Leu Arg Ala Asp Thr Pro Asn Asn 
275 280 285 

Ala Thr Pro He Thr Ser Tyr Pro Thr Leu Arg He Glu Lys Asn Asp 
290 295 300 

Leu Arg Ser Val Thr Leu Leu Glu Ala Lys Gly Lys Val Lys Asp He 
305 310 315 320 

Ala He Ser Arg Glu Arg He Thr Leu Lys Asp Val Leu Gin Glu Gly 
325 330 335 

Thr Phe Gly Arg He Phe His Gly He Leu He Asp Glu Lys Asp Pro 
340 345 350 

Asn Lys Glu Lys Gin Ala Phe Val Lys Thr Val Lys Asp Gin Ala Ser 
355 360 365 

Glu He Gin Val Thr Met Met Leu Thr Glu Ser Cys Lys Leu Arg Gly 
370 375 380 

Leu His His Arg Asn Leu Leu Pro He Thr His Val Cys He Glu Glu 
385 390 395 400 

Gly Glu Lys Pro Met Val He Leu Pro Tyr Met Asn Trp Gly Asn Leu 
405 410 415 

Lys Leu Phe Leu Arg Gin Cys Lys Leu Val Glu Ala Asn Asn Pro Gin 
420 425 430 

Ala He Ser Gin Gin Asp Leu Val His Met Ala He Gin He Ala Cys 
435 440 445 



Gly Met Ser Tyr Leu Ala Arg Arg Glu Val He His Lys Asp Leu Ala 



450 455 460 

Ala Arg Asn Cys Val lie Asp Asp Thr Leu Gin Val Lys lie Thr Asp 
465 470 475 480 

Asn Ala Leu Ser Arg Asp Leu Phe Pro Met Asp Tyr His Cys Leu Gly 
485 490 495 

Asp Asn Glu Asn Arg Pro Val Arg Trp Met Ala Leu Glu Ser Leu Val 
500 505 510 

Asn Asn Glu Phe Ser Ser Ala Ser Asp Val Trp Ala Phe Gly Val Asn 
515 520 525 

Ser Leu Trp Glu Leu Met Thr Leu Gly Gin Thr Pro Tyr Thr Leu Asp 
530 535 540 

lie Asp Pro Phe Glu Met Ala Ala Tyr Leu Lys Asp Gly Tyr Arg lie 
545 550 555 560 

Ala Gin Pro lie Thr Cys Pro Asp Glu Leu Phe Ala Val Met Ala Cys 
565 570 575 

Cys Trp Ala Leu Asp Pro Glu Glu Arg Pro Arg Phe Gin Gin Leu Val 
580 585 590 

Gin Cys Leu Thr Glu Phe His Ala Ala Leu Gly Ala Tyr Val 
595 600 605 
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Met Arg Gly Ala Ala Arg Leu Gly Arg Pro Gly Arg Ser Cys Leu Pro 
15 10 15 

Gly Pro Ala Leu Arg Ala Ala Ala Ala Pro Ala Leu Leu Leu Ala Arg 
20 25 30 

Cys Ala Val Ala Ala Ala Ala Gly Leu Arg Ala Ala Ala Arg Pro Arg 
35 40 45 

Pro Pro Glu Leu Gin Ser Ala Ser Ala Gly Pro Ser Val Ser Leu Tyr 
50 55 60 

Leu Ser Glu Asp Glu Val Arg Arg Leu lie Gly Leu Asp Ala Glu Leu 
65 70 75 80 

Tyr Tyr Val Arg Asn Asp Leu lie Ser His Tyr Ala Leu Ser Phe Asn 
85 90 95 



Leu Leu Val Pro Ser Glu Thr Asn Phe Leu His Phe Thr Trp His Ala 
100 105 110 



Lys Ser Lys Val Glu Tyr Lys Leu Gly Phe Gin Val Asp Asn Val Leu 
115 120 125 

Ala Met Asp Met Pro Gin Val Asn lie Ser Val Gin Gly Glu Val Pro 
130 135 140 

Arg Thr Leu Ser Val Phe Arg Val Glu Leu Ser Cys Thr Gly Lys Val 
145 150 155 160 

Asp Ser Glu Val Met lie Leu Met Gin Leu Asn Leu Thr Val Asn Ser 
165 170 175 

Ser Lys Asn Phe Thr Val Leu Asn Phe Lys Arg Arg Lys Met Cys Tyr 
180 185 190 

Lys Lys Leu Glu Glu Val Lys Thr Ser Ala Leu Asp Lys Asn Thr Ser 
195 200 205 

Arg Thr lie Tyr Asp Pro Val His Ala Ala Pro Thr Thr Ser Thr Arg 
210 215 220 

Val Phe Tyr He Ser Val Gly Val Cys Cys Ala Val He Phe Leu Val 
225 230 235 240 

Ala He He Leu Ala Val Leu His Leu His Asn Met Lys Arg He Glu 
245 250 255 

Leu Asp Asp Ser He Ser Ala Ser Ser Ser Ser Gin Gly Leu Ser Gin 
260 265 270 

Pro Ser Thr Gin Thr Thr Gin Tyr Leu Arg Ala Asp Thr Pro Asn Asn 
275 280 285 

Ala Thr Pro He Thr Ser Tyr Pro Thr Leu Arg He Glu Lys Asn Asp 
290 295 300 

Leu Arg Ser Val Thr Leu Leu Glu Ala Lys Gly Lys Val Lys Asp He 
305 310 315 320 

Ala He Ser Arg Glu Arg He Thr Leu Lys Asp Val Leu Gin Glu Gly 
325 330 335 

Thr Phe Gly Arg He Phe His Gly He Leu He Asp Glu Lys Asp Pro 
340 345 350 

Asn Lys Glu Lys Gin Ala Phe Val Lys Thr Val Lys Asp Gin Ala Ser 
355 360 365 

Glu He Gin Val Thr Met Met Leu Thr Glu Ser Cys Lys Leu Arg Gly 
370 375 380 

Leu His His Arg Asn Leu Leu Pro He Thr His Val Cys He Glu Glu 
385 390 395 400 

Gly Glu Lys Pro Met Val He Leu Pro Tyr Met Asn Trp Gly Asn Leu 
405 410 415 



Lys Leu Phe Leu Arg Gin Cys Lys Leu Val Glu Ala Asn Asn Pro Gin 
420 425 430 



Ala He 


Ser 
435 


Gin 


Gin 


Asp 


Leu 


Val 
440 


His 


Met 


Ala 


He 


Gin 
445 


He 


Ala 


Gly Met 
450 


Ser 


Tyr 


Leu 


Ala 


Arg Arg 
455 


Glu 


Val 


He 


His 
460 


Lys 


Asp 


Leu 


Ala Arg 
465 


Asn 


Cys 


Val 


He 
470 


Asp 


Asp 


Thr 


Leu 


Gin 
475 


Val 


Lys 


He 


Thr 


Asn Ala 


Leu 


Ser 


Arg Asp 
485 


Leu 


Phe 


Pro 


Met 
490 


Asp 


Tyr 


His 


Cys 


Leu 
495 


Asp Asn 


Glu 


Asn 
500 


Arg 


Pro 


Val 


Arg 


Trp 
505 


Met 


Ala 


Leu 


Glu 


Ser 
510 


Leu 


Asn Asn 


Glu 
515 


Phe 


Ser 


Ser 


Ala 


Ser 
520 


Asp 


Val 


Trp Ala 


Phe 
525 


Gly Val 


Ser Leu 
530 


Trp 


Glu 


Leu 




Thr 
535 


Leu 


Gly Gin 


Thr 


Pro 
540 


Tyr 


Thr 


T .^i i 


He Asp 
545 


Pro 


Phe 


Glu 


Met 
550 


Ala 


Ala 


Tyr 


Leu 


Lys 
555 


Asp Gly Tyr 


Arg 


Ala Gin 


Pro 


He 


Thr 
565 


Cys 


Pro 


Asp 


Glu 


Leu 
570 


Phe 


Ala 


Val 


Met 


Ala 
575 


Cys Trp 


Ala 


Leu 
580 


Asp 


Pro 


Glu 


Glu 


Arg 
585 


Pro 


Arg 


Phe 


Gin 


Gin 
590 


Leu 


Gin Cys 


Leu 
595 


Thr 


Glu 


Phe 


His 


Ala 
600 


Ala 


Leu 


Gly Ala 


Tyr 
605 


Val 
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Met Ser 
1 


Ala 


Glu 


Val 
5 


Arg 


Leu Arg 


Arg 


Leu 
10 


Gin 


Gin 


Leu 


Val 


Leu 
15 


Pro Gly 


Phe 


Leu 
20 


Gly Leu 


Glu 


Pro 


Leu 
25 


Leu 


Asp 


Leu 


Leu 


Leu 
30 


Gly 


His Gin 


Glu 
35 


Leu 


Gly Ala 


Ser 


Glu 
40 


Leu 


Ala 


Gin 


Asp 


Lys 
45 


Tyr 


Val 


Asp Phe 
50 


Leu 


Gin 


Trp Ala 


Glu 
55 


Pro 


He 


Val 


Val 


Arg 
60 


Leu 


Lys 


Glu 



480 



560 



Arg Leu Gin Arg Asp Asp Phe Glu He Leu Lys Val He Gly Arg Gly 
65 70 75 80 



Ala Phe Ser Glu Val Ala Val Val Lys Met Lys Gin Thr Gly Gin Val 
85 90 95 



Tyr Ala Met Lys lie Met Asn Lys Trp Asp Met Leu Lys Arg Gly Glu 
100 105 110 

Val Ser Cys Phe Arg Glu Glu Arg Asp Val Leu Val Asn Gly Asp Arg 
115 120 125 

Arg Trp lie Thr Gin Leu His Phe Ala Phe Gin Asp Glu Asn Tyr Leu 
130 135 140 

Tyr Leu Val Met Glu Tyr Tyr Val Gly Gly Asp Leu Leu Thr Leu Leu 
145 150 155 160 

Ser Lys Phe Gly Glu Arg lie Pro Ala Glu Met Ala Arg Phe Tyr Leu 
165 170 175 

Ala Glu He Val Met Ala He Asp Ser Val His Arg Leu Gly Tyr Val 
180 185 190 

His Arg Asp He Lys Pro Asp Asn He Leu Leu Asp Arg Cys Gly His 
195 200 205 

He Arg Leu Ala Asp Phe Gly Ser Cys Leu Lys Leu Arg Ala Asp Gly 
210 215 220 

Thr Val Arg Ser Leu Val Ala Val Gly Thr Pro Asp Tyr Leu Ser Pro 
225 230 235 240 

Glu He Leu Gin Ala Val Gly Gly Gly Pro Gly Thr Gly Ser Tyr Gly 
245 250 255 

Pro Glu Cys Asp Trp Trp Ala Leu Gly Val Phe Ala Tyr Glu Met Phe 
260 265 270 

Tyr Gly Gin Thr Pro Phe Tyr Ala Asp Ser Thr Ala Glu Thr Tyr Gly 
275 280 285 

Lys He Val His Tyr Lys Glu His Leu Ser Leu Pro Leu Val Asp Glu 
290 295 300 

Gly Val Pro Glu Glu Ala Arg Asp Phe He Gin Arg Leu Leu Cys Pro 
305 310 315 320 

Pro Glu Thr Arg Leu Gly Arg Gly Gly Ala Gly Asp Phe Arg Thr His 
325 330 335 

Pro Phe Phe Phe Gly Leu Asp Trp Asp Gly Leu Arg Asp Ser Val Pro 
340 345 350 

Pro Phe Thr Pro Asp Phe Glu Gly Ala Thr Asp Thr Cys Asn Phe Asp 
355 360 365 



Leu Val Glu Asp Gly Leu Thr Ala Met Glu Thr Leu Ser Asp He Arg 
370 375 380 



Glu Gly Ala Pro 
385 

Ser Cys Met Ala 



Glu Leu Glu Ala 
420 



Leu Gly Val His 
390 

Leu Arg Asp Ser 
405 

Glu Gin Leu Leu 



Leu Pro Phe Val 
395 

Glu Val Pro Gly 
410 

Glu Pro His Val 
425 



Gly Tyr Ser Tyr 
400 

Pro Thr Pro Met 
415 

Gin Ala Pro Ser 
430 



Leu Glu Pro Ser 
435 

Pro Ala Ala Val 
450 

Glu Leu Gin Glu 
465 

Ser Arg Glu Met 



Gin Leu Arg Glu 
500 

Arg Gin Leu Gin 
515 

Ala Val Thr Gly 
530 



Val Ser Pro Gin 
440 

Pro Ala Ala Glu 
455 

Pro Leu Glu Glu 
470 

Glu Ala lie Arg 
485 

Ala Glu Ala Arg 



Glu Arg Met Glu 
520 

Val Pro Ser Pro 
535 



Asp Glu Thr Ala 



Ala Glu Ala Glu 
460 

Glu Val Leu Thr 
475 

Thr Asp Asn Gin 
490 

Asn Arg Asp Leu 
505 

Leu Leu Gin Ala 



Arg Ala Thr Asp 
540 



Glu Val Ala Val 
445 

Val Thr Leu Arg 



Arg Gin Ser Leu 
480 

Asn Phe Ala Ser 
495 

Glu Ala His Val 
510 

Glu Gly Ala Thr 
525 

Pro Pro Ser His 



Met Ala Pro Arg 
545 

Ala Pro Cys Thr 



Leu Ala Tyr Arg 
580 

Leu Val Pro Pro 
595 

Asn Ser Pro Gin 
610 



Pro Trp Leu Trp 
550 

Ala Ala Thr Cys 
565 

Arg Arg Phe Pro 



Pro Trp Ala Ala 
600 

Ser Gly Ala Ala 
615 



Ala Ser Ala Arg 
555 

Cys Ser Leu Pro 
570 

Cys Ser Cys Ser 
585 

Leu Gly Trp Trp 



Gin Glu Pro Pro 
620 



Trp Trp Gly Gin 
560 

Gly Ser Leu Gly 
575 

Pro Leu Phe Cys 
590 

Pro Thr Pro Ala 
605 

Ala Leu Pro Glu 



Pro 
625 



<210> 243 

<211> 625 

<212> PRT 

<213> Homo sapiens 



<400> 243 



Met Ser Ala Glu Val Arg Leu Arg Arg Leu Gin Gin Leu Val Leu Asp 



1 



5 



10 



15 



Pro Gly Phe Leu Gly Leu Glu Pro Leu Leu Asp Leu Leu Leu Gly Val 
20 25 30 

His Gin Glu Leu Gly Ala Ser Glu Leu Ala Gin Asp Lys Tyr Val Ala 
35 40 45 

Asp Phe Leu Gin Trp Ala Glu Pro lie Val Val Arg Leu Lys Glu Val 
50 55 60 

Arg Leu Gin Arg Asp Asp Phe Glu lie Leu Lys Val lie Gly Arg Gly 
65 70 75 80 

Ala Phe Ser Glu Val Ala Val Val Lys Met Lys Gin Thr Gly Gin Val 
85 90 95 

Tyr Ala Met Lys lie Met Asn Lys Trp Asp Met Leu Lys Arg Gly Glu 
100 105 110 

Val Ser Cys Phe Arg Glu Glu Arg Asp Val Leu Val Asn Gly Asp Arg 
115 120 125 

Arg Trp lie Thr Gin Leu His Phe Ala Phe Gin Asp Glu Asn Tyr Leu 
130 135 140 

Tyr Leu Val Met Glu Tyr Tyr Val Gly Gly Asp Leu Leu Thr Leu Leu 
145 150 155 160 

Ser Lys Phe Gly Glu Arg lie Pro Ala Glu Met Ala Arg Phe Tyr Leu 
165 170 175 

Ala Glu lie Val Met Ala lie Asp Ser Val His Arg Leu Gly Tyr Val 
180 185 190 

His Arg Asp lie Lys Pro Asp Asn lie Leu Leu Asp Arg Cys Gly His 
195 200 205 

lie Arg Leu Ala Asp Phe Gly Ser Cys Leu Lys Leu Arg Ala Asp Gly 
210 215 220 

Thr Val Arg Ser Leu Val Ala Val Gly Thr Pro Asp Tyr Leu Ser Pro 
225 230 235 240 

Glu lie Leu Gin Ala Val Gly Gly Gly Pro Gly Thr Gly Ser Tyr Gly 
245 250 255 

Pro Glu Cys Asp Trp Trp Ala Leu Gly Val Phe Ala Tyr Glu Met Phe 
260 265 270 

Tyr Gly Gin Thr Pro Phe Tyr Ala Asp Ser Thr Ala Glu Thr Tyr Gly 
275 280 285 

Lys lie Val His Tyr Lys Glu His Leu Ser Leu Pro Leu Val Asp Glu 
290 295 300 



Gly Val Pro Glu Glu Ala Arg Asp Phe lie Gin Arg Leu Leu Cys Pro 



305 



310 



315 



320 



Pro Glu Thr Arg Leu Gly Arg Gly Gly Ala Gly Asp Phe Arg Thr His 
325 330 % 335 

Pro Phe Phe Phe Gly Leu Asp Trp Asp Gly Leu Arg Asp Ser Val Pro 
340 345 350 

Pro Phe Thr Pro Asp Phe Glu Gly Ala Thr Asp Thr Cys Asn Phe Asp 
355 360 365 

Leu Val Glu Asp Gly Leu Thr Ala Met Glu Thr Leu Ser Asp lie Arg 
370 375 380 

Glu Gly Ala Pro Leu Gly Val His Leu Pro Phe Val Gly Tyr Ser Tyr 
385 390 395 400 

Ser Cys Met Ala Leu Arg Asp Ser Glu Val Pro Gly Pro Thr Pro Met 
405 410 415 

Glu Leu Glu Ala Glu Gin Leu Leu Glu Pro His Val Gin Ala Pro Ser 
420 425 430 

Leu Glu Pro Ser Val Ser Pro Gin Asp Glu Thr Ala Glu Val Ala Val 
435 440 445 

Pro Ala Ala Val Pro Ala Ala Glu Ala Glu Ala Glu Val Thr Leu Arg 
450 455 460 

Glu Leu Gin Glu Pro Leu Glu Glu Glu Val Leu Thr Arg Gin Ser Leu 
465 470 475 480 

Ser Arg Glu Met Glu Ala lie Arg Thr Asp Asn Gin Asn Phe Ala Ser 
485 490 495 

Gin Leu Arg Glu Ala Glu Ala Arg Asn Arg Asp Leu Glu Ala His Val 
500 505 510 

Arg Gin Leu Gin Glu Arg Met Glu Leu Leu Gin Ala Glu Gly Ala Thr 
515 520 525 

Ala Val Thr Gly Val Pro Ser Pro Arg Ala Thr Asp Pro Pro Ser His 
530 535 540 

Met Ala Pro Arg Pro Trp Leu Trp Ala Ser Ala Arg Trp Trp Gly Gin 
545 550 555 560 

Ala Pro Cys Thr Ala Ala Thr Cys Cys Ser Leu Pro Gly Ser Leu Gly 
565 570 575 

Leu Ala Tyr Arg Arg Arg Phe Pro Cys Ser Cys Ser Pro Leu Phe Cys 
580 585 590 

Leu Val Pro Pro Pro Trp Ala Ala Leu Gly Trp Trp Pro Thr Pro Ala 
595 600 605 



Asn Ser Pro Gin Ser Gly Ala Ala Gin Glu Pro Pro Ala Leu Pro Glu 



610 615 620 

Pro 
625 

<210> 244 

<211> 624 

<212> PRT 

<213> Homo sapiens 

<400> 244 

Met Glu lie Pro Gly Ser Leu Cys Lys Lys Val Lys Leu Ser Asn Asn 
15 10 15 

Ala Gin Asn Trp Gly Met Gin Arg Ala Thr Asn Val Thr Tyr Gin Ala 
20 25 30 

His His Val Ser Arg Asn Lys Arg Gly Gin Val Val Gly Thr Arg Gly 
35 40 45 

Gly Phe Arg Gly Cys Thr Val Trp Leu Thr Gly Leu Ser Gly Ala Gly 
50 55 60 

Lys Thr Thr Val Ser Met Ala Leu Glu Glu Tyr Leu Val Cys His Gly 
65 70 75 80 

lie Pro Cys Tyr Thr Leu Asp Gly Asp Asn lie Arg Gin Gly Leu Asn 
85 90 95 

Lys Asn Leu Gly Phe Ser Pro Glu Asp Arg Glu Glu Asn Val Arg Arg 
100 105 110 

lie Ala Glu Val Ala Lys Leu Phe Ala Asp Ala Gly Leu Val Cys lie 
115 120 125 

Thr Ser Phe lie Ser Pro Tyr Thr Gin Asp Arg Asn Asn Ala Arg Gin 
130 135 140 

lie His Glu Gly Ala Ser Leu Pro Phe Phe Glu Val Phe Val Asp Ala 
145 150 155 160 

Pro Leu His Val Cys Glu Gin Arg Asp Val Lys Gly Leu Tyr Lys Lys 
165 170 175 

Ala Arg Ala Gly Glu lie Lys Gly Phe Thr Gly lie Asp Ser Glu Tyr 
180 185 190 

Glu Lys Pro Glu Ala Pro Glu Leu Val Leu Lys Thr Asp Ser Cys Asp 
195 200 205 

Val Asn Asp Cys Val Gin Gin Val Val Glu Leu Leu Gin Glu Arg Asp 
210 215 220 



lie Val Pro Val Asp Ala Ser Tyr Glu Val Lys Glu Leu Tyr Val Pro 
225 230 235 240 



Glu Asn Lys Leu His Leu Ala Lys Thr Asp Ala Glu Thr Leu Pro Ala 
245 250 255 



Leu Lys lie Asn Lys Val Asp Met Gin Trp Val Gin Val Leu Ala Glu 
260 265 270 

Gly Trp Ala Thr Pro Leu Asn Gly Phe Met Arg Glu Arg Glu Tyr Leu 
275 280 285 

Gin Cys Leu His Phe Asp Cys Leu Leu Asp Gly Gly Val lie Asn Leu 
290 295 300 

Ser Val Pro lie Val Leu Thr Ala Thr His Glu Asp Lys Glu Arg Leu 
305 310 315 320 

Asp Gly Cys Thr Ala Phe Ala Leu Met Tyr Glu Gly Arg Arg Val Ala 
325 330 335 

lie Leu Arg Asn Pro Glu Phe Phe Glu His Arg Lys Glu Glu Arg Cys 
340 345 350 

Ala Arg Gin Trp Gly Thr Thr Cys Lys Asn His Pro Tyr lie Lys Met 
355 360 365 

Val Met Glu Gin Gly Asp Trp Leu lie Gly Gly Asp Leu Gin Val Leu 
370 375 380 

Asp Arg Val Tyr Trp Asn Asp Gly Leu Asp Gin Tyr Arg Leu Thr Pro 
385 390 395 400 

Thr Glu Leu Lys Gin Lys Phe Lys Asp Met Asn Ala Asp Ala Val Phe 
405 410 415 

Ala Phe Gin Leu Arg Asn Pro Val His Asn Gly His Ala Leu Leu Met 
420 425 430 

Gin Asp Thr His Lys Gin Leu Leu Glu Arg Gly Tyr Arg Arg Pro Val 
435 440 445 

Leu Leu Leu His Pro Leu Gly Gly Trp Thr Lys Asp Asp Asp Val Pro 
450 455 460 

Leu Met Trp Arg Met Lys Gin His Ala Ala Val Leu Glu Glu Gly Val 
465 470 475 480 

Leu Asn Pro Glu Thr Thr Val Val Ala lie Phe Pro Ser Pro Met Met 
485 490 495 

Tyr Ala Gly Pro Thr Glu Val Gin Trp His Cys Arg Ala Arg Met Val 
500 505 510 

Ala Gly Ala Asn Phe Tyr Met Cys Gly Arg Asp Pro Ala Gly Met Pro 
515 520 525 



His Pro Glu Thr Gly Lys Asp Leu Tyr Glu Pro Ser His Gly Ala Lys 
530 535 540 



Val Leu Thr Met Ala Pro Gly Leu lie Thr Leu Glu lie Val Pro Phe 
545 550 555 560 



Arg Val Ala Ala Tyr Asn Lys Lys Lys Lys Arg Met Asp Tyr Tyr Asp 
565 570 575 

Ser Glu His His Glu Asp Phe Glu Phe lie Leu Gly Thr Arg Met Arg 
580 585 590 

Lys Leu Ala Arg Glu Gly Gin Lys Pro Pro Glu Gly Phe Met Ala Pro 
595 600 605 

Lys Ala Trp Thr Val Leu Thr Glu Tyr Tyr Lys Ser Leu Glu Lys Ala 
610 615 620 

<210> 245 

<211> 556 

<212> PRT 
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<400> 245 

Met Ala Arg Thr Thr Ser Gin Leu Tyr Asp Ala Val Pro lie Gin Ser 
15 10 15 

Ser Val Val Leu Cys Ser Cys Pro Ser Pro Ser Met Val Arg Thr Gin 
20 25 30 

Thr Glu Ser Ser Thr Pro Pro Gly lie Pro Gly Gly Ser Arg Gin Gly 
35 40 45 

Pro Ala Met Asp Gly Thr Ala Ala Glu Pro Arg Pro Gly Ala Gly Ser 
50 55 60 

Leu Gin His Ala Gin Pro Pro Pro Gin Pro Arg Lys Lys Arg Pro Glu 
65 70 75 80 

Asp Phe Lys Phe Gly Lys lie Leu Gly Glu Gly Ser Phe Ser Thr Val 
85 90 95 

Val Leu Ala Arg Glu Leu Ala Thr Ser Arg Glu Tyr Ala lie Lys lie 
100 105 110 

Leu Glu Lys Arg His lie lie Lys Glu Asn Lys Val Pro Tyr Val Thr 
115 120 125 

Arg Glu Arg Asp Val Met Ser Arg Leu Asp His Pro Phe Phe Val Lys 
130 135 140 

Leu Tyr Phe Thr Phe Gin Asp Asp Glu Lys Leu Tyr Phe Gly Leu Ser 
145 150 155 160 

Tyr Ala Lys Asn Gly Glu Leu Leu Lys Tyr lie Arg Lys lie Gly Ser 
165 170 175 



Phe Asp Glu Thr Cys Thr Arg Phe Tyr Thr Ala Glu lie Val Ser Ala 
180 185 190 



Leu Glu Tyr Leu His Gly Lys Gly lie lie His Arg Asp Leu Lys Pro 
195 200 205 

Glu Asn lie Leu Leu Asn Glu Asp Met His lie Gin lie Thr Asp Phe 
210 215 220 

Gly Thr Ala Lys Val Leu Ser Pro Glu Ser Lys Gin Ala Arg Ala Asn 
225 230 235 240 

Ser Phe Val Gly Thr Ala Gin Tyr Val Ser Pro Glu Leu Leu Thr Glu 
245 250 255 

Lys Ser Ala Cys Lys Ser Ser Asp Leu Trp Ala Leu Gly Cys lie lie 
260 265 270 

Tyr Gin Leu Val Ala Gly Leu Pro Pro Phe Arg Ala Gly Asn Glu Tyr 
275 280 285 

Leu lie Phe Gin Lys lie lie Lys Leu Glu Tyr Asp Phe Pro Glu Lys 
290 295 300 

Phe Phe Pro Lys Ala Arg Asp Leu Val Glu Lys Leu Leu Val Leu Asp 
305 310 315 320 

Ala Thr Lys Arg Leu Gly Cys Glu Glu Met Glu Gly Tyr Gly Pro Leu 
325 330 335 

Lys Ala His Pro Phe Phe Glu Ser Val Thr Trp Glu Asn Leu His Gin 
340 345 350 

Gin Thr Pro Pro Lys Leu Thr Ala Tyr Leu Pro Ala Met Ser Glu Asp 
355 360 365 

Asp Glu Asp Cys Tyr Gly Asn Tyr Asp Asn Leu Leu Ser Gin Phe Gly 
370 375 380 

Cys Met Gin Val Ser Ser Ser Ser Ser Ser His Ser Leu Ser Ala Ser 
385 390 395 400 

Asp Thr Gly Leu Pro Gin Arg Ser Gly Ser Asn lie Glu Gin Tyr lie 
405 410 415 

His Asp Leu Asp Ser Asn Ser Phe Glu Leu Asp Leu Gin Phe Ser Glu 
420 425 430 

Asp Glu Lys Arg Leu Leu Leu Glu Lys Gin Ala Gly Gly Asn Pro Trp 
435 440 445 

His Gin Phe Val Glu Asn Asn Leu lie Leu Lys Met Gly Pro Val Asp 
450 455 460 

Lys Arg Lys Gly Leu Phe Ala Arg Arg Arg Gin Leu Leu Leu Thr Glu 
465 470 475 480 

Gly Pro His Leu Tyr Tyr Val Asp Pro Val Asn Lys Val Leu Lys Gly 
485 490 495 



Glu lie Pro Trp Ser Gin Glu Leu Arg Pro Glu Ala Lys Asn Phe Lys 
500 505 510 



Thr Phe Phe Val His Thr Pro Asn Arg Thr Tyr Tyr Leu Met Asp Pro 
515 520 525 

Ser Gly Asn Ala His Lys Trp Cys Arg Lys lie Gin Glu Val Trp Arg 
530 535 540 

Gin Arg Tyr Gin Ser His Pro Asp Ala Ala Val Gin 
545 550 555 

<210> 246 
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Met Ser Asp Val Thr lie Val Lys Glu Gly Trp Val Gin Lys Arg Gly 
15 10 15 

Glu Tyr lie Lys Asn Trp Arg Pro Arg Tyr Phe Leu Leu Lys Thr Asp 
20 25 30 

Gly Ser Phe lie Gly Tyr Lys Glu Lys Pro Gin Asp Val Asp Leu Pro 
35 40 45 

Tyr Pro Leu Asn Asn Phe Ser Val Ala Lys Cys Gin Leu Met Lys Thr 
50 55 60 

Glu Arg Pro Lys Pro Asn Thr Phe lie lie Arg Cys Leu Gin Trp Thr 
65 70 75 80 

Thr Val lie Glu Arg Thr Phe His Val Asp Thr Pro Glu Glu Arg Glu 
85 90 95 

Glu Trp Thr Glu Ala lie Gin Ala Val Ala Asp Arg Leu Gin Arg Gin 
100 105 110 

Glu Glu Glu Arg Met Asn Cys Ser Pro Thr Ser Gin lie Asp Asn lie 
115 120 125 

Gly Glu Glu Glu Met Asp Ala Ser Thr Thr His His Lys Arg Lys Thr 
130 135 140 

Met Asn Asp Phe Asp Tyr Leu Lys Leu Leu Gly Lys Gly Thr Phe Gly 
145 150 155 160 

Lys Val lie Leu Val Arg Glu Lys Ala Ser Gly Lys Tyr Tyr Ala Met 
165 170 175 

Lys lie Leu Lys Lys Glu Val lie lie Ala Lys Asp Glu Val Ala His 
180 185 190 



Thr Leu Thr Glu Ser Arg Val Leu Lys Asn Thr Arg His Pro Phe Leu 



195 



200 



205 



Thr Ser Leu Lys Tyr Ser Phe Gin Thr Lys Asp Arg Leu Cys Phe Val 
210 215 220 

Met Glu Tyr Val Asn Gly Gly Glu Leu Phe Phe His Leu Ser Arg Glu 
225 230 235 240 

Arg Val Phe Ser Glu Asp Arg Thr Arg Phe Tyr Gly Ala Glu lie Val 
245 250 255 

Ser Ala Leu Asp Tyr Leu His Ser Gly Lys lie Val Tyr Arg Asp Leu 
260 265 270 

Lys Leu Glu Asn Leu Met Leu Asp Lys Asp Gly His lie Lys lie Thr 
275 280 285 

Asp Phe Gly Leu Cys Lys Glu Gly lie Thr Asp Ala Ala Thr Met Lys 
290 295 300 

Thr Phe Cys Gly Thr Pro Glu Tyr Leu Ala Pro Glu Val Leu Glu Asp 
305 310 315 320 

Asn Asp Tyr Gly Arg Ala Val Asp Trp Trp Gly Leu Gly Val Val Met 
325 330 335 

Tyr Glu Met Met Cys Gly Arg Leu Pro Phe Tyr Asn Gin Asp His Glu 
340 345 350 

Lys Leu Phe Glu Leu lie Leu Met Glu Asp lie Lys Phe Pro Arg Thr 
355 360 365 

Leu Ser Ser Asp Ala Lys Ser Leu Leu Ser Gly Leu Leu lie Lys Asp 
370 375 380 

Pro Asn Lys Arg Leu Gly Gly Gly Pro Asp Asp Ala Lys Glu lie Met 
385 390 395 400 

Arg His Ser Phe Phe Ser Gly Val Asn Trp Gin Asp Val Tyr Asp Lys 
405 410 415 

Lys Leu Val Pro Pro Phe Lys Pro Gin Val Thr Ser Glu Thr Asp Thr 
420 425 430 

Arg Tyr Phe Asp Glu Glu Phe Thr Ala Gin Thr lie Thr lie Thr Pro 
435 440 445 

Pro Glu Lys Tyr Asp Glu Asp Gly Met Asp Cys Met Asp Asn Glu Arg 
450 455 460 

Arg Pro His Phe Pro Gin Phe Ser Tyr Ser Ala Ser Gly Arg Glu 
465 470 475 

<210> 247 

<211> 479 

<212> PRT 
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<400> 247 



Met Ser Asp Val Thr lie Val Lys Glu Gly Trp Val Gin Lys Arg Gly 
15 10 15 

Glu Tyr lie Lys Asn Trp Arg Pro Arg Tyr Phe Leu Leu Lys Thr Asp 
20 25 30 

Gly Ser Phe lie Gly Tyr Lys Glu Lys Pro Gin Asp Val Asp Leu Pro 
35 40 45 

Tyr Pro Leu Asn Asn Phe Ser Val Ala Lys Cys Gin Leu Met Lys Thr 
50 55 60 

Glu Arg Pro Lys Pro Asn Thr Phe lie lie Arg Cys Leu Gin Trp Thr 
65 70 75 80 

Thr Val lie Glu Arg Thr Phe His Val Asp Thr Pro Glu Glu Arg Glu 
85 90 95 

Glu Trp Thr Glu Ala lie Gin Ala Val Ala Asp Arg Leu Gin Arg Gin 
100 105 110 

Glu Glu Glu Arg Met Asn Cys Ser Pro Thr Ser Gin lie Asp Asn lie 
115 120 125 

Gly Glu Glu Glu Met Asp Ala Ser Thr Thr His His Lys Arg Lys Thr 
130 135 140 

Met Asn Asp Phe Asp Tyr Leu Lys Leu Leu Gly Lys Gly Thr Phe Gly 
145 150 155 160 

Lys Val lie Leu Val Arg Glu Lys Ala Ser Gly Lys Tyr Tyr Ala Met 
165 170 175 

Lys lie Leu Lys Lys Glu Val lie lie Ala Lys Asp Glu Val Ala His 
180 185 190 

Thr Leu Thr Glu Ser Arg Val Leu Lys Asn Thr Arg His Pro Phe Leu 
195 200 205 

Thr Ser Leu Lys Tyr Ser Phe Gin Thr Lys Asp Arg Leu Cys Phe Val 
210 215 220 

Met Glu Tyr Val Asn Gly Gly Glu Leu Phe Phe His Leu Ser Arg Glu 
225 230 235 240 

Arg Val Phe Ser Glu Asp Arg Thr Arg Phe Tyr Gly Ala Glu lie Val 
245 250 255 

Ser Ala Leu Asp Tyr Leu His Ser Gly Lys lie Val Tyr Arg Asp Leu 
260 265 270 



Lys Leu Glu Asn Leu Met Leu Asp Lys Asp Gly His lie Lys lie Thr 
275 280 285 



Asp Phe Gly Leu Cys Lys Glu Gly lie Thr Asp Ala Ala Thr Met Lys 
290 295 300 



Thr Phe Cys Gly Thr Pro Glu Tyr Leu Ala Pro Glu Val Leu Glu Asp 
305 310 315 320 

Asn Asp Tyr Gly Arg Ala Val Asp Trp Trp Gly Leu Gly Val Val Met 
325 330 335 

Tyr Glu Met Met Cys Gly Arg Leu Pro Phe Tyr Asn Gin Asp His Glu 
340 345 350 

Lys Leu Phe Glu Leu lie Leu Met Glu Asp lie Lys Phe Pro Arg Thr 
355 360 365 

Leu Ser Ser Asp Ala Lys Ser Leu Leu Ser Gly Leu Leu lie Lys Asp 
370 375 380 

Pro Asn Lys Arg Leu Gly Gly Gly Pro Asp Asp Ala Lys Glu lie Met 
385 390 395 400 

Arg His Ser Phe Phe Ser Gly Val Asn Trp Gin Asp Val Tyr Asp Lys 
405 410 415 

Lys Leu Val Pro Pro Phe Lys Pro Gin Val Thr Ser Glu Thr Asp Thr 
420 425 430 

Arg Tyr Phe Asp Glu Glu Phe Thr Ala Gin Thr lie Thr lie Thr Pro 
435 440 445 

Pro Glu Lys Tyr Asp Glu Asp Gly Met Asp Cys Met Asp Asn Glu Arg 
450 455 460 

Arg Pro His Phe Pro Gin Phe Ser Tyr Ser Ala Ser Gly Arg Glu 
465 470 475 

<210> 248 
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Met Ser Asp Val Thr lie Val Lys Glu Gly Trp Val Gin Lys Arg Gly 
15 10 15 

Glu Tyr lie Lys Asn Trp Arg Pro Arg Tyr Phe Leu Leu Lys Thr Asp 
20 25 30 

Gly Ser Phe lie Gly Tyr Lys Glu Lys Pro Gin Asp Val Asp Leu Pro 
35 40 45 

Tyr Pro Leu Asn Asn Phe Ser Val Ala Lys Cys Gin Leu Met Lys Thr 
50 55 60 



Glu Arg Pro Lys Pro Asn Thr Phe lie lie Arg Cys Leu Gin Trp Thr 
65 70 75 80 



Thr Val lie Glu Arg Thr Phe His Val Asp Thr Pro Glu Glu Arg Glu 
85 90 95 



Glu Trp Thr Glu Ala lie Gin Ala Val Ala Asp Arg Leu Gin Arg Gin 
100 105 110 

Glu Glu Glu Arg Met Asn Cys Ser Pro Thr Ser Gin lie Asp Asn lie 
115 120 125 

Gly Glu Glu Glu Met Asp Ala Ser Thr Thr His His Lys Arg Lys Thr 
130 135 140 

Met Asn Asp Phe Asp Tyr Leu Lys Leu Leu Gly Lys Gly Thr Phe Gly 
145 150 155 160 

Lys Val lie Leu Val Arg Glu Lys Ala Ser Gly Lys Tyr Tyr Ala Met 
165 170 175 

Lys lie Leu Lys Lys Glu Val lie lie Ala Lys Asp Glu Val Ala His 
180 185 190 

Thr Leu Thr Glu Ser Arg Val Leu Lys Asn Thr Arg His Pro Phe Leu 
195 200 205 

Thr Ser Leu Lys Tyr Ser Phe Gin Thr Lys Asp Arg Leu Cys Phe Val 
210 215 220 

Met Glu Tyr Val Asn Gly Gly Glu Leu Phe Phe His Leu Ser Arg Glu 
225 230 235 240 

Arg Val Phe Ser Glu Asp Arg Thr Arg Phe Tyr Gly Ala Glu lie Val 
245 250 255 

Ser Ala Leu Asp Tyr Leu His Ser Gly Lys lie Val Tyr Arg Asp Leu 
260 265 270 



Lys Leu Glu Asn 
275 

Asp Phe Gly Leu 
290 



Leu Met Leu Asp 
280 

Cys Lys Glu Gly 
295 



Lys Asp Gly His 

lie Thr Asp Ala 
300 



He Lys He Thr 
285 

Ala Thr Met Lys 



Thr Phe Cys Gly 
305 

Asn Asp Tyr Gly 



Tyr Glu Met Met 
340 

Lys Leu Phe Glu 
355 

Leu Ser Ser Asp 
370 



Thr Pro Glu Tyr 
310 

Arg Ala Val Asp 
325 

Cys Gly Arg Leu 



Leu He Leu Met 
360 

Ala Lys Ser Leu 
375 



Leu Ala Pro Glu 
315 

Trp Trp Gly Leu 
330 

Pro Phe Tyr Asn 
345 

Glu Asp He Lys 



Leu Ser Gly Leu 
380 



Val Leu Glu Asp 
320 

Gly Val Val Met 
335 

Gin Asp His Glu 
350 

Phe Pro Arg Thr 
365 

Leu He Lys Asp 



Pro Asn Lys Arg Leu Gly Gly Gly Pro Asp Asp Ala Lys Glu lie Met 
385 390 395 400 



Arg His Ser Phe Phe Ser Gly Val Asn Trp Gin Asp Val Tyr Asp Lys 
405 410 415 

Lys Leu Val Pro Pro Phe Lys Pro Gin Val Thr Ser Glu Thr Asp Thr 
420 425 430 

Arg Tyr Phe Asp Glu Glu Phe Thr Ala Gin Thr lie Thr lie Thr Pro 
435 440 445 

Pro Glu Lys Tyr Asp Glu Asp Gly Met Asp Cys Met Asp Asn Glu Arg 
450 455 460 

Arg Pro His Phe Pro Gin Phe Ser Tyr Ser Ala Ser Gly Arg Glu 
465 470 475 
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Met Glu Leu Leu Arg Thr lie Thr Tyr Gin Pro Ala Ala Ser Thr Lys 
15 10 15 

Met Cys Glu Gin Ala Leu Gly Lys Gly Cys Gly Gly Asp Ser Lys Lys 
20 25 30 

Lys Arg Pro Pro Gin Pro Pro Glu Glu Ser Gin Pro Pro Gin Ser Gin 
35 40 45 

Ala Gin Val Pro Pro Ala Ala Pro His His His His His His Ser His 
50 55 60 

Ser Gly Pro Glu lie Ser Arg lie lie Val Asp Pro Thr Thr Gly Lys 
65 70 75 80 

Arg Tyr Cys Arg Gly Lys Val Leu Gly Lys Gly Gly Phe Ala Lys Cys 
85 90 95 

Tyr Glu Met Thr Asp Leu Thr Asn Asn Lys Val Tyr Ala Ala Lys lie 
100 105 110 

lie Pro His Ser Arg Val Ala Lys Pro His Gin Arg Glu Lys lie Asp 
115 120 125 

Lys Glu lie Glu Leu His Arg lie Leu His His Lys His Val Val Gin 
130 135 140 

Phe Tyr His Tyr Phe Glu Asp Lys Glu Asn lie Tyr lie Leu Leu Glu 
145 150 155 160 



Tyr Cys Ser Arg Arg Ser Met Ala His lie Leu Lys Ala Arg Lys Val 



165 170 175 

Leu Thr Glu Pro Glu Val Arg Tyr Tyr Leu Arg Gin lie Val Ser Gly 
180 185 190 

Leu Lys Tyr Leu His Glu Gin Glu lie Leu His Arg Asp Leu Lys Leu 
195 200 205 

Gly Asn Phe Phe lie Asn Glu Ala Met Glu Leu Lys Val Gly Asp Phe 
210 215 220 

Gly Leu Ala Ala Arg Leu Glu Pro Leu Glu His Arg Arg Arg Thr lie 
225 230 235 240 

Cys Gly Thr Pro Asn Tyr Leu Ser Pro Glu Val Leu Asn Lys Gin Gly 
245 250 255 

His Gly Cys Glu Ser Asp lie Trp Ala Leu Gly Cys Val Met Tyr Thr 
260 265 270 

Met Leu Leu Gly Arg Pro Pro Phe Glu Thr Thr Asn Leu Lys Glu Thr 
275 280 285 

Tyr Arg Cys lie Arg Glu Ala Arg Tyr Thr Met Pro Ser Ser Leu Leu 
290 295 300 

Ala Pro Ala Lys His Leu lie Ala Ser Met Leu Ser Lys Asn Pro Glu 
305 310 315 320 

Asp Arg Pro Ser Leu Asp Asp lie lie Arg His Asp Phe Phe Leu Gin 
325 330 335 

Gly Phe Thr Pro Asp Arg Leu Ser Ser Ser Cys Cys His Thr Val Pro 
340 345 350 

Asp Phe His Leu Ser Ser Pro Ala Lys Asn Phe Phe Lys Lys Ala Ala 
355 360 365 

Ala Ala Leu Phe Gly Gly Lys Lys Asp Lys Ala Arg Tyr lie Asp Thr 
370 375 380 

His Asn Arg Val Ser Lys Glu Asp Glu Asp lie Tyr Lys Leu Arg His 
385 390 395 400 

Asp Leu Lys Lys Thr Ser lie Thr Gin Gin Pro Ser Lys His Arg Thr 
405 410 415 

Asp Glu Glu Leu Gin Pro Pro Thr Thr Thr Val Ala Arg Ser Gly Thr 
420 425 430 

Pro Ala Val Glu Asn Lys Gin Gin lie Gly Asp Ala lie Arg Met lie 
435 440 445 

Val Arg Gly Thr Leu Gly Ser Cys Ser Ser Ser Ser Glu Cys Leu Glu 
450 455 460 



Asp Ser Thr Met Gly Ser Val Ala Asp Thr Val Ala Arg Val Leu Arg 



465 



470 



475 



480 



Gly Cys Leu Glu Asn Met Pro Glu Ala Asp Cys lie Pro Lys Glu Gin 
485 490 495 

Leu Ser Thr Ser Phe Gin Trp Val Thr Lys Trp Val Asp Tyr Ser Asn 
500 505 510 

Lys Tyr Gly Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu 
515 520 525 

Phe Asn Asn Gly Ala His Met Ser Leu Leu Pro Asp Lys Lys Thr Val 
530 535 540 

His Tyr Tyr Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Asp 
545 550 555 560 

Ala Pro Glu Gin Phe lie Ser Gin Val Thr Val Leu Lys Tyr Phe Ser 
565 570 575 

His Tyr Met Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val 
580 585 590 

Thr Asp lie Arg Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser 
595 600 605 

Asp Lys Ala Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn 
610 615 620 

Phe Tyr His Asp His Thr Lys lie lie lie Cys Ser Gin Asn Glu Glu 
625 630 635 640 

Tyr Leu Leu Thr Tyr lie Asn Glu Asp Arg lie Ser Thr Thr Phe Arg 
645 650 655 

Leu Thr Thr Leu Leu Met Ser Gly Cys Ser Ser Glu Leu Lys Asn Arg 
660 665 670 

Met Glu Tyr Ala Leu Asn Met Leu Leu Gin Arg Cys Asn 
675 680 685 
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Met Glu Leu Leu Arg Thr lie Thr Tyr Gin Pro Ala Ala Ser Thr Lys 
15 10 15 

Met Cys Glu Gin Ala Leu Gly Lys Gly Cys Gly Gly Asp Ser Lys Lys 
20 25 30 



Lys Arg Pro Pro Gin Pro Pro Glu Glu Ser Gin Pro Pro Gin Ser Gin 
35 40 45 



Ala Gin Val Pro Pro Ala Ala Pro His His His His His His Ser His 
50 55 60 



Ser Gly Pro Glu lie Ser Arg lie lie Val Asp Pro Thr Thr Gly Lys 
65 70 75 80 

Arg Tyr Cys Arg Gly Lys Val Leu Gly Lys Gly Gly Phe Ala Lys Cys 
85 90 95 

Tyr Glu Met Thr Asp Leu Thr Asn Asn Lys Val Tyr Ala Ala Lys lie 
100 105 110 

lie Pro His Ser Arg Val Ala Lys Pro His Gin Arg Glu Lys lie Asp 
115 120 125 

Lys Glu lie Glu Leu His Arg lie Leu His His Lys His Val Val Gin 
130 135 140 

Phe Tyr His Tyr Phe Glu Asp Lys Glu Asn lie Tyr lie Leu Leu Glu 
145 150 155 160 

Tyr Cys Ser Arg Arg Ser Met Ala His lie Leu Lys Ala Arg Lys Val 
165 170 175 

Leu Thr Glu Pro Glu Val Arg Tyr Tyr Leu Arg Gin lie Val Ser Gly 
180 185 190 

Leu Lys Tyr Leu His Glu Gin Glu lie Leu His Arg Asp Leu Lys Leu 
195 200 205 

Gly Asn Phe Phe lie Asn Glu Ala Met Glu Leu Lys Val Gly Asp Phe 
210 215 220 

Gly Leu Ala Ala Arg Leu Glu Pro Leu Glu His Arg Arg Arg Thr lie 
225 230 235 240 

Cys Gly Thr Pro Asn Tyr Leu Ser Pro Glu Val Leu Asn Lys Gin Gly 
245 250 255 

His Gly Cys Glu Ser Asp lie Trp Ala Leu Gly Cys Val Met Tyr Thr 
260 265 270 

Met Leu Leu Gly Arg Pro Pro Phe Glu Thr Thr Asn Leu Lys Glu Thr 
275 280 285 

Tyr Arg Cys lie Arg Glu Ala Arg Tyr Thr Met Pro Ser Ser Leu Leu 
290 295 300 

Ala Pro Ala Lys His Leu lie Ala Ser Met Leu Ser Lys Asn Pro Glu 
305 310 315 320 

Asp Arg Pro Ser Leu Asp Asp lie lie Arg His Asp Phe Phe Leu Gin 
325 330 335 



Gly Phe Thr Pro Asp Arg Leu Ser Ser Ser Cys Cys His Thr Val Pro 
340 345 350 



Asp Phe His Leu Ser Ser Pro Ala Lys Asn Phe Phe Lys Lys Ala Ala 
355 360 365 

Ala Ala Leu Phe Gly Gly Lys Lys Asp Lys Ala Arg Tyr lie Asp Thr 
370 375 380 

His Asn Arg Val Ser Lys Glu Asp Glu Asp lie Tyr Lys Leu Arg His 
385 390 395 400 

Asp Leu Lys Lys Thr Ser lie Thr Gin Gin Pro Ser Lys His Arg Thr 
405 410 415 

Asp Glu Glu Leu Gin Pro Pro Thr Thr Thr Val Ala Arg Ser Gly Thr 
420 425 430 

Pro Ala Val Glu Asn Lys Gin Gin lie Gly Asp Ala lie Arg Met lie 
435 440 445 

Val Arg Gly Thr Leu Gly Ser Cys Ser Ser Ser Ser Glu Cys Leu Glu 
450 455 460 

Asp Ser Thr Met Gly Ser Val Ala Asp Thr Val Ala Arg Val Leu Arg 
465 470 475 480 

Gly Cys Leu Glu Asn Met Pro Glu Ala Asp Cys lie Pro Lys Glu Gin 
485 490 495 

Leu Ser Thr Ser Phe Gin Trp Val Thr Lys Trp Val Asp Tyr Ser Asn 
500 505 510 

Lys Tyr Gly Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu 
515 520 525 

Phe Asn Asn Gly Ala His Met Ser Leu Leu Pro Asp Lys Lys Thr Val 
530 535 540 

His Tyr Tyr Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Asp 
545 550 555 560 

Ala Pro Glu Gin Phe lie Ser Gin Val Thr Val Leu Lys Tyr Phe Ser 
565 570 575 

His Tyr Met Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val 
580 585 590 

Thr Asp lie Arg Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser 
595 600 605 

Asp Lys Ala Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn 
610 615 620 

Phe Tyr His Asp His Thr Lys lie lie lie Cys Ser Gin Asn Glu Glu 
625 630 635 640 

Tyr Leu Leu Thr Tyr lie Asn Glu Asp Arg lie Ser Thr Thr Phe Arg 
645 650 655 



Leu Thr Thr Leu Leu Met Ser Gly Cys Ser Ser Glu Leu Lys Asn Arg 
660 665 670 



Met Glu Tyr Ala Leu Asn Met Leu Leu Gin Arg Cys Asn 
675 680 685 

<210> 251 

<211> 685 

<212> PRT 

<213> Homo sapiens 

<400> 251 

Met Glu Leu Leu Arg Thr lie Thr Tyr Gin Pro Ala Ala Ser Thr Lys 
15 10 15 

Met Cys Glu Gin Ala Leu Gly Lys Gly Cys Gly Gly Asp Ser Lys Lys 
20 25 30 

Lys Arg Pro Pro Gin Pro Pro Glu Glu Ser Gin Pro Pro Gin Ser Gin 
35 40 45 

Ala Gin Val Pro Pro Ala Ala Pro His His His His His His Ser His 
50 55 60 

Ser Gly Pro Glu lie Ser Arg lie lie Val Asp Pro Thr Thr Gly Lys 
65 70 75 80 

Arg Tyr Cys Arg Gly Lys Val Leu Gly Lys Gly Gly Phe Ala Lys Cys 
85 90 95 

Tyr Glu Met Thr Asp Leu Thr Asn Asn Lys Val Tyr Ala Ala Lys lie 
100 105 110 

lie Pro His Ser Arg Val Ala Lys Pro His Gin Arg Glu Lys lie Asp 
115 120 125 

Lys Glu lie Glu Leu His Arg lie Leu His His Lys His Val Val Gin 
130 135 140 

Phe Tyr His Tyr Phe Glu Asp Lys Glu Asn lie Tyr lie Leu Leu Glu 
145 150 155 160 

Tyr Cys Ser Arg Arg Ser Met Ala His lie Leu Lys Ala Arg Lys Val 
165 170 175 

Leu Thr Glu Pro Glu Val Arg Tyr Tyr Leu Arg Gin lie Val Ser Gly 
180 185 190 

Leu Lys Tyr Leu His Glu Gin Glu lie Leu His Arg Asp Leu Lys Leu 
195 200 205 

Gly Asn Phe Phe lie Asn Glu Ala Met Glu Leu Lys Val Gly Asp Phe 
210 215 220 



Gly Leu Ala Ala Arg Leu Glu Pro Leu Glu His Arg Arg Arg Thr lie 
225 230 235 240 



Cys Gly Thr Pro Asn Tyr Leu Ser Pro Glu Val Leu Asn Lys Gin Gly 
245 250 255 

His Gly Cys Glu Ser Asp lie Trp Ala Leu Gly Cys Val Met Tyr Thr 
260 265 270 

Met Leu Leu Gly Arg Pro Pro Phe Glu Thr Thr Asn Leu Lys Glu Thr 
275 280 285 

Tyr Arg Cys lie Arg Glu Ala Arg Tyr Thr Met Pro Ser Ser Leu Leu 
290 295 300 

Ala Pro Ala Lys His Leu lie Ala Ser Met Leu Ser Lys Asn Pro Glu 
305 310 315 320 

Asp Arg Pro Ser Leu Asp Asp lie lie Arg His Asp Phe Phe Leu Gin 
325 330 335 

Gly Phe Thr Pro Asp Arg Leu Ser Ser Ser Cys Cys His Thr Val Pro 
340 345 350 

Asp Phe His Leu Ser Ser Pro Ala Lys Asn Phe Phe Lys Lys Ala Ala 
355 360 365 

Ala Ala Leu Phe Gly Gly Lys Lys Asp Lys Ala Arg Tyr lie Asp Thr 
370 375 380 

His Asn Arg Val Ser Lys Glu Asp Glu Asp lie Tyr Lys Leu Arg His 
385 390 395 400 

Asp Leu Lys Lys Thr Ser lie Thr Gin Gin Pro Ser Lys His Arg Thr 
405 410 415 

Asp Glu Glu Leu Gin Pro Pro Thr Thr Thr Val Ala Arg Ser Gly Thr 
420 425 430 

Pro Ala Val Glu Asn Lys Gin Gin lie Gly Asp Ala lie Arg Met lie 
435 440 445 

Val Arg Gly Thr Leu Gly Ser Cys Ser Ser Ser Ser Glu Cys Leu Glu 
450 455 460 

Asp Ser Thr Met Gly Ser Val Ala Asp Thr Val Ala Arg Val Leu Arg 
465 470 475 480 

Gly Cys Leu Glu Asn Met Pro Glu Ala Asp Cys lie Pro Lys Glu Gin 
485 490 495 

Leu Ser Thr Ser Phe Gin Trp Val Thr Lys Trp Val Asp Tyr Ser Asn 
500 505 510 

Lys Tyr Gly Phe Gly Tyr Gin Leu Ser Asp His Thr Val Gly Val Leu 
515 520 525 

Phe Asn Asn Gly Ala His Met Ser Leu Leu Pro Asp Lys Lys Thr Val 
530 535 540 



His Tyr Tyr Ala Glu Leu Gly Gin Cys Ser Val Phe Pro Ala Thr Asp 
545 550 555 560 



Ala Pro Glu Gin Phe lie Ser Gin Val Thr Val Leu Lys Tyr Phe Ser 
565 570 575 

His Tyr Met Glu Glu Asn Leu Met Asp Gly Gly Asp Leu Pro Ser Val 
580 585 590 

Thr Asp lie Arg Arg Pro Arg Leu Tyr Leu Leu Gin Trp Leu Lys Ser 
595 600 605 

Asp Lys Ala Leu Met Met Leu Phe Asn Asp Gly Thr Phe Gin Val Asn 
610 615 620 

Phe Tyr His Asp His Thr Lys lie lie lie Cys Ser Gin Asn Glu Glu 
625 630 635 640 

Tyr Leu Leu Thr Tyr lie Asn Glu Asp Arg lie Ser Thr Thr Phe Arg 
645 650 655 

Leu Thr Thr Leu Leu Met Ser Gly Cys Ser Ser Glu Leu Lys Asn Arg 
660 665 670 

Met Glu Tyr Ala Leu Asn Met Leu Leu Gin Arg Cys Asn 
675 680 685 

<210> 252 

<211> 305 

<212> PRT 

<213> Homo sapiens 

<400> 252 

Met Gly His Ala Leu Cys Val Cys Ser Arg Gly Thr Val lie lie Asp 
15 10 15 

Asn Lys Arg Tyr Leu Phe lie Gin Lys Leu Gly Glu Gly Gly Phe Ser 
20 25 30 

Tyr Val Asp Leu Val Glu Gly Leu His Asp Gly His Phe Tyr Ala Leu 
35 40 45 

Lys Arg lie Leu Cys His Glu Gin Gin Asp Arg Glu Glu Ala Gin Arg 
50 55 60 

Glu Ala Asp Met His Arg Leu Phe Asn His Pro Asn lie Leu Arg Leu 
65 70 75 80 

Val Ala Tyr Cys Leu Arg Glu Arg Gly Ala Lys His Glu Ala Trp Leu 
85 90 95 

Leu Leu Pro Phe Phe Lys Arg Gly Thr Leu Trp Asn Glu lie Glu Arg 
100 105 110 



Leu Lys Asp Lys Gly Asn Phe Leu Thr Glu Asp Gin lie Leu Trp Leu 



115 



120 



125 



Leu Leu Gly lie Cys Arg Gly Leu Glu Ala lie His Ala Lys Gly Tyr 
130 135 140 

Ala His Arg Asp Leu Lys Pro Thr Asn lie Leu Leu Gly Asp Glu Gly 
145 150 155 160 

Gin Pro Val Leu Met Asp Leu Gly Ser Met Asn Gin Ala Cys lie His 
165 170 175 

Val Glu Gly Ser Arg Gin Ala Leu Thr Leu Gin Asp Trp Ala Ala Gin 
180 185 190 

Arg Cys Thr lie Ser Tyr Arg Ala Pro Glu Leu Phe Ser Val Gin Ser 
195 200 205 

His Cys Val lie Asp Glu Arg Thr Asp Val Trp Ser Phe Gly Cys Val 
210 215 220 

Leu Tyr Ala Met Met Phe Gly Glu Gly Pro Tyr Asp Met Val Phe Gin 
225 230 235 240 

Lys Gly Asp Ser Val Ala Leu Ala Val Gin Asn Gin Leu Ser lie Pro 
245 250 255 

Gin Ser Pro Arg His Ser Ser Ala Leu Arg Gin Leu Leu Asn Ser Met 
260 265 270 

Met Thr Val Asp Pro His Gin Arg Pro His lie Pro Leu Leu Leu Ser 
275 280 285 

Gin Leu Glu Ala Leu Gin Pro Pro Ala Pro Gly Gin His Thr Thr Gin 
290 295 300 



He 






305 
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Met Glu Arg 


Ala He 


1 




5 



10 15 

Leu Leu Leu Leu Gly Leu Ala Ala Arg Thr Val Ala Ala Gly Arg Ala 
20 25 30 

Arg Gly Leu Pro Ala Pro Thr Ala Glu Ala Ala Phe Gly Leu Gly Ala 
35 40 45 



Ala Ala Ala Pro Thr Ser Ala Thr Arg Val Pro Ala Ala Gly Ala Val 
50 55 60 



Ala Ala Ala Glu Val Thr Val Glu Asp Ala Glu Ala Leu Pro Ala Ala 
65 70 75 80 



Ala Gly Glu Gin Glu Pro Arg Gly Pro Glu Pro Asp Asp Glu Thr Glu 
85 90 95 

Leu Arg Pro Arg Gly Arg Ser Leu Val lie lie Ser Thr Leu Asp Gly 
100 105 110 

Arg lie Ala Ala Leu Asp Pro Glu Asn His Gly Lys Lys Gin Trp Asp 
115 120 125 

Leu Asp Val Gly Ser Gly Ser Leu Val Ser Ser Ser Leu Ser Lys Pro 
130 135 140 

Glu Val Phe Gly Asn Lys Met lie lie Pro Ser Leu Asp Gly Ala Leu 
145 150 155 160 

Phe Gin Trp Asp Arg Asp Arg Glu Ser Met Glu Thr Val Pro Phe Thr 
165 170 175 

Val Glu Ser Leu Leu Glu Ser Ser Tyr Lys Phe Gly Asp Asp Val Val 
180 185 190 

Leu Val Gly Gly Lys Ser Leu Thr Thr Tyr Gly Leu Ser Ala Tyr Ser 
195 200 205 

Gly Lys Val Arg Tyr lie Cys Ser Ala Leu Gly Cys Arg Gin Trp Asp 
210 215 220 

Ser Asp Glu Met Glu Gin Glu Glu Asp lie Leu Leu Leu Gin Arg Thr 
225 230 235 240 

Gin Lys Thr Val Arg Ala Val Gly Pro Arg Ser Gly Asn Glu Lys Trp 
245 250 255 

Asn Phe Ser Val Gly His Phe Glu Leu Arg Tyr lie Pro Asp Met Glu 
260 265 270 

Thr Arg Ala Gly Phe lie Glu Ser Thr Phe Lys Pro Asn Glu Asn Thr 
275 280 285 

Glu Glu Ser Lys lie lie Ser Asp Val Glu Glu Gin Glu Ala Ala lie 
290 295 300 

Met Asp lie Val He Lys Val Ser Val Ala Asp Trp Lys Val Met Ala 
305 310 315 320 

Phe Ser Lys Lys Gly Gly His Leu Glu Trp Glu Tyr Gin Phe Cys Thr 
325 330 335 

Pro He Ala Ser Ala Trp Leu Leu Lys Asp Gly Lys Val He Pro He 
340 345 350 



Ser Leu Phe Asp Asp Thr Ser Tyr Thr Ser Asn Asp Asp Val Leu Glu 
355 360 365 



Asp Glu Glu Asp lie Val Glu Ala Ala Arg Gly Ala Thr Glu Asn Ser 
370 375 380 



Val Tyr Leu Gly Met Tyr Arg Gly Gin Leu Tyr Leu Gin Ser Ser Val 
385 390 395 400 

Arg lie Ser Glu Lys Phe Pro Ser Ser Pro Lys Ala Leu Glu Ser Val 
405 410 415 

Thr Asn Glu Asn Ala lie lie Pro Leu Pro Thr lie Lys Trp Lys Pro 
420 425 430 

Leu lie His Ser Pro Ser Arg Thr Pro Val Leu Val Gly Ser Asp Glu 
435 440 445 

Phe Asp Lys Cys Leu Ser Asn Asp Lys Phe Ser His Glu Glu Tyr Ser 
450 455 460 

Asn Gly Ala Leu Ser lie Leu Gin Tyr Pro Tyr Asp Asn Gly Tyr Tyr 
465 470 475 480 

Leu Pro Tyr Tyr Lys Arg Glu Arg Asn Lys Arg Ser Thr Gin lie Thr 
485 490 495 

Val Arg Phe Leu Asp Asn Pro His Tyr Asn Lys Asn lie Arg Lys Lys 
500 505 510 

Asp Pro Val Leu Leu Leu His Trp Trp Lys Glu lie Val Ala Thr lie 
515 520 525 

Leu Phe Cys lie lie Ala Thr Thr Phe lie Val Arg Arg Leu Phe His 
530 535 540 

Pro His Pro His Arg Gin Arg Lys Glu Ser Glu Thr Gin Cys Gin Thr 
545 550 555 560 

Glu Asn Lys Tyr Asp Ser Val Ser Gly Glu Ala Asn Asp Ser Ser Trp 
565 570 575 

Asn Asp lie Lys Asn Ser Gly Tyr lie Ser Arg Tyr Leu Thr Asp Phe 
580 585 590 



Glu Pro lie Gin 
595 

Ala Lys Asn Lys 
610 

Leu Pro Asn Arg 
625 

Ala Leu Ala Lys 



Trp Leu Glu Ala 
660 



Cys Leu Gly Arg 
600 

Val Asp Asp Cys 
615 

Glu Leu Ala Arg 
630 

Leu Glu His Pro 
645 

Pro Pro Glu Lys 



Gly Gly Phe Gly 



Asn Tyr Ala lie 
620 

Glu Lys Val Met 
635 

Gly lie Val Arg 
650 

Trp Gin Glu Lys 
665 



Val Val Phe Glu 
605 

Lys Arg lie Arg 



Arg Glu Val Lys 
640 

Tyr Phe Asn Ala 
655 

Met Asp Glu lie 
670 



Trp Leu Lys Asp Glu Ser Thr Asp Trp Pro Leu Ser Ser Pro Ser Pro 
675 680 685 



Met Asp Ala Pro Ser Val Lys lie Arg Arg Met Asp Pro Phe Ser Thr 
690 695 700 

Lys Glu His lie Glu lie lie Ala Pro Ser Pro Gin Arg Ser Arg Ser 
705 710 715 720 

Phe Ser Val Gly lie Ser Cys Asp Gin Thr Ser Ser Ser Glu Ser Gin 
725 730 735 

Phe Ser Pro Leu Glu Phe Ser Gly Met Asp His Glu Asp lie Ser Glu 
740 745 750 

Ser Val Asp Ala Ala Tyr Asn Leu Gin Asp Ser Cys Leu Thr Asp Cys 
755 760 765 

Asp Val Glu Asp Gly Thr Met Asp Gly Asn Asp Glu Gly His Ser Phe 
770 775 780 

Glu Leu Cys Pro Ser Glu Ala Ser Pro Tyr Val Arg Ser Arg Glu Arg 
785 790 795 800 

Thr Ser Ser Ser lie Val Phe Glu Asp Ser Gly Cys Asp Asn Ala Ser 
805 810 815 

Ser Lys Glu Glu Pro Lys Thr Asn Arg Leu His lie Gly Asn His Cys 
820 825 830 

Ala Asn Lys Leu Thr Ala Phe Lys Pro Thr Ser Ser Lys Ser Ser Ser 
835 840 845 

Glu Ala Thr Leu Ser lie Ser Pro Pro Arg Pro Thr Thr Leu Ser Leu 
850 855 860 

Asp Leu Thr Lys Asn Thr Thr Glu Lys Leu Gin Pro Ser Ser Pro Lys 
865 870 875 880 

Val Tyr Leu Tyr lie Gin Met Gin Leu Cys Arg Lys Glu Asn Leu Lys 
885 890 895 

Asp Trp Met Asn Gly Arg Cys Thr lie Glu Glu Arg Glu Arg Ser Val 
900 905 910 

Cys Leu His lie Phe Leu Gin lie Ala Glu Ala Val Glu Phe Leu His 
915 920 925 

Ser Lys Gly Leu Met His Arg Asp Leu Lys Pro Ser Asn lie Phe Phe 
930 935 940 

Thr Met Asp Asp Val Val Lys Val Gly Asp Phe Gly Leu Val Thr Ala 
945 950 955 960 



Met Asp Gin Asp Glu Glu Glu Gin Thr Val Leu Thr Pro Met Pro Ala 
965 970 975 



Tyr Ala Arg His Thr Gly Gin Val Gly Thr Lys Leu Tyr Met Ser Pro 
980 985 990 



Glu Gin lie His Gly Asn Ser Tyr Ser His Lys Val Asp lie Phe Ser 
995 1000 1005 

Leu Gly Leu lie Leu Phe Glu Leu Leu Tyr Pro Phe Ser Thr Gin 
1010 1015 1020 

Met Glu Arg Val Arg Thr Leu Thr Asp Val Arg Asn Leu Lys Phe 
1025 1030 1035 

Pro Pro Leu Phe Thr Gin Lys Tyr Pro Cys Glu Tyr Val Met Val 
1040 1045 1050 

Gin Asp Met Leu Ser Pro Ser Pro Met Glu Arg Pro Glu Ala lie 
1055 1060 1065 

Asn lie lie Glu Asn Ala Val Phe Glu Asp Leu Asp Phe Pro Gly 
1070 1075 1080 

Lys Thr Val Leu Arg Gin Arg Ser Arg Ser Leu Ser Ser Ser Gly 
1085 1090 1095 

Thr Lys His Ser Arg Gin Ser Asn Asn Ser His Ser Pro Leu Pro 
1100 1105 1110 

Ser Asn 
1115 

<210> 254 

<211> 743 

<212> PRT 

<213> Homo sapiens 

<400> 254 

Met Gly Ser Arg Ala Gin Lys Ser Ala Gly Asn Ala Glu Leu Trp Glu 
15 10 15 

Pro Leu Pro Glu Gly Arg Pro Arg Pro Ala Gly Thr Ser Ser Ala Val 
20 25 30 

Ser Ala Trp Ala Ser Leu Lys Leu Cys Leu Arg Gly Gly Ser Gly Arg 
35 40 45 

Arg Gin Arg Leu Gly Gly Gly Arg Met Gin Pro Glu Glu Gly His Arg 
50 55 60 

Leu Ala Ala Gly Ala Ala Val Arg Gly Ala Ala Ala Thr Val Leu Leu 
65 70 75 80 

Arg Leu Arg Asp Asp Leu Asn Val Thr Arg Leu Ser His Phe Glu Tyr 
85 90 95 



Val Lys Asn Glu Asp Leu Glu Lys lie Gly Met Gly Arg Pro Gly Gin 
100 105 110 



Arg Arg Leu Trp Glu Ala Val Lys Arg Arg Lys Ala Leu Cys Lys Arg 
115 120 125 

Lys Ser Trp Met Asn Lys Val Phe Ser Gly Lys Arg Leu Glu Ala Glu 
130 135 140 

Phe Pro Pro His His Ser Gin Ser Thr Phe Arg Lys Thr Ser Pro Ala 
145 150 155 160 

Pro Gly Gly Pro Ala Gly Glu Gly Pro Leu Gin Ser Leu Thr Cys Leu 
165 170 175 

lie Gly Glu Lys Asp Leu Arg Leu Leu Glu Lys Leu Gly Asp Gly Ser 
180 185 190 

Phe Gly Val Val Arg Arg Gly Glu Trp Asp Ala Pro Ser Gly Lys Thr 
195 200 205 

Val Ser Pro Pro Gin Pro Ala Phe Phe Thr Gin Lys Pro Thr Tyr Asp 
210 215 220 

Pro Val Ser Glu Asp Gin Asp Pro Leu Ser Ser Asp Phe Lys Arg Leu 
225 230 235 240 

Gly Leu Arg Lys Pro Gly Leu Pro Arg Gly Leu Trp Leu Ala Lys Pro 
245 250 255 

Ser Ala Arg Val Pro Gly Thr Lys Ala Ser Arg Gly Ser Gly Ala Glu 
260 265 270 

Val Thr Leu lie Asp Phe Gly Glu Glu Pro Val Val Pro Ala Leu Arg 
275 280 285 

Pro Cys Ala Pro Ser Leu Ala Gin Leu Ala Met Asp Ala Cys Ser Leu 
290 295 300 

Leu Asp Glu Thr Pro Pro Gin Ser Pro Thr Arg Ala Leu Pro Arg Pro 
305 310 315 320 

Leu His Pro Thr Pro Val Val Asp Trp Asp Ala Arg Pro Leu Pro Pro 
325 330 335 

Pro Pro Ala Tyr Asp Asp Val Ala Gin Asp Glu Asp Asp Phe Glu lie 
340 345 350 

Cys Ser lie Asn Ser Thr Leu Val Gly Ala Gly Val Pro Ala Gly Pro 
355 360 365 

Ser Gin Gly Gin Thr Asn Tyr Ala Phe Val Pro Glu Gin Ala Arg Pro 
370 375 380 

Pro Pro Pro Leu Glu Asp Asn Leu Phe Leu Pro Pro Gin Gly Gly Gly 
385 390 395 400 

Lys Pro Pro Ser Ser Ala Gin Thr Ala Glu lie Phe Gin Ala Leu Gin 
405 410 415 



Gin Glu Cys Met Arg Gin Leu Gin Ala Pro Ala Gly Ser Pro Ala Pro 
420 425 430 



Ser Pro Ser Pro Gly Gly Asp Asp Lys Pro Gin Val Pro Pro Arg Val 
435 440 445 

Pro lie Pro Pro Arg Pro Thr Arg Pro His Val Gin Leu Ser Pro Ala 
450 455 460 

Pro Pro Gly Glu Glu Glu Thr Ser Gin Trp Pro Gly Pro Ala Ser Pro 
465 470 475 480 

Pro Arg Val Pro Pro Arg Glu Pro Leu Ser Pro Gin Gly Ser Arg Thr 
485 490 495 

Pro Ser Pro Leu Val Pro Pro Gly Ser Ser Pro Leu Pro Pro Arg Leu 
500 505 510 

Ser Ser Ser Pro Gly Lys Thr Met Pro Thr Thr Gin Ser Phe Ala Ser 
515 520 525 

Asp Pro Lys Tyr Ala Thr Pro Gin Val lie Gin Ala Pro Gly Pro Arg 
530 535 540 

Ala Gly Pro Cys lie Leu Pro lie Val Arg Asp Gly Lys Lys Val Ser 
545 550 555 560 

Ser Thr His Tyr Tyr Leu Leu Pro Glu Arg Pro Ser Tyr Leu Glu Arg 
565 570 575 

Tyr Gin Arg Phe Leu Arg Glu Ala Gin Ser Pro Glu Glu Pro Thr Pro 
580 585 590 

Leu Pro Val Pro Leu Leu Leu Pro Pro Pro Ser Thr Pro Ala Pro Ala 
595 600 605 

Ala Pro Thr Ala Thr Val Arg Pro Met Pro Gin Ala Ala Leu Asp Pro 
610 615 620 

Lys Ala Asn Phe Ser Thr Asn Asn Ser Asn Pro Gly Ala Arg Pro Pro 
625 630 635 640 

Pro Pro Arg Ala Thr Ala Arg Leu Pro Gin Arg Gly Cys Pro Gly Asp 
645 650 655 

Gly Pro Glu Ala Gly Arg Pro Ala Asp Lys lie Gin Met Ala Met Val 
660 665 670 

His Gly Val Thr Thr Glu Glu Cys Gin Ala Ala Leu Gin Cys His Gly 
675 680 685 

Trp Ser Val Gin Arg Ala Cys Pro Val Ser Glu Gly Gly Ala Ala Leu 
690 695 700 



Arg Ala Gly Ser Ala Ala Gin Arg Glu Cys His Lys Val Leu Glu Met 
705 710 715 720 



Phe Asp Trp Asn Leu Glu Gin Ala Gly Cys His Leu Leu Gly Ser Trp 
725 730 735 



Gly Pro Ala His His Lys Arg 
740 

<210> 255 

<211> 1036 

<212> PRT 

<213> Homo sapiens 

<400> 255 

Met Gin Pro Glu Glu Gly Thr Gly Trp Leu Leu Glu Leu Leu Ser Glu 
15 10 15 

Val Gin Leu Gin Gin Tyr Phe Leu Arg Leu Arg Asp Asp Leu Asn Val 
20 25 30 

Thr Arg Leu Ser His Phe Glu Tyr Val Lys Asn Glu Asp Leu Glu Lys 
35 40 45 

lie Gly Met Gly Arg Pro Gly Gin Arg Arg Leu Trp Glu Ala Val Lys 
50 55 60 

Arg Arg Lys Ala Leu Cys Lys Arg Lys Ser Trp Met Ser Lys Val Phe 
65 70 75 80 

Ser Gly Lys Arg Leu Glu Ala Glu Phe Pro Pro His His Ser Gin Ser 
85 90 95 

Thr Phe Arg Lys Thr Ser Pro Ala Pro Gly Gly Pro Ala Gly Glu Gly 
100 105 110 

Pro Leu Gin Ser Leu Thr Cys Leu lie Gly Glu Lys Asp Leu Arg Leu 
115 120 125 

Leu Glu Lys Leu Gly Asp Gly Ser Phe Gly Val Val Arg Arg Gly Glu 
130 135 140 

Trp Asp Ala Pro Ser Gly Lys Thr Val Ser Val Ala Val Lys Cys Leu 
145 150 155 160 

Lys Pro Asp Val Leu Ser Gin Pro Glu Ala Met Asp Asp Phe lie Arg 
165 170 175 

Glu Val Asn Ala Met His Ser Leu Asp His Arg Asn Leu lie Arg Leu 
180 185 190 

Tyr Gly Val Val Leu Thr Pro Pro Met Lys Met Val Thr Glu Leu Ala 
195 200 205 

Pro Leu Gly Ser Leu Leu Asp Arg Leu Arg Lys His Gin Gly His Phe 
210 215 220 



Leu Leu Gly Thr Leu Ser Arg Tyr Ala Val Gin Val Ala Glu Gly Met 



225 



230 



235 



240 



Gly Tyr Leu Glu Ser Lys Arg Phe lie His Arg Asp Leu Ala Ala Arg 
245 250 255 

Asn Leu Leu Leu Ala Thr Arg Asp Leu Val Lys lie Gly Asp Phe Gly 
260 265 270 

Leu Met Arg Ala Leu Pro Gin Asn Asp Asp His Tyr Val Met Gin Glu 
275 280 285 

His Arg Lys Val Pro Phe Ala Trp Cys Ala Pro Glu Ser Leu Lys Thr 
290 295 300 

Arg Thr Phe Ser His Ala Ser Asp Thr Trp Met Phe Gly Val Thr Leu 
305 310 315 320 

Trp Glu Met Phe Thr Tyr Gly Gin Glu Pro Trp lie Gly Leu Asn Gly 
325 330 335 

Ser Gin lie Leu His Lys lie Asp Lys Glu Gly Glu Arg Leu Pro Arg 
340 345 350 

Pro Glu Asp Cys Pro Gin Asp lie Tyr Asn Val Met Val Gin Cys Trp 
355 360 365 

Ala His Lys Pro Glu Asp Arg Pro Thr Phe Val Ala Leu Arg Asp Phe 
370 375 380 

Leu Leu Glu Ala Gin Pro Thr Asp Met Arg Ala Leu Gin Asp Phe Glu 
385 390 395 400 

Glu Pro Asp Lys Leu His lie Gin Met Asn Asp Val lie Thr Val lie 
405 410 415 

Glu Gly Arg Ala Glu Asn Tyr Trp Trp Arg Gly Gin Asn Thr Arg Thr 
420 425 430 

Leu Cys Val Gly Pro Phe Pro Arg Asn Val Val Thr Ser Val Ala Gly 
435 440 445 

Leu Ser Ala Gin Asp lie Ser Gin Pro Leu Gin Asn Ser Phe lie His 
450 455 460 

Thr Gly His Gly Asp Ser Asp Pro Arg His Cys Trp Gly Phe Pro Asp 
465 470 475 480 

Arg lie Asp Glu Leu Tyr Leu Gly Asn Pro Met Asp Pro Pro Asp Leu 
485 490 495 

Leu Ser Val Glu Leu Ser Thr Ser Arg Pro Pro Gin His Leu Gly Gly 
500 505 510 

Val Lys Lys Pro Thr Tyr Asp Pro Val Ser Glu Asp Gin Asp Pro Leu 
515 520 525 



Ser Ser Asp Phe Lys Arg Leu Gly Leu Arg Lys Pro Gly Leu Pro Arg 



530 535 540 

Gly Leu Trp Leu Ala Lys Pro Ser Ala Arg Val Pro Gly Thr Lys Ala 
545 550 555 560 

Ser Arg Gly Ser Gly Ala Glu Val Thr Leu lie Asp Phe Gly Glu Glu 
565 570 575 

Pro Val Val Pro Ala Leu Arg Pro Cys Pro Pro Ser Leu Ala Gin Leu 
580 585 590 

Ala Met Asp Ala Cys Ser Leu Leu Asp Glu Thr Pro Pro Gin Ser Pro 
595 600 605 

Thr Arg Ala Leu Pro Arg Pro Leu His Pro Thr Pro Val Val Asp Trp 
610 615 620 

Asp Ala Arg Pro Leu Pro Pro Pro Pro Ala Tyr Asp Asp Val Ala Gin 
625 630 635 640 

Asp Glu Asp Asp Phe Glu lie Cys Ser lie Asn Ser Thr Leu Val Gly 
645 650 655 

Ala Gly Val Pro Ala Gly Pro Ser Gin Gly Gin Thr Asn Tyr Ala Phe 
660 665 670 

Val Pro Glu Gin Ala Arg Pro Pro Pro Pro Leu Glu Asp Asn Leu Phe 
675 680 685 

Leu Pro Pro Gin Gly Gly Gly Lys Pro Pro Ser Ser Ala Gin Thr Ala 
690 695 700 

Glu lie Phe Gin Ala Leu Gin Gin Glu Cys Met Arg Gin Leu Gin Ala 
705 710 715 720 

Pro Gly Ser Pro Ala Pro Ser Pro Ser Pro Gly Gly Asp Asp Lys Pro 
725 730 735 

Gin Val Pro Pro Arg Val Pro lie Pro Pro Arg Pro Thr Arg Pro His 
740 745 750 

Val Gin Leu Ser Pro Ala Pro Pro Gly Glu Glu Glu Thr Ser Gin Trp 
755 760 765 

Pro Gly Pro Ala Ser Pro Pro Arg Val Pro Pro Arg Glu Pro Leu Ser 
770 775 780 

Pro Gin Gly Ser Arg Thr Pro Ser Pro Leu Val Pro Pro Gly Ser Ser 
785 790 795 800 

Pro Leu Pro Pro Arg Leu Ser Ser Ser Pro Gly Lys Thr Met Pro Thr 
805 810 815 

Thr Gin Ser Phe Ala Ser Asp Pro Lys Tyr Ala Thr Pro Gin Val lie 
820 825 830 



Gin Ala Pro Gly Ala Gly Gly Pro Cys lie Leu Pro lie Val Arg Asp 



835 



840 



845 



Gly Lys Lys Val Ser Ser Thr His Tyr Tyr Leu Leu Pro Glu Arg Pro 
850 855 860 

Ser Tyr Leu Glu Arg Tyr Gin Arg Phe Leu Arg Glu Ala Gin Ser Pro 
865 870 875 880 

Glu Glu Pro Thr Pro Leu Pro Val Pro Leu Leu Leu Pro Pro Pro Ser 
885 890 895 

Thr Pro Ala Pro Ala Ala Pro Thr Ala Thr Val Arg Pro Met Pro Gin 
900 905 910 

Ala Ala Leu Asp Pro Lys Ala Asn Phe Ser Thr Asn Asn Ser Asn Pro 
915 920 925 

Gly Ala Arg Pro Pro Pro Pro Arg Ala Thr Ala Arg Leu Pro Gin Arg 
930 935 940 

Gly Cys Pro Gly Asp Gly Pro Glu Ala Gly Arg Pro Ala Asp Lys lie 
945 950 955 960 

Gin Met Ala Met Val His Gly Val Thr Thr Glu Glu Cys Gin Ala Ala 
965 970 975 

Leu Gin Cys His Gly Trp Ser Val Gin Arg Ala Ala Gin Tyr Leu Lys 
980 985 990 

Val Glu Gin Leu Phe Gly Leu Gly Leu Arg Pro Arg Gly Glu Cys His 
995 1000 1005 

Lys Val Leu Glu Met Phe Asp Trp Asn Leu Glu Gin Ala Gly Cys 
1010 1015 1020 

His Leu Leu Gly Ser Trp Gly Pro Ala His His Lys Arg 
1025 1030 1035 

<210> 256 

<211> 1036 

<212> PRT 
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<400> 256 

Met Gin Pro Glu Glu Gly Thr Gly Trp Leu Leu Glu Leu Leu Ser Glu 
15 10 15 

Val Gin Leu Gin Gin Tyr Phe Leu Arg Leu Arg Asp Asp Leu Asn Val 
20 25 30 

Thr Arg Leu Ser His Phe Glu Tyr Val Lys Asn Glu Asp Leu Glu Lys 
35 40 45 



lie Gly Met Gly Arg Pro Gly Gin Arg Arg Leu Trp Glu Ala Val Lys 
50 55 60 



Arg Arg Lys Ala Leu Cys Lys Arg Lys Ser Trp Met Ser Lys Val Phe 
65 70 75 80 



Ser Gly Lys Arg Leu Glu Ala Glu Phe Pro Pro His His Ser Gin Ser 
85 90 95 

Thr Phe Arg Lys Thr Ser Pro Ala Pro Gly Gly Pro Ala Gly Glu Gly 
100 105 110 

Pro Leu Gin Ser Leu Thr Cys Leu lie Gly Glu Lys Asp Leu Arg Leu 
115 120 125 

Leu Glu Lys Leu Gly Asp Gly Ser Phe Gly Val Val Arg Arg Gly Glu 
130 135 140 

Trp Asp Ala Pro Ser Gly Lys Thr Val Ser Val Ala Val Lys Cys Leu 
145 150 155 160 

Lys Pro Asp Val Leu Ser Gin Pro Glu Ala Met Asp Asp Phe lie Arg 
165 170 175 

Glu Val Asn Ala Met His Ser Leu Asp His Arg Asn Leu lie Arg Leu 
180 185 190 

Tyr Gly Val Val Leu Thr Pro Pro Met Lys Met Val Thr Glu Leu Ala 
195 200 205 

Pro Leu Gly Ser Leu Leu Asp Arg Leu Arg Lys His Gin Gly His Phe 
210 215 220 

Leu Leu Gly Thr Leu Ser Arg Tyr Ala Val Gin Val Ala Glu Gly Met 
225 230 235 240 

Gly Tyr Leu Glu Ser Lys Arg Phe lie His Arg Asp Leu Ala Ala Arg 
245 250 255 

Asn Leu Leu Leu Ala Thr Arg Asp Leu Val Lys lie Gly Asp Phe Gly 
260 265 270 

Leu Met Arg Ala Leu Pro Gin Asn Asp Asp His Tyr Val Met Gin Glu 
275 280 285 

His Arg Lys Val Pro Phe Ala Trp Cys Ala Pro Glu Ser Leu Lys Thr 
290 295 300 

Arg Thr Phe Ser His Ala Ser Asp Thr Trp Met Phe Gly Val Thr Leu 
305 310 315 320 

Trp Glu Met Phe Thr Tyr Gly Gin Glu Pro Trp lie Gly Leu Asn Gly 
325 330 335 

Ser Gin lie Leu His Lys lie Asp Lys Glu Gly Glu Arg Leu Pro Arg 
340 345 350 



Pro Glu Asp Cys Pro Gin Asp lie Tyr Asn Val Met Val Gin Cys Trp 
355 360 365 



Ala His Lys Pro Glu Asp Arg Pro Thr Phe Val Ala Leu Arg Asp Phe 
370 375 380 



Leu Leu Glu Ala Gin Pro Thr Asp Met Arg Ala Leu Gin Asp Phe Glu 
385 390 395 400 

Glu Pro Asp Lys Leu His lie Gin Met Asn Asp Val lie Thr Val lie 
405 410 415 

Glu Gly Arg Ala Glu Asn Tyr Trp Trp Arg Gly Gin Asn Thr Arg Thr 
420 425 430 

Leu Cys Val Gly Pro Phe Pro Arg Asn Val Val Thr Ser Val Ala Gly 
435 440 445 

Leu Ser Ala Gin Asp lie Ser Gin Pro Leu Gin Asn Ser Phe lie His 
450 455 460 

Thr Gly His Gly Asp Ser Asp Pro Arg His Cys Trp Gly Phe Pro Asp 
465 470 475 480 

Arg lie Asp Glu Leu Tyr Leu Gly Asn Pro Met Asp Pro Pro Asp Leu 
485 490 495 

Leu Ser Val Glu Leu Ser Thr Ser Arg Pro Pro Gin His Leu Gly Gly 
500 505 510 

Val Lys Lys Pro Thr Tyr Asp Pro Val Ser Glu Asp Gin Asp Pro Leu 
515 520 525 

Ser Ser Asp Phe Lys Arg Leu Gly Leu Arg Lys Pro Gly Leu Pro Arg 
530 535 540 

Gly Leu Trp Leu Ala Lys Pro Ser Ala Arg Val Pro Gly Thr Lys Ala 
545 550 555 560 

Ser Arg Gly Ser Gly Ala Glu Val Thr Leu lie Asp Phe Gly Glu Glu 
565 570 575 

Pro Val Val Pro Ala Leu Arg Pro Cys Pro Pro Ser Leu Ala Gin Leu 
580 585 590 

Ala Met Asp Ala Cys Ser Leu Leu Asp Glu Thr Pro Pro Gin Ser Pro 
595 600 605 

Thr Arg Ala Leu Pro Arg Pro Leu His Pro Thr Pro Val Val Asp Trp 
610 615 620 

Asp Ala Arg Pro Leu Pro Pro Pro Pro Ala Tyr Asp Asp Val Ala Gin 
625 630 635 640 

Asp Glu Asp Asp Phe Glu lie Cys Ser lie Asn Ser Thr Leu Val Gly 
645 650 655 



Ala Gly Val Pro Ala Gly Pro Ser Gin Gly Gin Thr Asn Tyr Ala Phe 
660 665 670 



Val Pro Glu Gin Ala Arg Pro Pro Pro Pro Leu Glu Asp Asn Leu Phe 
675 680 685 



Leu Pro Pro Gin Gly Gly Gly Lys Pro Pro Ser Ser Ala Gin Thr Ala 
690 695 700 

Glu lie Phe Gin Ala Leu Gin Gin Glu Cys Met Arg Gin Leu Gin Ala 
705 710 715 720 

Pro Gly Ser Pro Ala Pro Ser Pro Ser Pro Gly Gly Asp Asp Lys Pro 
725 730 735 

Gin Val Pro Pro Arg Val Pro lie Pro Pro Arg Pro Thr Arg Pro His 
740 745 750 

Val Gin Leu Ser Pro Ala Pro Pro Gly Glu Glu Glu Thr Ser Gin Trp 
755 760 765 

Pro Gly Pro Ala Ser Pro Pro Arg Val Pro Pro Arg Glu Pro Leu Ser 
770 775 780 

Pro Gin Gly Ser Arg Thr Pro Ser Pro Leu Val Pro Pro Gly Ser Ser 
785 790 795 800 

Pro Leu Pro Pro Arg Leu Ser Ser Ser Pro Gly Lys Thr Met Pro Thr 
805 810 815 

Thr Gin Ser Phe Ala Ser Asp Pro Lys Tyr Ala Thr Pro Gin Val lie 
820 825 830 

Gin Ala Pro Gly Ala Gly Gly Pro Cys lie Leu Pro lie Val Arg Asp 
835 840 845 

Gly Lys Lys Val Ser Ser Thr His Tyr Tyr Leu Leu Pro Glu Arg Pro 
850 855 860 

Ser Tyr Leu Glu Arg Tyr Gin Arg Phe Leu Arg Glu Ala Gin Ser Pro 
865 870 875 880 

Glu Glu Pro Thr Pro Leu Pro Val Pro Leu Leu Leu Pro Pro Pro Ser 
885 890 895 

Thr Pro Ala Pro Ala Ala Pro Thr Ala Thr Val Arg Pro Met Pro Gin 
900 905 910 

Ala Ala Leu Asp Pro Lys Ala Asn Phe Ser Thr Asn Asn Ser Asn Pro 
915 920 925 

Gly Ala Arg Pro Pro Pro Pro Arg Ala Thr Ala Arg Leu Pro Gin Arg 
930 935 940 

Gly Cys Pro Gly Asp Gly Pro Glu Ala Gly Arg Pro Ala Asp Lys lie 
945 950 955 960 



Gin Met Ala Met Val His Gly Val Thr Thr Glu Glu Cys Gin Ala Ala 
965 970 975 



Leu Gin Cys His Gly Trp Ser Val Gin Arg Ala Ala Gin Tyr Leu Lys 
980 985 990 



Val Glu Gin Leu Phe Gly Leu Gly Leu Arg Pro Arg Gly Glu Cys His 
995 1000 1005 

Lys Val Leu Glu Met Phe Asp Trp Asn Leu Glu Gin Ala Gly Cys 
1010 1015 1020 

His Leu Leu Gly Ser Trp Gly Pro Ala His His Lys Arg 
1025 1030 1035 

<210> 257 

<211> 424 

<212> PRT 

<213> Homo sapiens 

<400> 257 

Met Val Ser Ser Gin Lys Leu Glu Lys Pro lie Glu Met Gly Ser Ser 
15 10 15 

Glu Pro Leu Pro lie Ala Asp Gly Asp Arg Arg Arg Lys Lys Lys Arg 
20 25 30 

Arg Gly Arg Ala Thr Asp Ser Leu Pro Gly Lys Phe Glu Asp Met Tyr 
35 40 45 

Lys Leu Thr Ser Glu Leu Leu Gly Glu Gly Ala Tyr Ala Lys Val Gin 
50 55 60 

Gly Ala Val Ser Leu Gin Asn Gly Lys Glu Tyr Ala Val Lys lie lie 
65 70 75 80 

Glu Lys Gin Ala Gly His Ser Arg Ser Arg Val Phe Arg Glu Val Glu 
85 90 95 

Thr Leu Tyr Gin Cys Gin Gly Asn Lys Asn lie Leu Glu Leu lie Glu 
100 105 110 

Phe Phe Glu Asp Asp Thr Arg Phe Tyr Leu Val Phe Glu Lys Leu Gin 
115 120 125 

Gly Gly Ser lie Leu Ala His lie Gin Lys Gin Lys His Phe Asn Glu 
130 135 140 

Arg Glu Ala Ser Arg Val Val Arg Asp Val Ala Ala Ala Leu Asp Phe 
145 150 155 160 

Leu His Thr Lys Gly lie Ala His Arg Asp Leu Lys Pro Glu Asn lie 
165 170 175 

Leu Cys Glu Ser Pro Glu Lys Val Ser Pro Val Lys lie Cys Asp Phe 
180 185 190 



Asp Leu Gly Ser Gly Met Lys Leu Asn Asn Ser Cys Thr Pro lie Thr 
195 200 205 



Thr Pro Glu Leu Thr Thr Pro Cys Gly Ser Ala Glu Tyr Met Ala Pro 
210 215 220 



Glu Val Val Glu Val Phe Thr Asp Gin Ala Thr Phe Tyr Asp Lys Arg 
225 230 235 240 

Cys Asp Leu Trp Ser Leu Gly Val Val Leu Tyr lie Met Leu Ser Gly 
245 250 255 

Tyr Pro Pro Phe Val Gly His Cys Gly Ala Asp Cys Gly Trp Asp Arg 
260 265 270 

Gly Glu Val Cys Arg Val Cys Gin Asn Lys Leu Phe Glu Ser lie Gin 
275 280 285 

Glu Gly Lys Tyr Glu Phe Pro Asp Lys Asp Trp Ala His lie Ser Ser 
290 295 300 

Glu Ala Lys Asp Leu lie Ser Lys Leu Leu Val Arg Asp Ala Lys Gin 
305 310 315 320 

Arg Leu Ser Ala Ala Gin Val Leu Gin His Pro Trp Val Gin Gly Gin 
325 330 335 

Ala Pro Glu Lys Gly Leu Pro Thr Pro Gin Val Leu Gin Arg Asn Ser 
340 345 350 

Ser Thr Met Asp Leu Thr Leu Phe Ala Ala Glu Ala lie Ala Leu Asn 
355 360 365 

Arg Gin Leu Ser Gin His Glu Glu Asn Glu Leu Ala Glu Glu Pro Glu 
370 375 380 

Ala Leu Ala Asp Gly Leu Cys Ser Met Lys Leu Ser Pro Pro Cys Lys 
385 390 395 400 

Ser Arg Leu Ala Arg Arg Arg Ala Leu Ala Gin Ala Gly Arg Gly Glu 
405 410 415 

Asp Arg Ser Pro Pro Thr Ala Leu 
420 

<210> 258 
<211> 424 
<212> PRT 
<213> Homo sapiens 

<400> 258 

Met Val Ser Ser Gin Lys Leu Glu Lys Pro lie Glu Met Gly Ser Ser 
15 10 15 

Glu Pro Leu Pro lie Ala Asp Gly Asp Arg Arg Arg Lys Lys Lys Arg 
20 25 30 



Arg Gly Arg Ala Thr Asp Ser Leu Pro Gly Lys Phe Glu Asp Met Tyr 



35 



40 



45 



Lys Leu Thr Ser Glu Leu Leu Gly Glu Gly Ala Tyr Ala Lys Val Gin 
50 55 60 

Gly Ala Val Ser Leu Gin Asn Gly Lys Glu Tyr Ala Val Lys lie lie 
65 70 75 80 

Glu Lys Gin Ala Gly His Ser Arg Ser Arg Val Phe Arg Glu Val Glu 
85 90 95 

Thr Leu Tyr Gin Cys Gin Gly Asn Lys Asn lie Leu Glu Leu lie Glu 
100 105 110 

Phe Phe Glu Asp Asp Thr Arg Phe Tyr Leu Val Phe Glu Lys Leu Gin 
115 120 125 

Gly Gly Ser lie Leu Ala His lie Gin Lys Gin Lys His Phe Asn Glu 
130 135 140 

Arg Glu Ala Ser Arg Val Val Arg Asp Val Ala Ala Ala Leu Asp Phe 
145 150 155 160 

Leu His Thr Lys Gly lie Ala His Arg Asp Leu Lys Pro Glu Asn lie 
165 170 175 

Leu Cys Glu Ser Pro Glu Lys Val Ser Pro Val Lys lie Cys Asp Phe 
180 185 190 

Asp Leu Gly Ser Gly Met Lys Leu Asn Asn Ser Cys Thr Pro lie Thr 
195 200 205 

Thr Pro Glu Leu Thr Thr Pro Cys Gly Ser Ala Glu Tyr Met Ala Pro 
210 215 220 

Glu Val Val Glu Val Phe Thr Asp Gin Ala Thr Phe Tyr Asp Lys Arg 
225 230 235 240 

Cys Asp Leu Trp Ser Leu Gly Val Val Leu Tyr lie Met Leu Ser Gly 
245 250 255 

Tyr Pro Pro Phe Val Gly His Cys Gly Ala Asp Cys Gly Trp Asp Arg 
260 265 270 

Gly Glu Val Cys Arg Val Cys Gin Asn Lys Leu Phe Glu Ser lie Gin 
275 280 285 

Glu Gly Lys Tyr Glu Phe Pro Asp Lys Asp Trp Ala His lie Ser Ser 
290 295 300 

Glu Ala Lys Asp Leu lie Ser Lys Leu Leu Val Arg Asp Ala Lys Gin 
305 310 315 320 

Arg Leu Ser Ala Ala Gin Val Leu Gin His Pro Trp Val Gin Gly Gin 
325 330 335 



Ala Pro Glu Lys Gly Leu Pro Thr Pro Gin Val Leu Gin Arg Asn Ser 



340 



345 



350 



Ser Thr Met Asp Leu Thr Leu Phe Ala Ala Glu Ala lie Ala Leu Asn 
355 360 365 

Arg Gin Leu Ser Gin His Glu Glu Asn Glu Leu Ala Glu Glu Pro Glu 
370 375 380 

Ala Leu Ala Asp Gly Leu Cys Ser Met Lys Leu Ser Pro Pro Cys Lys 
385 390 395 400 

Ser Arg Leu Ala Arg Arg Arg Ala Leu Ala Gin Ala Gly Arg Gly Glu 
405 410 415 

Asp Arg Ser Pro Pro Thr Ala Leu 
420 

<210> 259 
<211> 424 
<212> PRT 
<213> Homo sapiens 

<400> 259 

Met Val Ser Ser Gin Lys Leu Glu Lys Pro lie Glu Met Gly Ser Ser 
15 10 15 

Glu Pro Leu Pro lie Ala Asp Gly Asp Arg Arg Arg Lys Lys Lys Arg 
20 25 30 

Arg Gly Arg Ala Thr Asp Ser Leu Pro Gly Lys Phe Glu Asp Met Tyr 
35 40 45 

Lys Leu Thr Ser Glu Leu Leu Gly Glu Gly Ala Tyr Ala Lys Val Gin 
50 55 60 

Gly Ala Val Ser Leu Gin Asn Gly Lys Glu Tyr Ala Val Lys lie lie 
65 70 75 80 

Glu Lys Gin Ala Gly His Ser Arg Ser Arg Val Phe Arg Glu Val Glu 
85 90 95 

Thr Leu Tyr Gin Cys Gin Gly Asn Lys Asn lie Leu Glu Leu lie Glu 
100 105 110 

Phe Phe Glu Asp Asp Thr Arg Phe Tyr Leu Val Phe Glu Lys Leu Gin 
115 120 125 

Gly Gly Ser lie Leu Ala His lie Gin Lys Gin Lys His Phe Asn Glu 
130 135 140 

Arg Glu Ala Ser Arg Val Val Arg Asp Val Ala Ala Ala Leu Asp Phe 
145 150 155 160 



Leu His Thr Lys Gly lie Ala His Arg Asp Leu Lys Pro Glu Asn lie 
165 170 175 



Leu Cys Glu Ser Pro Glu Lys Val Ser Pro Val Lys lie Cys Asp Phe 
180 185 190 



Asp Leu Gly Ser Gly Met Lys Leu Asn Asn Ser Cys Thr Pro lie Thr 
195 200 205 

Thr Pro Glu Leu Thr Thr Pro Cys Gly Ser Ala Glu Tyr Met Ala Pro 
210 215 220 

Glu Val Val Glu Val Phe Thr Asp Gin Ala Thr Phe Tyr Asp Lys Arg 
225 230 235 240 

Cys Asp Leu Trp Ser Leu Gly Val Val Leu Tyr lie Met Leu Ser Gly 
245 250 255 

Tyr Pro Pro Phe Val Gly His Cys Gly Ala Asp Cys Gly Trp Asp Arg 
260 265 270 

Gly Glu Val Cys Arg Val Cys Gin Asn Lys Leu Phe Glu Ser lie Gin 
275 280 285 

Glu Gly Lys Tyr Glu Phe Pro Asp Lys Asp Trp Ala His lie Ser Ser 
290 295 300 

Glu Ala Lys Asp Leu lie Ser Lys Leu Leu Val Arg Asp Ala Lys Gin 
305 310 315 320 

Arg Leu Ser Ala Ala Gin Val Leu Gin His Pro Trp Val Gin Gly Gin 
325 330 335 

Ala Pro Glu Lys Gly Leu Pro Thr Pro Gin Val Leu Gin Arg Asn Ser 
340 345 350 

Ser Thr Met Asp Leu Thr Leu Phe Ala Ala Glu Ala lie Ala Leu Asn 
355 360 365 

Arg Gin Leu Ser Gin His Glu Glu Asn Glu Leu Ala Glu Glu Pro Glu 
370 375 380 

Ala Leu Ala Asp Gly Leu Cys Ser Met Lys Leu Ser Pro Pro Cys Lys 
385 390 395 400 

Ser Arg Leu Ala Arg Arg Arg Ala Leu Ala Gin Ala Gly Arg Gly Glu 
405 410 415 

Asp Arg Ser Pro Pro Thr Ala Leu 
420 

<210> 260 
<211> 898 
<212> PRT 
<213> Homo sapiens 

<400> 260 



Met Arg Lys Gly Val Leu Lys Asp Pro Glu lie Ala Asp Leu Phe Tyr 
15 10 15 



Lys Asp Asp Pro Glu Glu Leu Phe lie Gly Leu His Glu lie Gly His 
20 25 30 



Gly Ser Phe Gly Ala Val Tyr Phe Ala Thr Asn Ala His Thr Ser Glu 
35 40 45 

Val Val Ala He Lys Lys Met Ser Tyr Ser Gly Lys Gin Thr His Glu 
50 55 60 

Lys Trp Gin Asp He Leu Lys Glu Val Lys Phe Leu Arg Gin Leu Lys 
65 70 75 80 

His Pro Asn Thr He Glu Tyr Lys Gly Cys Tyr Leu Lys Glu His Thr 
85 90 95 

Ala Trp Leu Val Met Glu Tyr Cys Leu Gly Ser Ala Ser Asp Leu Leu 
100 105 110 

Glu Val His Lys Lys Pro Leu Gin Glu Val Glu He Ala Ala He Thr 
115 120 125 

His Gly Ala Leu His Gly Leu Ala Tyr Leu His Ser His Ala Leu He 
130 135 140 

His Arg Asp He Lys Ala Gly Asn He Leu Leu Thr Glu Pro Gly Gin 
145 150 155 160 

Val Lys Leu Ala Asp Phe Gly Ser Ala Ser Met Ala Ser Pro Ala Asn 
165 170 175 

Ser Phe Val Gly Thr Pro Tyr Trp Met Ala Pro Glu Val He Leu Ala 
180 185 190 

Met Asp Glu Gly Gin Tyr Asp Gly Lys Val Asp He Trp Ser Leu Gly 
195 200 205 

He Thr Cys He Glu Leu Ala Glu Arg Lys Pro Pro Leu Phe Asn Met 
210 215 220 

Asn Ala Met Ser Ala Leu Tyr His He Ala Gin Asn Asp Ser Pro Thr 
225 230 235 240 

Leu Gin Ser Asn Glu Trp Thr Asp Ser Phe Arg Arg Phe Val Asp Tyr 
245 250 255 

Cys Leu Gin Lys He Pro Gin Glu Arg Pro Thr Ser Ala Glu Leu Leu 
260 265 270 

Arg His Asp Phe Val Arg Arg Asp Arg Pro Leu Arg Val Leu He Asp 
275 280 285 

Leu He Gin Arg Thr Lys Asp Ala Val Arg Glu Leu Asp Asn Leu Gin 
290 295 300 



Tyr Arg Lys Met Lys Lys He Leu Phe Gin Glu Thr Arg Asn Gly Pro 
305 310 315 320 



Leu Asn Glu Ser Gin 
325 

Leu Asn Arg Glu Met 
340 

Met Ser Val Thr Trp 
355 

Gin Gin Pro Phe His 
370 

Glu Ser Thr lie Asn 
385 

Val Phe lie Arg Asp 
405 

Arg Pro Thr Gin Ser 
420 

Glu Arg Phe Ala Thr 
435 

His Glu His Glu Gin 
450 

Lys Arg Met Arg Arg 
465 

Lys Leu Lys Ala Glu 
485 

Val Glu Thr His Ala 
500 

Lys Lys Gin Val Ala 
515 

Asp Glu Lys Lys Phe 
530 

Leu Thr Thr Phe Leu 
545 

Glu Lys lie Lys Glu 
565 

Glu Lys Gin Glu Arg 
580 

Gin Ala Glu Glu Glu 
595 

Asp Lys Asn Cys Arg 
610 



Glu Asp Glu Glu Asp 
330 

Asp Ser Leu Gly Ser 
345 

Asn Gin Pro Glu Gin 
360 

Ser Lys His Val Arg 
375 

Ser Ser Ser Ser Val 
390 

Glu Ala Gly His Gly 
410 

Val Gin Ser Gin Ala 
425 

lie Lys Ser Ala Ser 
440 

Glu Asn Glu Leu Arg 
455 

Gin His Gin Lys Gin 
470 

Met Asp Glu His Arg 
490 

Asn Asn Ser Ser lie 
505 

He He Glu Lys Glu 
520 

Gin Gin Gin He Leu 
535 

Glu Ser Gin Lys Lys 
550 

Glu Met Asn Glu Asp 
570 

He Ser Lys His Lys 
585 

Ala His Leu Leu Thr 
600 

Phe Phe Lys Arg Lys 
615 



Ser Glu His Gly Thr Ser 
335 

Asn His Ser He Pro Ser 
350 

Gly Asn Gly Gin Pro Gly 
365 

Val Met Met His Asp Asp 
380 

Val His Lys Lys Asp His 
395 400 

Asp Pro Arg Pro Glu Pro 
415 

Leu His Tyr Arg Asn Arg 
430 

Leu Val Thr Arg Gin He 
445 

Glu Gin Met Ser Gly Tyr 
460 

Leu He Ala Leu Glu Asn 
475 480 

Leu Lys Leu Gin Lys Glu 
495 

Glu Leu Glu Lys Leu Ala 
510 

Ala Lys Val Ala Ala Ala 
525 

Ala Gin Gin Lys Lys Asp 
540 

Gin Tyr Lys He Cys Lys 
555 560 

His Ser Thr Pro Lys Lys 
575 

Glu Asn Leu Gin His Thr 
590 

Gin Gin Arg Leu Tyr Tyr 
605 

He Met He Lys Arg His 
620 



Glu Val Glu Gin Gin Asn lie Arg Glu Glu Leu Asn Lys Lys Arg Thr 
625 630 635 640 



Gin Lys Glu Met Glu His Ala Met Leu lie Arg His Asp Glu Ser Thr 
645 650 655 

Arg Glu Leu Glu Tyr Arg Gin Leu His Thr Leu Gin Lys Leu Arg Met 
660 665 670 

Asp Leu lie Arg Leu Gin His Gin Thr Glu Leu Glu Asn Gin Leu Glu 
675 680 685 

Tyr Asn Lys Arg Arg Glu Arg Glu Leu His Arg Lys His Val Met Glu 
690 695 700 

Leu Arg Gin Gin Pro Lys Asn Leu Lys Ala Met Glu Met Gin lie Lys 
705 710 715 720 

Lys Gin Phe Gin Asp Thr Cys Lys Val Gin Thr Lys Gin Tyr Lys Ala 
725 730 735 

Leu Lys Asn His Gin Leu Glu Val Thr Pro Lys Asn Glu His Lys Thr 
740 745 750 

lie Leu Lys Thr Leu Lys Asp Glu Gin Thr Arg Lys Leu Ala lie Leu 
755 760 765 

Ala Glu Gin Tyr Glu Gin Ser lie Asn Glu Met Met Ala Ser Gin Ala 
770 775 780 

Leu Arg Leu Asp Glu Ala Gin Glu Ala Glu Cys Gin Ala Leu Arg Leu 
785 790 795 800 

Gin Leu Gin Gin Glu Met Glu Leu Leu Asn Ala Tyr Gin Ser Lys lie 
805 810 815 

Lys Met Gin Thr Glu Ala Gin His Glu Arg Glu Leu Gin Lys Leu Glu 
820 825 830 

Gin Arg Val Ser Leu Arg Arg Ala His Leu Glu Gin Lys lie Glu Glu 
835 840 845 

Glu Leu Ala Ala Leu Gin Lys Glu Arg Ser Glu Arg lie Lys Asn Leu 
850 855 860 

Leu Glu Arg Gin Glu Arg Glu lie Glu Thr Phe Asp Met Glu Ser Leu 
865 870 875 880 

Arg Met Gly Phe Gly Asn Leu Val Thr Leu Asp Phe Pro Lys Glu Asp 
885 890 895 



Tyr Arg 



<210> 261 
<211> 749 



<212> PRT 

<213> Homo sapiens 



<400> 261 

Met Glu Glu Leu His Ser Leu Asp Pro Arg Arg Gin Glu Leu Leu Glu 
15 10 15 

Ala Arg Phe Thr Gly Val Gly Val Ser Lys Gly Pro Leu Asn Ser Glu 
20 25 30 

Ser Ser Asn Gin Ser Leu Cys Ser Val Gly Ser Leu Ser Asp Lys Glu 
35 40 45 

Val Glu Thr Pro Glu Lys Lys Gin Asn Asp Gin Arg Asn Arg Lys Arg 
50 55 60 

Lys Ala Glu Pro Tyr Glu Thr Ser Gin Gly Lys Gly Thr Pro Arg Gly 
65 70 75 80 

His Lys lie Ser Asp Tyr Phe Glu Phe Ala Gly Gly Ser Ala Pro Gly 
85 90 95 

Thr Ser Pro Gly Arg Ser Val Pro Pro Val Ala Arg Ser Ser Pro Gin 
100 105 110 

His Ser Leu Ser Asn Pro Leu Pro Arg Arg Val Glu Gin Pro Leu Tyr 
115 120 125 

Gly Leu Asp Gly Ser Ala Ala Lys Glu Ala Thr Glu Glu Gin Ser Ala 
130 135 140 

Leu Pro Thr Leu Met Ser Val Met Leu Ala Lys Pro Arg Leu Asp Thr 
145 150 155 160 

Glu Gin Leu Ala Gin Arg Gly Ala Gly Leu Cys Phe Thr Phe Val Ser 
165 170 175 

Ala Gin Gin Asn Ser Pro Ser Ser Thr Gly Ser Gly Asn Thr Glu His 
180 185 190 

Ser Cys Ser Ser Gin Lys Gin lie Ser lie Gin His Arg Arg Thr Gin 
195 200 205 

Ser Asp Leu Thr lie Glu Lys lie Ser Ala Leu Glu Asn Ser Lys Asn 
210 215 220 

Ser Asp Leu Glu Lys Lys Glu Gly Arg lie Asp Asp Leu Leu Arg Ala 
225 230 235 240 

Asn Cys Asp Leu Arg Arg Gin lie Asp Glu Gin Gin Lys Met Leu Glu 
245 250 255 

Lys Tyr Lys Glu Arg Leu Asn Arg Cys Val Thr Met Ser Lys Lys Leu 
260 265 270 



Leu lie Glu Lys Ser Lys Gin Glu Lys Met Ala Cys Arg Asp Lys Ser 



275 



280 



285 



Met Gin Asp Arg Leu Arg Leu Gly His Phe Thr Thr Val Arg His Gly 
290 295 300 

Ala Ser Phe Thr Glu Gin Trp Thr Asp Gly Tyr Ala Phe Gin Asn Leu 
305 310 315 320 

lie Lys Gin Gin Glu Arg lie Asn Ser Gin Arg Glu Glu lie Glu Arg 
325 330 335 

Gin Arg Lys Met Leu Ala Lys Arg Lys Pro Pro Ala Met Gly Gin Ala 
340 345 350 

Pro Pro Ala Thr Asn Glu Gin Lys Gin Arg Lys Ser Lys Thr Asn Gly 
355 360 365 

Ala Glu Asn Glu Thr Leu Thr Leu Ala Glu Tyr His Glu Gin Glu Glu 
370 375 380 

lie Phe Lys Leu Arg Leu Gly His Leu Lys Lys Glu Glu Ala Glu lie 
385 390 395 400 

Gin Ala Glu Leu Glu Arg Leu Glu Arg Val Arg Asn Leu His lie Arg 
405 410 415 

Glu Leu Lys Arg lie His Asn Glu Asp Asn Ser Gin Phe Lys Asp His 
420 425 430 

Pro Thr Leu Asn Asp Arg Tyr Leu Leu Leu His Leu Leu Gly Arg Gly 
435 440 445 

Gly Phe Ser Glu Val Tyr Lys Ala Phe Asp Leu Thr Glu Gin Arg Tyr 
450 455 460 

Val Ala Val Lys lie His Gin Leu Asn Lys Asn Trp Arg Asp Glu Lys 
465 470 475 480 

Lys Glu Asn Tyr His Lys His Ala Cys Arg Glu Tyr Arg lie His Lys 
485 490 495 

Glu Leu Asp His Pro Arg lie Val Lys Leu Tyr Asp Tyr Phe Ser Leu 
500 505 510 

Asp Thr Asp Ser Phe Cys Thr Val Leu Glu Tyr Cys Glu Gly Asn Asp 
515 520 525 

Leu Asp Phe Tyr Leu Lys Gin His Lys Leu Met Ser Glu Lys Glu Ala 
530 535 540 

Arg Ser lie lie Met Gin lie Val Asn Ala Leu Lys Tyr Leu Asn Glu 
545 550 555 560 

lie Lys Pro Pro lie lie His Tyr Asp Leu Lys Pro Gly Asn lie Leu 
565 570 575 



Leu Val Asn Gly Thr Ala Cys Gly Glu lie Lys lie Thr Asp Phe Gly 



580 



585 



590 



Leu Ser Lys lie Met Asp Asp Asp Ser Tyr Asn Ser Val Asp Gly Met 
595 600 605 

Glu Leu Thr Ser Gin Gly Ala Gly Thr Tyr Trp Tyr Leu Pro Pro Glu 
610 615 620 

Cys Phe Val Val Gly Lys Glu Pro Pro Lys lie Ser Asn Lys Val Asp 
625 630 635 640 

Val Trp Ser Val Gly Val lie Phe Tyr Gin Cys Leu Tyr Gly Arg Lys 
645 650 655 

Pro Phe Gly His Asn Gin Ser Gin Gin Asp lie Leu Gin Glu Asn Thr 
660 665 670 

lie Leu Lys Ala Thr Glu Val Gin Phe Pro Pro Lys Pro Val Val Thr 
675 680 685 

Pro Glu Ala Lys Ala Phe lie Arg Arg Cys Leu Ala Tyr Arg Lys Arg 
690 695 700 

Asp Arg lie Asp Val Gin Gin Leu Ala Cys Asp Pro Tyr Leu Leu Pro 
705 710 715 720 

His lie Arg Lys Ser Val Ser Thr Ser Ser Pro Ala Gly Ala Ala lie 
725 730 735 

Ala Ser Thr Ser Gly Ala Ser Asn Asn Ser Ser Ser Asn 
740 745 

<210> 262 
<211> 712 
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Met Ala Gly Gly Pro Gly Pro Gly Glu Pro Ala Ala Pro Gly Ala Gin 
15 10 15 

His Phe Leu Tyr Glu Val Pro Pro Trp Val Met Cys Arg Phe Tyr Lys 
20 25 30 

Val Met Asp Ala Leu Glu Pro Ala Asp Trp Cys Gin Phe Ala Ala Leu 
35 40 45 

lie Val Arg Asp Gin Thr Glu Leu Arg Leu Cys Glu Arg Ser Gly Gin 
50 55 60 

Arg Thr Ala Ser Val Leu Trp Pro Trp lie Asn Arg Asn Ala Arg Val 
65 70 75 80 



Ala Asp Leu Val His lie Leu Thr His Leu Gin Leu Leu Arg Ala Arg 
85 90 95 



Asp lie lie Thr Ala Trp His Pro Pro Ala Pro Leu Pro Ser Pro Gly 
100 105 110 



Thr Thr Ala Pro Arg Pro Ser Ser lie Pro Ala Pro Ala Glu Ala Glu 
115 120 125 

Ala ,Trp Ser Pro Arg Lys Leu Pro Ser Ser Ala Ser Thr Phe Leu Ser 
130 135 140 

Pro Ala Phe Pro Gly Ser Gin Thr His Ser Gly Pro Glu Leu Gly Leu 
145 150 155 160 

Val Pro Ser Pro Ala Ser Leu Trp Pro Pro Pro Pro Ser Pro Ala Pro 
165 170 175 

Ser Ser Thr Lys Pro Gly Pro Glu Ser Ser Val Ser Leu Leu Gin Gly 
180 185 190 

Ala Arg Pro Ser Pro Phe Cys Trp Pro Leu Cys Glu lie Ser Arg Gly 
195 200 205 

Thr His Asn Phe Ser Glu Glu Leu Lys lie Gly Glu Gly Gly Phe Gly 
210 215 220 

Cys Val Tyr Arg Ala Val Met Arg Asn Thr Val Tyr Ala Val Lys Arg 
225 230 235 240 

Leu Lys Glu Asn Ala Asp Leu Glu Trp Thr Ala Val Lys Gin Ser Phe 
245 250 255 

Leu Thr Glu Val Glu Gin Leu Ser Arg Phe Arg His Pro Asn lie Val 
260 265 270 

Asp Phe Ala Gly Tyr Cys Ala Gin Asn Gly Phe Tyr Cys Leu Val Tyr 
275 280 285 

Gly Phe Leu Pro Asn Gly Ser Leu Glu Asp Arg Leu His Cys Gin Thr 
290 295 300 

Gin Ala Cys Pro Pro Leu Ser Trp Pro Gin Arg Leu Asp lie Leu Leu 
305 310 315 320 

Gly Thr Ala Arg Ala lie Gin Phe Leu His Gin Asp Ser Pro Ser Leu 
325 330 335 

lie His Gly Asp lie Lys Ser Ser Asn Val Leu Leu Asp Glu Arg Leu 
340 345 350 

Thr Pro Lys Leu Gly Asp Phe Gly Leu Ala Arg Phe Ser Arg Phe Ala 
355 360 365 

Gly Ser Ser Pro Ser Gin Ser Ser Met Val Ala Arg Thr Gin Thr Val 
370 375 380 



Arg Gly Thr Leu Ala Tyr Leu Pro Glu Glu Tyr lie Lys Thr Gly Arg 
385 390 395 400 



Leu Ala Val Asp Thr 
405 

Thr Leu Ala Gly Gin 
420 

Tyr Leu Lys Asp Leu 
435 

Leu Arg Ser Thr Gin 
450 

Trp Ala Ala Pro lie 
465 

Arg Pro Gly Pro Cys 
485 

Ala Cys Cys Cys Leu 
500 

Gin Val Tyr Glu Arg 
515 

Pro Gly His Leu Glu 
530 

Asn Ser Tyr Val Ser 
545 

Trp Gin Pro Leu Ala 
565 

Gin Leu Gin Arg Gly 
580 

Gly Gly Leu Ser Ala 
595 

Pro Leu Asp Pro Ala 
610 

Thr Ala Gly Glu Ser 
625 

Ala Val Glu Gly Leu 
645 

Pro Pro Gin lie lie 
660 

Leu Ala Leu Tyr Glu 
675 

Ser Ser Ser Leu Pro 
690 



Asp Thr Phe Ser Phe 
410 

Arg Ala Val Lys Thr 
425 

Val Glu Glu Glu Ala 
440 

Ser Thr Leu Gin Ala 
455 

Ala Met Gin lie Tyr 
470 

Pro Pro Glu Leu Gly 
490 

His Arg Arg Ala Lys 
505 

Leu Glu Lys Leu Gin 
520 

Ala Ala Ser Cys lie 
535 

Ser Thr Gly Arg Ala 
550 

Ala Pro Ser Gly Ala 
570 

Pro Asn Gin Pro Val 
585 

Ala Leu Arg Ser Trp 
600 

Pro Leu Arg Glu Ala 
615 

Ser Trp Gly Ser Gly 
630 

Ala Leu Gly Ser Ser 
650 

lie Asn Pro Ala Arg 
665 

Asp Gly Ala Leu Asp 
680 

Gly Leu Gly Leu Glu 
695 



Gly Val Val Val Leu Glu 
415 

His Gly Ala Arg Thr Lys 
430 

Glu Glu Ala Gly Val Ala 
445 

Gly Leu Ala Ala Asp Ala 
460 

Lys Lys His Leu Asp Pro 
475 480 

Leu Gly Leu Gly Gin Leu 
495 

Arg Arg Pro Pro Met Thr 
510 

Ala Val Val Ala Gly Val 
525 

Pro Pro Ser Pro Gin Glu 
540 

His Ser Gly Ala Ala Pro 
555 560 

Ser Ala Gin Ala Ala Glu 
575 

Glu Ser Asp Glu Ser Leu 
590 

His Leu Thr Pro Ser Cys 
605 

Gly Cys Pro Gin Gly Asp 
620 

Pro Gly Ser Arg Pro Thr 
635 640 

Ala Ser Ser Ser Ser Glu 
655 

Gin Lys Met Val Gin Lys 
670 

Ser Leu Gin Leu Leu Ser 
685 

Gin Asp Arg Gin Gly Pro 
700 



Glu Glu Ser Asp Glu Phe Gin Ser 
705 710 



<210> 263 

<211> 712 

<212> PRT 

<213> Homo sapiens 

<400> 263 

Met Ala Gly Gly Pro Gly Pro Gly Glu Pro Ala Ala Pro Gly Ala Gin 
15 10 15 

His Phe Leu Tyr Glu Val Pro Pro Trp Val Met Cys Arg Phe Tyr Lys 
20 25 30 

Val Met Asp Ala Leu Glu Pro Ala Asp Trp Cys Gin Phe Ala Ala Leu 
35 40 45 

lie Val Arg Asp Gin Thr Glu Leu Arg Leu Cys Glu Arg Ser Gly Gin 
50 55 60 

Arg Thr Ala Ser Val Leu Trp Pro Trp lie Asn Arg Asn Ala Arg Val 
65 70 75 80 

Ala Asp Leu Val His lie Leu Thr His Leu Gin Leu Leu Arg Ala Arg 
85 90 95 

Asp lie lie Thr Ala Trp His Pro Pro Ala Pro Leu Pro Ser Pro Gly 
100 105 110 

Thr Thr Ala Pro Arg Pro Ser Ser lie Pro Ala Pro Ala Glu Ala Glu 
115 120 125 

Ala Trp Ser Pro Arg Lys Leu Pro Ser Ser Ala Ser Thr Phe Leu Ser 
130 135 140 

Pro Ala Phe Pro Gly Ser Gin Thr His Ser Gly Pro Glu Leu Gly Leu 
145 150 ' 155 160 

Val Pro Ser Pro Ala Ser Leu Trp Pro Pro Pro Pro Ser Pro Ala Pro 
165 170 175 

Ser Ser Thr Lys Pro Gly Pro Glu Ser Ser Val Ser Leu Leu Gin Gly 
180 185 190 

Ala Arg Pro Ser Pro Phe Cys Trp Pro Leu Cys Glu lie Ser Arg Gly 
195 200 205 

Thr His Asn Phe Ser Glu Glu Leu Lys lie Gly Glu Gly Gly Phe Gly 
210 215 220 

Cys Val Tyr Arg Ala Val Met Arg Asn Thr Val Tyr Ala Val Lys Arg 
225 230 235 240 



Leu Lys Glu Asn Ala Asp Leu Glu Trp Thr Ala Val Lys Gin Ser Phe 
245 250 255 



Leu Thr Glu Val Glu Gin Leu Ser Arg Phe Arg His Pro Asn lie Val 
260 265 270 



Asp Phe Ala Gly Tyr Cys Ala Gin Asn Gly Phe Tyr Cys Leu Val Tyr 
275 280 285 

Gly Phe Leu Pro Asn Gly Ser Leu Glu Asp Arg Leu His Cys Gin Thr 
290 295 300 

Gin Ala Cys Pro Pro Leu Ser Trp Pro Gin Arg Leu Asp lie Leu Leu 
305 310 315 320 

Gly Thr Ala Arg Ala lie Gin Phe Leu His Gin Asp Ser Pro Ser Leu 
325 330 335 

lie His Gly Asp lie Lys Ser Ser Asn Val Leu Leu Asp Glu Arg Leu 
340 345 350 

Thr Pro Lys Leu Gly Asp Phe Gly Leu Ala Arg Phe Ser Arg Phe Ala 
355 360 365 

Gly Ser Ser Pro Ser Gin Ser Ser Met Val Ala Arg Thr Gin Thr Val 
370 375 380 

Arg Gly Thr Leu Ala Tyr Leu Pro Glu Glu Tyr lie Lys Thr Gly Arg 
385 390 395 400 

Leu Ala Val Asp Thr Asp Thr Phe Ser Phe Gly Val Val Val Leu Glu 
405 410 415 

Thr Leu Ala Gly Gin Arg Ala Val Lys Thr His Gly Ala Arg Thr Lys 
420 425 430 

Tyr Leu Lys Asp Leu Val Glu Glu Glu Ala Glu Glu Ala Gly Val Ala 
435 440 445 

Leu Arg Ser Thr Gin Ser Thr Leu Gin Ala Gly Leu Ala Ala Asp Ala 
450 455 460 

Trp Ala Ala Pro lie Ala Met Gin lie Tyr Lys Lys His Leu Asp Pro 
465 470 475 480 

Arg Pro Gly Pro Cys Pro Pro Glu Leu Gly Leu Gly Leu Gly Gin Leu 
485 490 495 

Ala Cys Cys Cys Leu His Arg Arg Ala Lys Arg Arg Pro Pro Met Thr 
500 505 510 

Gin Val Tyr Glu Arg Leu Glu Lys Leu Gin Ala Val Val Ala Gly Val 
515 520 525 

Pro Gly His Leu Glu Ala Ala Ser Cys lie Pro Pro Ser Pro Gin Glu 
530 535 540 



Asn Ser Tyr Val Ser Ser Thr Gly Arg Ala His Ser Gly Ala Ala Pro 
545 550 555 560 



Trp Gin Pro Leu Ala Ala Pro Ser Gly Ala Ser Ala Gin Ala Ala Glu 
565 570 575 



Gin Leu Gin Arg Gly Pro Asn Gin Pro Val Glu Ser Asp Glu Ser Leu 
580 585 590 

Gly Gly Leu Ser Ala Ala Leu Arg Ser Trp His Leu Thr Pro Ser Cys 
595 600 605 

Pro Leu Asp Pro Ala Pro Leu Arg Glu Ala Gly Cys Pro Gin Gly Asp 
610 615 620 

Thr Ala Gly Glu Ser Ser Trp Gly Ser Gly Pro Gly Ser Arg Pro Thr 
625 630 635 640 

Ala Val Glu Gly Leu Ala Leu Gly Ser Ser Ala Ser Ser Ser Ser Glu 
645 650 655 

Pro Pro Gin lie lie lie Asn Pro Ala Arg Gin Lys Met Val Gin Lys 
660 665 670 

Leu Ala Leu Tyr Glu Asp Gly Ala Leu Asp Ser Leu Gin Leu Leu Ser 
675 680 685 

Ser Ser Ser Leu Pro Gly Leu Gly* Leu Glu Gin Asp Arg Gin Gly Pro 
690 695 700 

Glu Glu Ser Asp Glu Phe Gin Ser 
705 710 

<210> 264 

<211> 712 

<212> PRT 

<213> Homo sapiens 

<400> 264 

Met Ala Gly Gly Pro Gly Pro Gly Glu Pro Ala Ala Pro Gly Ala Gin 
15 10 15 

His Phe Leu Tyr Glu Val Pro Pro Trp Val Met Cys Arg Phe Tyr Lys 
20 25 30 

Val Met Asp Ala Leu Glu Pro Ala Asp Trp Cys Gin Phe Ala Ala Leu 
35 40 45 

lie Val Arg Asp Gin Thr Glu Leu Arg Leu Cys Glu Arg Ser Gly Gin 
50 55 60 

Arg Thr Ala Ser Val Leu Trp Pro Trp lie Asn Arg Asn Ala Arg Val 
65 70 75 80 

Ala Asp Leu Val His lie Leu Thr His Leu Gin Leu Leu Arg Ala Arg 
85 90 95 



Asp lie lie Thr Ala Trp His Pro Pro Ala Pro Leu Pro Ser Pro Gly 



100 



105 



110 



Thr Thr Ala Pro Arg Pro Ser Ser lie Pro Ala Pro Ala Glu Ala Glu 
115 120 125 

Ala Trp Ser Pro Arg Lys Leu Pro Ser Ser Ala Ser Thr Phe Leu Ser 
130 135 140 

Pro Ala Phe Pro Gly Ser Gin Thr His Ser Gly Pro Glu Leu Gly Leu 
145 150 155 160 

Val Pro Ser Pro Ala Ser Leu Trp Pro Pro Pro Pro Ser Pro Ala Pro 
165 170 175 

Ser Ser Thr Lys Pro Gly Pro Glu Ser Ser Val Ser Leu Leu Gin Gly 
180 185 190 

Ala Arg Pro Ser Pro Phe Cys Trp Pro Leu Cys Glu lie Ser Arg Gly 
195 200 205 

Thr His Asn Phe Ser Glu Glu Leu Lys lie Gly Glu Gly Gly Phe Gly 
210 215 220 

Cys Val Tyr Arg Ala Val Met Arg Asn Thr Val Tyr Ala Val Lys Arg 
225 230 235 240 

Leu Lys Glu Asn Ala Asp Leu Glu Trp Thr Ala Val Lys Gin Ser Phe 
245 250 255 

Leu Thr Glu Val Glu Gin Leu Ser Arg Phe Arg His Pro Asn lie Val 
260 265 270 

Asp Phe Ala Gly Tyr Cys Ala Gin Asn Gly Phe Tyr Cys Leu Val Tyr 
275 280 285 

Gly Phe Leu Pro Asn Gly Ser Leu Glu Asp Arg Leu His Cys Gin Thr 
290 295 300 

Gin Ala Cys Pro Pro Leu Ser Trp Pro Gin Arg Leu Asp lie Leu Leu 
305 310 315 320 

Gly Thr Ala Arg Ala lie Gin Phe Leu His Gin Asp Ser Pro Ser Leu 
325 330 335 

lie His Gly Asp lie Lys Ser Ser Asn Val Leu Leu Asp Glu Arg Leu 
340 345 350 

Thr Pro Lys Leu Gly Asp Phe Gly Leu Ala Arg Phe Ser Arg Phe Ala 
355 360 365 

Gly Ser Ser Pro Ser Gin Ser Ser Met Val Ala Arg Thr Gin Thr Val 
370 375 380 

Arg Gly Thr Leu Ala Tyr Leu Pro Glu Glu Tyr lie Lys Thr Gly Arg 
385 390 395 400 



Leu Ala Val Asp Thr Asp Thr Phe Ser Phe Gly Val Val Val Leu Glu 



405 



410 



415 



Thr Leu Ala Gly Gin Arg Ala Val Lys Thr His Gly Ala Arg Thr Lys 
420 425 430 

Tyr Leu Lys Asp Leu Val Glu Glu Glu Ala Glu Glu Ala Gly Val Ala 
435 440 445 

Leu Arg Ser Thr Gin Ser Thr Leu Gin Ala Gly Leu Ala Ala Asp Ala 
450 455 460 

Trp Ala Ala Pro lie Ala Met Gin lie Tyr Lys Lys His Leu Asp Pro 
465 470 475 480 

Arg Pro Gly Pro Cys Pro Pro Glu Leu Gly Leu Gly Leu Gly Gin Leu 
485 490 495 

Ala Cys Cys Cys Leu His Arg Arg Ala Lys Arg Arg Pro Pro Met Thr 
500 505 510 

Gin Val Tyr Glu Arg Leu Glu Lys Leu Gin Ala Val Val Ala Gly Val 
515 520 525 

Pro Gly His Leu Glu Ala Ala Ser Cys lie Pro Pro Ser Pro Gin Glu 
530 535 540 

Asn Ser Tyr Val Ser Ser Thr Gly Arg Ala His Ser Gly Ala Ala Pro 
545 550 555 560 

Trp Gin Pro Leu Ala Ala Pro Ser Gly Ala Ser Ala Gin Ala Ala Glu 
565 570 575 

Gin Leu Gin Arg Gly Pro Asn Gin Pro Val Glu Ser Asp Glu Ser Leu 
580 585 590 

Gly Gly Leu Ser Ala Ala Leu Arg Ser Trp His Leu Thr Pro Ser Cys 
595 600 605 

Pro Leu Asp Pro Ala Pro Leu Arg Glu Ala Gly Cys Pro Gin Gly Asp 
610 615 620 

Thr Ala Gly Glu Ser Ser Trp Gly Ser Gly Pro Gly Ser Arg Pro Thr 
625 630 635 640 

Ala Val Glu Gly Leu Ala Leu Gly Ser Ser Ala Ser Ser Ser Ser Glu 
645 650 655 

Pro Pro Gin lie lie lie Asn Pro Ala Arg Gin Lys Met Val Gin Lys 
660 665 670 

Leu Ala Leu Tyr Glu Asp Gly Ala Leu Asp Ser Leu Gin Leu Leu Ser 
675 680 685 

Ser Ser Ser Leu Pro Gly Leu Gly Leu Glu Gin Asp Arg Gin Gly Pro 
690 695 700 



Glu Glu Ser Asp Glu Phe Gin Ser 



705 



710 



<210> 265 

<211> 740 

<212> PRT 

<213> Homo sapiens 

<400> 265 

Met Pro Leu Ala Gin Leu Ala Asp Pro Trp Gin Lys Met Ala Val Glu 
15 10 15 

Ser Pro Ser Asp Ser Ala Glu Asn Gly Gin Gin lie Met Asp Glu Pro 
20 25 30 

Met Gly Glu Glu Glu He Asn Pro Gin Thr Glu Glu Val Ser He Lys 
35 40 45 

Glu He Ala He Thr His His Val Lys Glu Gly His Glu Lys Ala Asp 
50 55 60 

Pro Ser Gin Phe Glu Leu Leu Lys Val Leu Gly Gin Gly Ser Phe Gly 
65 70 75 80 

Lys Val Phe Leu Val Lys Lys He Ser Gly Ser Asp Ala Arg Gin Leu 
85 90 95 

Tyr Ala Met Lys Val Leu Lys Lys Ala Thr Leu Lys Val Arg Asp Arg 
100 105 110 

Val Arg Thr Lys Met Glu Arg Asp He Leu Val Glu Val Asn His Pro 
115 120 125 

Phe He Val Lys Leu His Tyr Ala Phe Gin Thr Glu Gly Lys Leu Tyr 
130 135 140 

Leu He Leu Asp Phe Leu Arg Gly Gly Asp Leu Phe Thr Arg Leu Ser 
145 150 155 160 

Lys Glu Val Met Phe Thr Glu Glu Asp Val Lys Phe Tyr Leu Ala Glu 
165 170 175 

Leu Ala Leu Ala Leu Asp His Leu His Ser Leu Gly He He Tyr Arg 
180 185 190 

Asp Leu Lys Pro Glu Asn He Leu Leu Asp Glu Glu Gly His He Lys 
195 200 205 

Leu Thr Asp Phe Gly Leu Ser Lys Glu Ser He Asp His Glu Lys Lys 
210 215 220 

Ala Tyr Ser Phe Cys Gly Thr Val Glu Tyr Met Ala Pro Glu Val Val 
225 230 235 240 



Asn Arg Arg Gly His Thr Gin Ser Ala Asp Trp Trp Ser Phe Gly Val 
245 250 255 



Leu Met Phe Glu Met Leu Thr Gly Thr Leu Pro Phe Gin Gly Lys Asp 
260 265 270 



Arg Lys Glu Thr Met Thr Met lie Leu Lys Ala Lys Leu Gly Met Pro 
275 280 285 

Gin Phe Leu Ser Pro Glu Ala Gin Ser Leu Leu Arg Met Leu Phe Lys 
290 295 300 

Arg Asn Pro Ala Asn Arg Leu Gly Ala Gly Pro Asp Gly Val Glu Glu 
305 310 315 320 

lie Lys Arg His Ser Phe Phe Ser Thr lie Asp Trp Asn Lys Leu Tyr 
325 330 335 

Arg Arg Glu lie His Pro Pro Phe Lys Pro Ala Thr Gly Arg Pro Glu 
340 345 350 

Asp Thr Phe Tyr Phe Asp Pro Glu Phe Thr Ala Lys Thr Pro Lys Asp 
355 360 365 

Ser Pro Gly lie Pro Pro Ser Ala Asn Ala His Gin Leu Phe Arg Gly 
370 375 380 

Phe Ser Phe Val Ala lie Thr Ser Asp Asp Glu Ser Gin Ala Met Gin 
385 390 395 400 

Thr Val Gly Val His Ser He Val Gin Gin Leu His Arg Asn Ser He 
405 410 415 

Gin Phe Thr Asp Gly Tyr Glu Val Lys Glu Asp He Gly Val Gly Ser 
420 425 430 

Tyr Ser Val Cys Lys Arg Cys He His Lys Ala Thr Asn Met Glu Phe 
435 440 445 

Ala Val Lys He He Asp Lys Ser Lys Arg Asp Pro Thr Glu Glu He 
450 455 460 

Glu He Leu Leu Arg Tyr Gly Gin His Pro Asn He He Thr Leu Lys 
465 470 475 480 

Asp Val Tyr Asp Asp Gly Lys Tyr Val Tyr Val Val Thr Glu Leu Met 
485 490 495 

Lys Gly Gly Glu Leu Leu Asp Lys He Leu Arg Gin Lys Phe Phe Ser 
500 505 510 

Glu Arg Glu Ala Ser Ala Val Leu Phe Thr He Thr Lys Thr Val Glu 
515 520 525 

Tyr Leu His Ala Gin Gly Val Val His Arg Asp Leu Lys Pro Ser Asn 
530 535 540 



He Leu Tyr Val Asp Glu Ser Gly Asn Pro Glu Ser He Arg He Cys 
545 550 555 560 



Asp Phe Gly Phe Ala Lys Gin Leu Arg Ala Glu Asn Gly Leu Leu Met 
565 570 575 



Thr Pro Cys Tyr Thr Ala Asn Phe Val Ala Pro Glu Val Leu Lys Arg 
580 585 590 

Gin Gly Tyr Asp Ala Ala Cys Asp lie Trp Ser Leu Gly Val Leu Leu 
595 600 605 

Tyr Thr Met Leu Thr Gly Tyr Thr Pro Phe Ala Asn Gly Pro Asp Asp 
610 615 620 

Thr Pro Glu Glu lie Leu Ala Arg lie Gly Ser Gly Lys Phe Ser Leu 
625 630 635 640 

Ser Gly Gly Tyr Trp Asn Ser Val Ser Asp Thr Ala Lys Asp Leu Val 
645 650 655 

Ser Lys Met Leu His Val Asp Pro His Gin Arg Leu Thr Ala Ala Leu 
660 665 670 

Val Leu Arg His Pro Trp lie Val His Trp Asp Gin Leu Pro Gin Tyr 
675 680 685 

Gin Leu Asn Arg Gin Asp Ala Pro His Leu Val Lys Gly Ala Met Ala 
690 695 700 

Ala Thr Tyr Ser Ala Leu Asn Arg Asn Gin Ser Pro Val Leu Glu Pro 
705 710 715 720 

Val Gly Arg Ser Thr Leu Ala Gin Arg Arg Gly lie Lys Lys lie Thr 
725 730 735 

Ser Thr Ala Leu 
740 

<210> 266 
<211> 740 
<212> PRT 
<213> Homo sapiens 

<400> 266 

Met Pro Leu Ala Gin Leu Ala Asp Pro Trp Gin Lys Met Ala Val Glu 
15 10 15 

Ser Pro Ser Asp Ser Ala Glu Asn Gly Gin Gin lie Met Asp Glu Pro 
20 25 30 

Met Gly Glu Glu Glu lie Asn Pro Gin Thr Glu Glu Val Ser lie Lys 
35 40 45 

Glu He Ala He Thr His His Val Lys Glu Gly His Glu Lys Ala Asp 
50 55 60 



Pro Ser Gin Phe Glu Leu Leu Lys Val Leu Gly Gin Gly Ser Phe Gly 
65 70 75 80 



Lys Val Phe Leu Val Lys Lys lie Ser Gly Ser Asp Ala Arg Gin Leu 
85 90 95 

Tyr Ala Met Lys Val Leu Lys Lys Ala Thr Leu Lys Val Arg Asp Arg 
100 105 110 

Val Arg Thr Lys Met Glu Arg Asp lie Leu Val Glu Val Asn His Pro 
115 120 125 

Phe lie Val Lys Leu His Tyr Ala Phe Gin Thr Glu Gly Lys Leu Tyr 
130 135 140 

Leu lie Leu Asp Phe Leu Arg Gly Gly Asp Leu Phe Thr Arg Leu Ser 
145 150 155 160 

Lys Glu Val Met Phe Thr Glu Glu Asp Val Lys Phe Tyr Leu Ala Glu 
165 170 175 

Leu Ala Leu Ala Leu Asp His Leu His Ser Leu Gly lie lie Tyr Arg 
180 185 190 

Asp Leu Lys Pro Glu Asn lie Leu Leu Asp Glu Glu Gly His lie Lys 
195 200 205 

Leu Thr Asp Phe Gly Leu Ser Lys Glu Ser lie Asp His Glu Lys Lys 
210 215 220 

Ala Tyr Ser Phe Cys Gly Thr Val Glu Tyr Met Ala Pro Glu Val Val 
225 230 235 240 

Asn Arg Arg Gly His Thr Gin Ser Ala Asp Trp Trp Ser Phe Gly Val 
245 250 255 

Leu Met Phe Glu Met Leu Thr Gly Thr Leu Pro Phe Gin Gly Lys Asp 
260 265 270 

Arg Lys Glu Thr Met Thr Met lie Leu Lys Ala Lys Leu Gly Met Pro 
275 280 285 

Gin Phe Leu Ser Pro Glu Ala Gin Ser Leu Leu Arg Met Leu Phe Lys 
290 295 300 

Arg Asn Pro Ala Asn Arg Leu Gly Ala Gly Pro Asp Gly Val Glu Glu 
305 310 315 320 

lie Lys Arg His Ser Phe Phe Ser Thr lie Asp Trp Asn Lys Leu Tyr 
325 330 335 

Arg Arg Glu lie His Pro Pro Phe Lys Pro Ala Thr Gly Arg Pro Glu 
340 345 350 

Asp Thr Phe Tyr Phe Asp Pro Glu Phe Thr Ala Lys Thr Pro Lys Asp 
355 360 365 

Ser Pro Gly lie Pro Pro Ser Ala Asn Ala His Gin Leu Phe Arg Gly 
370 375 380 



Phe Ser Phe Val Ala lie Thr Ser Asp Asp Glu Ser Gin Ala Met Gin 
385 390 395 400 



Thr Val Gly Val His Ser He Val Gin Gin Leu His Arg Asn Ser He 
405 410 415 

Gin Phe Thr Asp Gly Tyr Glu Val Lys Glu Asp He Gly Val Gly Ser 
420 425 430 

Tyr Ser Val Cys Lys Arg Cys He His Lys Ala Thr Asn Met Glu Phe 
435 440 445 

Ala Val Lys He He Asp Lys Ser Lys Arg Asp Pro Thr Glu Glu He 
450 455 460 

Glu He Leu Leu Arg Tyr Gly Gin His Pro Asn He He Thr Leu Lys 
465 470 475 480 

Asp Val Tyr Asp Asp Gly Lys Tyr Val Tyr Val Val Thr Glu Leu Met 
485 490 495 

Lys Gly Gly Glu Leu Leu Asp Lys He Leu Arg Gin Lys Phe Phe Ser 
500 505 510 

Glu Arg Glu Ala Ser Ala Val Leu Phe Thr He Thr Lys Thr Val Glu 
515 520 525 

Tyr Leu His Ala Gin Gly Val Val His Arg Asp Leu Lys Pro Ser Asn 
530 535 540 

He Leu Tyr Val Asp Glu Ser Gly Asn Pro Glu Ser He Arg He Cys 
545 550 555 560 

Asp Phe Gly Phe Ala Lys Gin Leu Arg Ala Glu Asn Gly Leu Leu Met 
565 570 575 

Thr Pro Cys Tyr Thr Ala Asn Phe Val Ala Pro Glu Val Leu Lys Arg 
580 585 590 

Gin Gly Tyr Asp Ala Ala Cys Asp He Trp Ser Leu Gly Val Leu Leu 
595 600 605 

Tyr Thr Met Leu Thr Gly Tyr Thr Pro Phe Ala Asn Gly Pro Asp Asp 
610 615 620 

Thr Pro Glu Glu lie Leu Ala Arg He Gly Ser Gly Lys Phe Ser Leu 
625 630 635 640 

Ser Gly Gly Tyr Trp Asn Ser Val Ser Asp Thr Ala Lys Asp Leu Val 
645 650 655 

Ser Lys Met Leu His Val Asp Pro His Gin Arg Leu Thr Ala Ala Leu 
660 665 670 



Val Leu Arg His Pro Trp He Val His Trp Asp Gin Leu Pro Gin Tyr 
675 680 685 



Gin Leu Asn Arg Gin Asp Ala Pro His Leu Val Lys Gly Ala Met Ala 
690 695 700 



Ala Thr Tyr Ser Ala Leu Asn Arg Asn Gin Ser Pro Val Leu Glu Pro 
705 710 715 720 

Val Gly Arg Ser Thr Leu Ala Gin Arg Arg Gly lie Lys Lys lie Thr 
725 730 735 

Ser Thr Ala Leu 
740 

<210> 267 

<211> 1374 

<212> PRT 

<213> Homo sapiens 

<400> 267 

Met Ser Thr Glu Ala Asp Glu Gly lie Thr Phe Ser Val Pro Pro Phe 
15 10 15 

Ala Pro Ser Gly Phe Cys Thr lie Pro Glu Gly Gly lie Cys Arg Arg 
20 25 30 

Gly Gly Ala Ala Ala Val Gly Glu Gly Glu Glu His Gin Leu Pro Pro 
35 40 45 

Pro Pro Pro Gly Ser Phe Trp Asn Val Glu Ser Ala Ala Ala Pro Gly 
50 55 60 

lie Gly Cys Pro Ala Ala Thr Ser Ser Ser Ser Ala Thr Arg Gly Arg 
65 70 75 80 

Gly Ser Ser Val Gly Gly Gly Ser Arg Arg Thr Thr Val Ala Tyr Val 
85 90 95 

lie Asn Glu Ala Ser Gin Gly Gin Leu Val Val Ala Glu Ser Glu Ala 
100 105 110 

Leu Gin Ser Leu Arg Glu Ala Cys Glu Thr Val Gly Ala Thr Leu Glu 
115 120 125 

Thr Leu His Phe Gly Lys Leu Asp Phe Gly Glu Thr Thr Val Leu Asp 
130 135 140 

Arg Phe Tyr Asn Ala Asp lie Ala Val Val Glu Met Ser Asp Ala Phe 
145 150 155 160 

Arg Gin Pro Ser Leu Phe Tyr His Leu Gly Val Arg Glu Ser Phe Ser 
165 170 175 

Met Ala Asn Asn lie lie Leu Tyr Cys Asp Thr Asn Ser Asp Ser Leu 
180 185 190 



Gin Ser Leu Lys Glu lie lie Cys Gin Lys Asn Thr Met Cys Thr Gly 



195 



200 



205 



Asn Tyr Thr Phe Val Pro Tyr Met lie Thr Pro His Asn Lys Val Tyr 
210 215 220 

Cys Cys Asp Ser Ser Phe Met Lys Gly Leu Thr Glu Leu Met Gin Pro 
225 230 235 240 

Asn Phe Glu Leu Leu Leu Gly Pro lie Cys Leu Pro Leu Val Asp Arg 
245 250 255 

Phe lie Gin Leu Leu Lys Val Ala Gin Ala Ser Ser Ser Gin Tyr Phe 
260 265 270 

Arg Glu Ser lie Leu Asn Asp lie Arg Lys Ala Arg Asn Leu Tyr Thr 
275 280 285 

Gly Lys Glu Leu Ala Ala Glu Leu Ala Arg lie Arg Gin Arg Val Asp 
290 295 300 

Asn lie Glu Val Leu Thr Ala Asp lie Val lie Asn Leu Leu Leu Ser 
305 310 315 320 

Tyr Arg Asp lie Gin Asp Tyr Asp Ser lie Val Lys Leu Val Glu Thr 
325 330 335 

Leu Glu Lys Leu Pro Thr Phe Asp Leu Ala Ser His His His Val Lys 
340 345 350 

Phe His Tyr Ala Phe Ala Leu Asn Arg Arg Asn Leu Pro Gly Asp Arg 
355 360 365 

Ala Lys Ala Leu Asp lie Met lie Pro Met Val Gin Ser Glu Gly Gin 
370 375 380 

Val Ala Ser Asp Met Tyr Cys Leu Val Gly Arg lie Tyr Lys Asp Met 
385 390 395 400 

Phe Leu Asp Ser Asn Phe Thr Asp Thr Glu Ser Arg Asp His Gly Ala 
405 410 415 

Ser Trp Phe Lys Lys Ala Phe Glu Ser Glu Pro Thr Leu Gin Ser Gly 
420 425 430 

lie Asn Tyr Ala Val Leu Leu Leu Ala Ala Gly His Gin Phe Glu Ser 
435 440 445 

Ser Phe Glu Leu Arg Lys Val Gly Val Lys Leu Ser Ser Leu Leu Gly 
450 455 460 

Lys Lys Gly Asn Leu Glu Lys Leu Gin Ser Tyr Trp Glu Val Gly Phe 
465 470 475 480 

Phe Leu Gly Ala Ser Val Leu Ala Asn Asp His Met Arg Val lie Gin 
485 490 495 



Ala Ser Glu Lys Leu Phe Lys Leu Lys Thr Pro Ala Trp Tyr Leu Lys 



500 



505 



510 



Ser lie Val Glu Thr lie Leu lie Tyr Lys His Phe Val Lys Leu Thr 
515 520 525 

Thr Glu Gin Pro Val Ala Lys Gin Glu Leu Val Asp Phe Trp Met Asp 
530 535 540 

Phe Leu Val Glu Ala Thr Lys Thr Asp Val Thr Val Val Arg Phe Pro 
545 550 555 560 

Val Leu lie Leu Glu Pro Thr Lys lie Tyr Gin Pro Ser Tyr Leu Ser 
565 570 575 

lie Asn Asn Glu Val Glu Glu Lys Thr lie Ser lie Trp His Val Leu 
580 585 590 

Pro Asp Asp Lys Lys Gly lie His Glu Trp Asn Phe Ser Ala Ser Ser 
595 600 605 

Val Arg Gly Val Ser lie Ser Lys Phe Glu Glu Arg Cys Cys Phe Leu 
610 615 620 

Tyr Val Leu His Asn Ser Asp Asp Phe Gin lie Tyr Phe Cys Thr Glu 
625 630 635 640 

Leu His Cys Lys Lys Phe Phe Glu Met Val Asn Thr lie Thr Glu Glu 
645 650 655 

Lys Gly Arg Ser Thr Glu Glu Gly Asp Cys Glu Ser Asp Leu Leu Glu 
660 665 670 

Tyr Asp Tyr Glu Tyr Asp Glu Asn Gly Asp Arg Val Val Leu Gly Lys 
675 680 685 

Gly Thr Tyr Gly lie Val Tyr Ala Gly Arg Asp Leu Ser Asn Gin Val 
690 695 700 

Arg lie Ala lie Lys Glu lie Pro Glu Arg Asp Ser Arg Tyr Ser Gin 
705 710 715 720 

Pro Leu His Glu Glu lie Ala Leu His Lys His Leu Lys His Lys Asn 
725 730 735 

lie Val Gin Tyr Leu Gly Ser Phe Ser Glu Asn Gly Phe lie Lys lie 
740 745 750 

Phe Met Glu Gin Val Pro Gly Gly Ser Leu Ser Ala Leu Leu Arg Ser 
755 760 765 

Lys Trp Gly Pro Leu Lys Asp Asn Glu Gin Thr lie Gly Phe Tyr Thr 
770 775 780 

Lys Gin lie Leu Glu Gly Leu Lys Tyr Leu His Asp Asn Gin lie Val 
785 790 795 800 



His Arg Asp lie Lys Gly Asp Asn Val Leu lie Asn Thr Tyr Ser Gly 



805 



810 



815 



Val Leu Lys lie Ser Asp Phe Gly Thr Ser Lys Arg Leu Ala Gly lie 
820 825 830 

Asn Pro Cys Thr Glu Thr Phe Thr Gly Thr Leu Gin Tyr Met Ala Pro 
835 840 845 

Glu lie lie Asp Lys Gly Pro Arg Gly Tyr Gly Lys Ala Ala Asp lie 
850 855 860 

Trp Ser Leu Gly Cys Thr lie lie Glu Met Ala Thr Gly Lys Pro Pro 
865 870 875 880 

Phe Tyr Glu Leu Gly Glu Pro Gin Ala Ala Met Phe Lys Val Gly Met 
885 890 895 

Phe Lys Val His Pro Glu lie Pro Glu Ser Met Ser Ala Glu Ala Lys 
900 905 910 

Ala Phe lie Leu Lys Cys Phe Glu Pro Asp Pro Asp Lys Arg Ala Cys 
915 920 925 

Ala Asn Asp Leu Leu Val Asp Glu Phe Leu Lys Val Ser Ser Lys Lys 
930 935 940 

Lys Lys Thr Gin Pro Lys Leu Ser Ala Leu Ser Ala Gly Ser Asn Glu 
945 950 955 960 

Tyr Leu Arg Ser lie Ser Leu Pro Val Pro Val Leu Val Glu Asp Thr 
965 970 975 

Ser Ser Ser Ser Glu Tyr Gly Ser Val Ser Pro Asp Thr Glu Leu Lys 
980 985 990 

Val Asp Pro Phe Ser Phe Lys Thr Arg Ala Lys Ser Cys Gly Glu Arg 
995 1000 1005 

Asp Val Lys Gly lie Arg Thr Leu Phe Leu Gly lie Pro Asp Glu 
1010 1015 1020 

Asn Phe Glu Asp His Ser Ala Pro Pro Ser Pro Glu Glu Lys Asp 
1025 1030 1035 

Ser Gly Phe Phe Met Leu Arg Lys Asp Ser Glu Arg Arg Ala Thr 
1040 1045 1050 

Leu His Arg lie Leu Thr Glu Asp Gin Asp Lys lie Val Arg Asn 
1055 1060 1065 

Leu Met Glu Ser Leu Ala Gin Gly Ala Glu Glu Pro Lys Leu Lys 
1070 1075 1080 

Trp Glu His lie Thr Thr Leu lie Ala Ser Leu Arg Glu Phe Val 
1085 1090 1095 



Arg Ser Thr Asp Arg Lys lie lie Ala Thr Thr Leu Ser Lys Leu 



1100 



1105 



1110 



Lys Leu Glu Leu Asp Phe Asp Ser His Gly lie Ser Gin Val Gin 
1115 1120 1125 

Val Val Leu Phe Gly Phe Gin Asp Ala Val Asn Lys Val Leu Arg 
1130 1135 1140 

Asn His Asn lie Lys Pro His Trp Met Phe Ala Leu Asp Ser lie 
1145 1150 1155 

lie Arg Lys Ala Val Gin Thr Ala lie Thr lie Leu Val Pro Glu 
1160 1165 1170 

Leu Arg Pro His Phe Ser Leu Ala Ser Glu Ser Asp Thr Ala Asp 
1175 1180 1185 

Gin Glu Asp Leu Asp Val Glu Asp Asp His Glu Glu Gin Pro Ser 
1190 1195 1200 

Asn Gin Thr Val Arg Arg Pro Gin Ala Val He Glu Asp Ala Val 
1205 1210 1215 

Ala Thr Ser Gly Val Ser Thr Leu Ser Ser Thr Val Ser His Asp 
1220 1225 1230 

Ser Gin Ser Ala His Arg Ser Leu Asn Val Gin Leu Gly Arg Met 
1235 1240 1245 

Lys He Glu Thr Asn Arg Leu Leu Glu Glu Leu Val Arg Lys Glu 
1250 1255 1260 

Lys Glu Leu Gin Ala Leu Leu His Arg Ala He Glu Glu Lys Asp 
1265 1270 1275 

Gin Glu He Lys His Leu Lys Leu Lys Ser Gin Pro He Glu He 
1280 1285 1290 

Pro Glu Leu Pro Val Phe His Leu Asn Ser Ser Gly Thr Asn Thr 
1295 1300 1305 

Glu Asp Ser Glu Leu Thr Asp Trp Leu Arg Val Asn Gly Ala Asp 
1310 1315 1320 

Glu Asp Thr He Ser Arg Phe Leu Ala Glu Asp Tyr Thr Leu Leu 
1325 1330 1335 

Asp Val Leu Tyr Tyr Val Thr Arg Asp Asp Leu Lys Cys Leu Arg 
1340 1345 1350 

Leu Arg Gly Gly Met Leu Cys Thr Leu Trp Lys Ala He He Asp 
1355 1360 1365 

Phe Arg Asn Lys Gin Thr 
1370 



<210> 268 



<211> 729 
<212> PRT 
<213> Homo sapiens 

<400> 268 

Met Gin Ser Thr Ser Asn His Leu Trp Leu Leu Ser Asp lie Leu Gly 
15 10 15 

Gin Gly Ala Thr Ala Asn Val Phe Arg Gly Arg His Lys Lys Thr Gly 
20 25 30 

Asp Leu Phe Ala lie Lys Val Phe Asn Asn lie Ser Phe Leu Arg Pro 
35 40 45 

Val Asp Val Gin Met Arg Glu Phe Glu Val Leu Lys Lys Leu Asn His 
50 55 60 

Lys Asn lie Val Lys Leu Phe Ala lie Glu Glu Glu Thr Thr Thr Arg 
65 70 75 80 

His Lys Val Leu lie Met Glu Phe Cys Pro Cys Gly Ser Leu Tyr Thr 
85 90 95 

Val Leu Glu Glu Pro Ser Asn Ala Tyr Gly Leu Pro Glu Ser Glu Phe 
100 105 110 

Leu lie Val Leu Arg Asp Val Val Gly Gly Met Asn His Leu Arg Glu 
115 120 125 

Asn Gly lie Val His Arg Asp lie Lys Pro Gly Asn lie Met Arg Val 
130 135 140 

lie Gly Glu Asp Gly Gin Ser Val Tyr Lys Leu Thr Asp Phe Gly Ala 
145 150 155 160 

Ala Arg Glu Leu Glu Asp Asp Glu Gin Phe Val Ser Leu Tyr Gly Thr 
165 170 175 

Glu Glu Tyr Leu His Pro Asp Met Tyr Glu Arg Ala Val Leu Arg Lys 
180 185 190 

Asp His Gin Lys Lys Tyr Gly Ala Thr Val Asp Leu Trp Ser lie Gly 
195 200 205 

Val Thr Phe Tyr His Ala Ala Thr Gly Ser Leu Pro Phe Arg Pro Phe 
210 215 220 

Glu Gly Pro Arg Arg Asn Lys Glu Val Met Tyr Lys lie lie Thr Gly 
225 230 235 240 

Lys Pro Ser Gly Ala lie Ser Gly Val Gin Lys Ala Glu Asn Gly Pro 
245 250 255 



lie Asp Trp Ser Gly Asp Met Pro Val Ser Cys Ser Leu Ser Arg Gly 
260 265 270 



Leu Gin Val Leu Leu Thr Pro Val Leu Ala Asn lie Leu Glu Ala Asp 
275 280 285 

Gin Glu Lys Cys Trp Gly Phe Asp Gin Phe Phe Ala Glu Thr Ser Asp 
290 295 300 

lie Leu His Arg Met Val He His Val Phe Ser Leu Gin Gin Met Thr 
305 310 315 320 

Ala His Lys He Tyr He His Ser Tyr Asn Thr Ala Thr He Phe His 
325 330 335 

Glu Leu Val Tyr Lys Gin Thr Lys He He Ser Ser Asn Gin Glu Leu 
340 345 350 

He Tyr Glu Gly Arg Arg Leu Val Leu Glu Pro Gly Arg Leu Ala Gin 
355 360 365 

His Phe Pro Lys Thr Thr Glu Glu Asn Pro He Phe Val Val Ser Arg 
370 375 380 

Glu Pro Leu Asn Thr He Gly Leu He Tyr Glu Lys He Ser Leu Pro 
385 390 395 400 

Lys Val His Pro Arg Tyr Asp Leu Asp Gly Asp Ala Ser Met Ala Lys 
405 410 415 

Ala He Thr Gly Val Val Cys Tyr Ala Cys Arg He Ala Ser Thr Leu 
420 425 430 

Leu Leu Tyr Gin Glu Leu Met Arg Lys Gly He Arg Trp Leu He Glu 
435 440 445 

Leu He Lys Asp Asp Tyr Asn Glu Thr Val His Lys Lys Thr Glu Val 
450 455 460 

Val He Thr Leu Asp Phe Cys He Arg Asn He Glu Lys Thr Val Lys 
465 470 475 480 

Val Tyr Glu Lys Leu Met Lys He Asn Leu Glu Ala Ala Glu Leu Gly 
485 490 495 

Glu He Ser Asp He His Thr Lys Leu Leu Arg Leu Ser Ser Ser Gin 
500 505 510 

Gly Thr He Glu Thr Ser Leu Gin Asp He Asp Ser Arg Leu Ser Pro 
515 520 525 

Gly Gly Ser Leu Ala Asp Ala Trp Ala His Gin Glu Gly Thr His Pro 
530 535 540 

Lys Asp Arg Asn Val Glu Lys Leu Gin Val Leu Leu Asn Cys Met Thr 
545 550 555 560 

Glu He Tyr Tyr Gin Phe Lys Lys Asp Lys Ala Glu Arg Arg Leu Ala 
565 570 575 



Tyr Asn Glu Glu Gin lie His Lys Phe Asp Lys Gin Lys Leu Tyr Tyr 
580 585 590 



His Ala Thr Lys Ala Met Thr His Phe Thr Asp Glu Cys Val Lys Lys 
595 600 605 

Tyr Glu Ala Phe Leu Asn Lys Ser Glu Glu Trp lie Arg Lys Met Leu 
610 615 620 

His Leu Arg Lys Gin Leu Leu Ser Leu Thr Asn Gin Cys Phe Asp lie 
625 630 635 640 

Glu Glu Glu Val Ser Lys Tyr Gin Glu Tyr Thr Asn Glu Leu Gin Glu 
645 650 655 

Thr Leu Pro Gin Lys Met Phe Thr Ala Ser Ser Gly lie Lys His Thr 
660 665 670 

Met Thr Pro lie Tyr Pro Ser Ser Asn Thr Leu Val Glu Met Thr Leu 
675 680 685 

Gly Met Lys Lys Leu Lys Glu Glu Met Glu Gly Val Val Lys Glu Leu 
690 695 700 

Ala Glu Asn Asn His lie Leu Glu Arg Phe Gly Ser Leu Thr Met Asp 
705 710 715 720 

Gly Gly Leu Arg Asn Val Asp Cys Leu 
725 

<210> 269 
<211> 422 
<212> PRT 
<213> Homo sapiens 

<400> 269 

Met Ser Leu His Phe Leu Tyr Tyr Cys Ser Glu Pro Thr Leu Asp Val 
15 10 15 

Lys lie Ala Phe Cys Gin Gly Phe Asp Lys Gin Val Asp Val Ser Tyr 
20 25 30 

lie Ala Lys His Tyr Asn Met Ser Lys Ser Lys Val Asp Asn Gin Phe 
35 40 45 

Tyr Ser Val Glu Val Gly Asp Ser Thr Phe Thr Val Leu Lys Arg Tyr 
50 55 60 

Gin Asn Leu Lys Pro lie Gly Ser Gly Ala Gin Gly lie Val Cys Ala 
65 70 75 80 

Ala Tyr Asp Ala Val Leu Asp Arg Asn Val Ala lie Lys Lys Leu Ser 
85 90 95 



Arg Pro Phe Gin Asn Gin Thr His Ala Lys Arg Ala Tyr Arg Glu Leu 
100 105 110 



Val Leu Met Lys Cys Val Asn His Lys Asn lie lie Ser Leu Leu Asn 
115 120 125 

Val Phe Thr Pro Gin Lys Thr Leu Glu Glu Phe Gin Asp Val Tyr Leu 
130 135 140 

Val Met Glu Leu Met Asp Ala Asn Leu Cys Gin Val lie Gin Met Glu 
145 150 155 160 

Leu Asp His Glu Arg Met Ser Tyr Leu Leu Tyr Gin Met Leu Cys Gly 
165 170 175 

lie Lys His Leu His Ser Ala Gly lie lie His Arg Asp Leu Lys Pro 
180 185 190 

Ser Asn lie Val Val Lys Ser Asp Cys Thr Leu Lys lie Leu Asp Phe 
195 200 205 

Gly Leu Ala Arg Thr Ala Gly Thr Ser Phe Met Met Thr Pro Tyr Val 
210 215 220 

Val Thr Arg Tyr Tyr Arg Ala Pro Glu Val lie Leu Gly Met Gly Tyr 
225 230 235 240 

Lys Glu Asn Val Asp lie Trp Ser Val Gly Cys lie Met Gly Glu Met 
245 250 255 

Val Arg His Lys lie Leu Phe Pro Gly Arg Asp Tyr lie Asp Gin Trp 
260 265 270 

Asn Lys Val lie Glu Gin Leu Gly Thr Pro Cys Pro Glu Phe Met Lys 
275 280 285 

Lys Leu Gin Pro Thr Val Arg Asn Tyr Val Glu Asn Arg Pro Lys Tyr 
290 295 300 

Ala Gly Leu Thr Phe Pro Lys Leu Phe Pro Asp Ser Leu Phe Pro Ala 
305 310 315 320 

Asp Ser Glu His Asn Lys Leu Lys Ala Ser Gin Ala Arg Asp Leu Leu 
325 330 335 

Ser Lys Met Leu Val lie Asp Pro Ala Lys Arg lie Ser Val Asp Asp 
340 345 350 

Ala Leu Gin His Pro Tyr lie Asn Val Trp Tyr Asp Pro Ala Glu Val 
355 360 365 

Glu Ala Pro Pro Pro Gin lie Tyr Asp Lys Gin Leu Asp Glu Arg Glu 
370 375 380 

His Thr lie Glu Glu Trp Lys Glu Leu lie Tyr Lys Glu Val Met Asn 
385 390 395 400 

Ser Glu Glu Lys Thr Lys Asn Gly Val Val Lys Gly Gin Pro Ser Pro 
405 410 415 



Ser Ala Gin Val Gin Gin 
420 



<210> 270 

<211> 422 

<212> PRT 

<213> Homo sapiens 

<400> 270 

Met Ser Leu His Phe Leu Tyr Tyr Cys Ser Glu Pro Thr Leu Asp Val 
15 10 15 

Lys lie Ala Phe Cys Gin Gly Phe Asp Lys Gin Val Asp Val Ser Tyr 
20 25 30 

lie Ala Lys His Tyr Asn Met Ser Lys Ser Lys Val Asp Asn Gin Phe 
35 40 45 

Tyr Ser Val Glu Val Gly Asp Ser Thr Phe Thr Val Leu Lys Arg Tyr 
50 55 60 

Gin Asn Leu Lys Pro lie Gly Ser Gly Ala Gin Gly lie Val Cys Ala 
65 70 75 80 

Ala Tyr Asp Ala Val Leu Asp Arg Asn Val Ala lie Lys Lys Leu Ser 
85 90 95 

Arg Pro Phe Gin Asn Gin Thr His Ala Lys Arg Ala Tyr Arg Glu Leu 
100 105 110 

Val Leu Met Lys Cys Val Asn His Lys Asn lie lie Ser Leu Leu Asn 
115 120 125 

Val Phe Thr Pro Gin Lys Thr Leu Glu Glu Phe Gin Asp Val Tyr Leu 
130 135 140 

Val Met Glu Leu Met Asp Ala Asn Leu Cys Gin Val lie Gin Met Glu 
145 150 155 160 

Leu Asp His Glu Arg Met Ser Tyr Leu Leu Tyr Gin Met Leu Cys Gly 
165 170 175 

lie Lys His Leu His Ser Ala Gly lie lie His Arg Asp Leu Lys Pro 
180 185 190 

Ser Asn lie Val Val Lys Ser Asp Cys Thr Leu Lys lie Leu Asp Phe 
195 200 205 

Gly Leu Ala Arg Thr Ala Gly Thr Ser Phe Met Met Thr Pro Tyr Val 
210 215 220 

Val Thr Arg Tyr Tyr Arg Ala Pro Glu Val lie Leu Gly Met Gly Tyr 
225 230 235 240 



Lys Glu Asn Val Asp lie Trp Ser Val Gly Cys lie Met Gly Glu Met 



245 250 255 

Val Arg His Lys lie Leu Phe Pro Gly Arg Asp Tyr lie Asp Gin Trp 
260 265 270 

Asn Lys Val lie Glu Gin Leu Gly Thr Pro Cys Pro Glu Phe Met Lys 
275 280 285 

Lys Leu Gin Pro Thr Val Arg Asn Tyr Val Glu Asn Arg Pro Lys Tyr 
290 295 300 

Ala Gly Leu Thr Phe Pro Lys Leu Phe Pro Asp Ser Leu Phe Pro Ala 
305 310 315 320 

Asp Ser Glu His Asn Lys Leu Lys Ala Ser Gin Ala Arg Asp Leu Leu 
325 330 335 

Ser Lys Met Leu Val lie Asp Pro Ala Lys Arg lie Ser Val Asp Asp 
340 345 350 

Ala Leu Gin His Pro Tyr lie Asn Val Trp Tyr Asp Pro Ala Glu Val 
355 360 365 

Glu Ala Pro Pro Pro Gin lie Tyr Asp Lys Gin Leu Asp Glu Arg Glu 
370 375 380 

His Thr lie Glu Glu Trp Lys Glu Leu lie Tyr Lys Glu Val Met Asn 
385 390 395 400 

Ser Glu Glu Lys Thr Lys Asn Gly Val Val Lys Gly Gin Pro Ser Pro 
405 410 415 

Ser Ala Gin Val Gin Gin 
420 

<210> 271 
<211> 465 
<212> PRT 
<213> Homo sapiens 

<400> 271 

Met Ala Met Thr Gly Ser Thr Pro Cys Ser Ser Met Ser Asn His Thr 
15 10 15 

Lys Glu Arg Val Thr Met Thr Lys Val Thr Leu Glu Asn Phe Tyr Ser 
20 25 30 

Asn Leu lie Ala Gin His Glu Glu Arg Glu Met Arg Gin Lys Lys Leu 
35 40 45 

Glu Lys Val Met Glu Glu Glu Gly Leu Lys Asp Glu Glu Lys Arg Leu 
50 55 60 



Arg Arg Ser Ala His Ala Arg Lys Glu Thr Glu Phe Leu Arg Leu Lys 
65 70 75 80 



Arg Thr Arg Leu Gly Leu Glu Asp Phe Glu Ser Leu Lys Val lie Gly 
85 90 95 



Arg Gly Ala Phe Gly Glu Val Arg Leu Val Gin Lys Lys Asp Thr Gly 
100 105 110 

His Val Tyr Ala Met Lys lie Leu Arg Lys Ala Asp Met Leu Glu Lys 
115 120 125 

Glu Gin Val Gly His lie Arg Ala Glu Arg Asp lie Leu Val Glu Ala 
130 135 140 

Asp Ser Leu Trp Val Val Lys Met Phe Tyr Ser Phe Gin Asp Lys Leu 
145 150 155 160 

Asn Leu Tyr Leu lie Met Glu Phe Leu Pro Gly Gly Asp Met Met Thr 
165 170 175 

Leu Leu Met Lys Lys Asp Thr Leu Thr Glu Glu Glu Thr Gin Phe Tyr 
180 185 190 

lie Ala Glu Thr Val Leu Ala lie Asp Ser lie His Gin Leu Gly Phe 
195 200 205 

lie His Arg Asp lie Lys Pro Asp Asn Leu Leu Leu Asp Ser Lys Gly 
210 215 220 

His Val Lys Leu Ser Asp Phe Gly Leu Cys Thr Gly Leu Lys Lys Ala 
225 230 235 240 

His Arg Thr Glu Phe Tyr Arg Asn Leu Asn His Ser Leu Pro Ser Asp 
245 250 255 

Phe Thr Phe Gin Asn Met Asn Ser Lys Arg Lys Ala Glu Thr Trp Lys 
260 265 270 

Arg Asn Arg Arg Gin Leu Ala Phe Ser Thr Val Gly Thr Pro Asp Tyr 
275 280 285 

lie Ala Pro Glu Val Phe Met Gin Thr Gly Tyr Asn Lys Leu Cys Asp 
290 295 300 

Trp Trp Ser Leu Gly Val lie Met Tyr Glu Met Leu lie Gly Tyr Pro 
305 310 315 320 

Pro Phe Cys Ser Glu Thr Pro Gin Glu Thr Tyr Lys Lys Val Met Asn 
325 330 335 

Trp Lys Glu Thr Leu Thr Phe Pro Pro Glu Val Pro lie Ser Glu Lys 
340 345 350 

Ala Lys Asp Leu lie Leu Arg Phe Cys Cys Glu Trp Glu His Arg lie 
355 360 365 

Gly Ala Pro Gly Val Glu Glu lie Lys Ser Asn Ser Phe Phe Glu Gly 
370 375 380 



I 

L 



Val Asp Trp Glu His lie Arg Glu Arg Pro Ala Ala lie Ser lie Glu 
385 390 395 400 



lie Lys Ser lie Asp Asp Thr Ser Asn Phe Asp Glu Phe Pro Glu Ser 
405 410 415 

Asp lie Leu Lys Pro Thr Val Ala Thr Ser Asn His Pro Glu Thr Asp 
420 425 430 

Tyr Lys Asn Lys Asp Trp Val Phe lie Asn Tyr Thr Tyr Lys Arg Phe 
435 440 445 

Glu Gly Leu Thr Ala Arg Gly Ala lie Pro Ser Tyr Met Lys Ala Ala 
450 455 460 

Lys 
465 

<210> 272 
<211> 547 
<212> PRT 
<213> Homo sapiens 

<400> 272 

Met Ala Glu Pro Ser Gly Ser Pro Val His Val Gin Leu Pro Gin Gin 
15 10 15 

Ala Ala Pro Val Thr Ala Ala Ala Ala Ala Ala Pro Ala Ala Ala Thr 
20 25 30 

Ala Ala Pro Ala Pro Ala Ala Pro Ala Ala Pro Ala Pro Ala Pro Ala 
35 40 45 

Pro Ala Pro Ala Ala Gin Ala Val Gly Trp Pro lie Cys Arg Asp Ala 
50 55 60 

Tyr Glu Leu Gin Glu Val lie Gly Ser Gly Ala Thr Ala Val Val Gin 
65 70 75 80 

Ala Ala Leu Cys Lys Pro Arg Gin Glu Arg Val Ala lie Lys Arg lie 
85 90 95 

Asn Leu Glu Lys Cys Gin Thr Ser Met Asp Glu Leu Leu Lys Glu lie 
100 105 110 

Gin Ala Met Ser Gin Cys Ser His Pro Asn Val Val Thr Tyr Tyr Thr 
115 120 125 

Ser Phe Val Val Lys Asp Glu Leu Trp Leu Val Met Lys Leu Leu Ser 
130 135 140 

Gly Gly Ser Met Leu Asp lie lie Lys Tyr lie Val Asn Arg Gly Glu 
145 150 155 160 

His Lys Asn Gly Val Leu Glu Glu Ala lie lie Ala Thr lie Leu Lys 
165 170 175 



Glu Val Leu Glu Gly 
180 

Arg Asp Leu Lys Ala 
195 

Gin lie Ala Asp Phe 
210 

Val Thr Arg Asn Lys 
225 

Met Ala Pro Glu Val 
245 

Asp Met Trp Ser Phe 
260 

Ala Pro Tyr His Lys 
275 

Gin Asn Asp Pro Pro 
290 

Met Lys Lys Tyr Gly 
305 

Gin Lys Asp Pro Ser 
325 

Lys Phe Phe Gin Lys 
340 

Leu Thr Arg Thr Pro 
355 

Val Pro Gly Ser Ser 
370 

Glu Trp Ser Asp Asp 
385 

Ala Phe Ser Gin Glu 
405 

He Ala Val Ser Ala 
420 

Val His Asp Ser Gin 
435 

Ala Ser Ser Cys Ala 
450 



Leu Asp Tyr Leu His 
185 

Gly Asn He Leu Leu 
200 

Gly Val Ser Ala Phe 
215 

Val Arg Lys Thr Phe 
230 

Met Glu Gin Val Arg 
250 

Gly He Thr Ala He 
265 

Tyr Pro Pro Met Lys 
280 

Thr Leu Glu Thr Gly 
295 

Lys Ser Phe Arg Lys 
310 

Lys Arg Pro Thr Ala 
330 

Ala Lys Asn Arg Glu 
345 

Asp He Ala Gin Arg 
360 

Gly His Leu His Lys 
375 

Glu Met Asp Glu Lys 
390 

Lys Ser Arg Arg Val 
410 

Ser Thr He Pro Glu 
425 

Gly Pro Pro Asn Ala 
440 

Val Asn Leu Val Leu 
455 



Arg Asn Gly Gin He His 
190 

Gly Glu Asp Gly Ser Val 
205 

Leu Ala Thr Gly Gly Asp 
220 

Val Gly Thr Pro Cys Trp 
235 240 

Gly Tyr Asp Phe Lys Ala 
255 

Glu Leu Ala Thr Gly Ala 
270 

Val Leu Met Leu Thr Leu 
285 

Val Glu Asp Lys Glu Met 
300 

Leu Leu Ser Leu Cys Leu 
315 320 

Ala Glu Leu Leu Lys Cys 
335 

Tyr Leu He Glu Lys Leu 
350 

Ala Lys Lys Val Arg Arg 
365 

Thr Glu Asp Gly Asp Trp 
380 

Ser Glu Glu Gly Lys Ala 
395 400 

Lys Glu Glu Asn Pro Glu 
415 

Gin He Gin Ser Leu Ser 
430 

Asn Glu Asp Tyr Arg Glu 
445 

Arg Leu Arg Asn Ser Arg 
460 



Lys Glu Leu Asn Asp He Arg Phe Glu Phe Thr Pro Gly Arg Asp Thr 
465 470 475 480 



Ala Asp Gly Val Ser Gin Glu Leu Phe Ser Ala Gly Leu Val Asp Gly 
485 490 495 

His Asp Val Val lie Val Ala Ala Asn Leu Gin Lys lie Val Asp Asp 
500 505 510 

Pro Lys Ala Leu Lys Thr Leu Thr Phe Lys Leu Ala Ser Gly Cys Asp 
515 520 525 

Gly Ser Glu lie Pro Asp Glu Val Lys Leu lie Gly Phe Ala Gin Leu 
530 535 540 

Ser Val Ser 
545 

<210> 273 
<211> 547 
<212> PRT 
<213> Homo sapiens 

<400> 273 

Met Ala Glu Pro Ser Gly Ser Pro Val His Val Gin Leu Pro Gin Gin 
15 10 15 

Ala Ala Pro Val Thr Ala Ala Ala Ala Ala Ala Pro Ala Ala Ala Thr 
20 25 30 

Ala Ala Pro Ala Pro Ala Ala Pro Ala Ala Pro Ala Pro Ala Pro Ala 
35 40 45 

Pro Ala Pro Ala Ala Gin Ala Val Gly Trp Pro lie Cys Arg Asp Ala 
50 55 60 

Tyr Glu Leu Gin Glu Val lie Gly Ser Gly Ala Thr Ala Val Val Gin 
65 70 75 80 

Ala Ala Leu Cys Lys Pro Arg Gin Glu Arg Val Ala lie Lys Arg lie 
85 90 95 

Asn Leu Glu Lys Cys Gin Thr Ser Met Asp Glu Leu Leu Lys Glu lie 
100 105 110 

Gin Ala Met Ser Gin Cys Ser His Pro Asn Val Val Thr Tyr Tyr Thr 
115 120 125 

Ser Phe Val Val Lys Asp Glu Leu Trp Leu Val Met Lys Leu Leu Ser 
130 135 140 

Gly Gly Ser Met Leu Asp lie lie Lys Tyr lie Val Asn Arg Gly Glu 
145 150 155 160 

His Lys Asn Gly Val Leu Glu Glu Ala lie lie Ala Thr lie Leu Lys 
165 170 175 



Glu Val Leu Glu Gly Leu Asp Tyr Leu His Arg Asn Gly Gin lie His 



180 



185 



190 



Arg Asp Leu Lys Ala Gly Asn lie Leu Leu Gly Glu Asp Gly Ser Val 
195 200 205 

Gin lie Ala Asp Phe Gly Val Ser Ala Phe Leu Ala Thr Gly Gly Asp 
210 215 220 

Val Thr Arg Asn Lys Val Arg Lys Thr Phe Val Gly Thr Pro Cys Trp 
225 230 235 240 

Met Ala Pro Glu Val Met Glu Gin Val Arg Gly Tyr Asp Phe Lys Ala 
245 250 255 

Asp Met Trp Ser Phe Gly lie Thr Ala lie Glu Leu Ala Thr Gly Ala 
260 265 270 

Ala Pro Tyr His Lys Tyr Pro Pro Met Lys Val Leu Met Leu Thr Leu 
275 280 285 

Gin Asn Asp Pro Pro Thr Leu Glu Thr Gly Val Glu Asp Lys Glu Met 
290 295 300 

Met Lys Lys Tyr Gly Lys Ser Phe Arg Lys Leu Leu Ser Leu Cys Leu 
305 310 315 320 

Gin Lys Asp Pro Ser Lys Arg Pro Thr Ala Ala Glu Leu Leu Lys Cys 
325 330 335 

Lys Phe Phe Gin Lys Ala Lys Asn Arg Glu Tyr Leu lie Glu Lys Leu 
340 345 350 

Leu Thr Arg Thr Pro Asp lie Ala Gin Arg Ala Lys Lys Val Arg Arg 
355 360 365 

Val Pro Gly Ser Ser Gly His Leu His Lys Thr Glu Asp Gly Asp Trp 
370 375 380 

Glu Trp Ser Asp Asp Glu Met Asp Glu Lys Ser Glu Glu Gly Lys Ala 
385 390 395 400 

Ala Phe Ser Gin Glu Lys Ser Arg Arg Val Lys Glu Glu Asn Pro Glu 
405 410 415 

lie Ala Val Ser Ala Ser Thr lie Pro Glu Gin lie Gin Ser Leu Ser 
420 425 430 

Val His Asp Ser Gin Gly Pro Pro Asn Ala Asn Glu Asp Tyr Arg Glu 
435 440 445 

Ala Ser Ser Cys Ala Val Asn Leu Val Leu Arg Leu Arg Asn Ser Arg 
450 455 460 

Lys Glu Leu Asn Asp lie Arg Phe Glu Phe Thr Pro Gly Arg Asp Thr 
465 470 475 480 



Ala Asp Gly Val Ser Gin Glu Leu Phe Ser Ala Gly Leu Val Asp Gly 



His Asp Val Val 
500 

Pro Lys Ala Leu 
515 

Gly Ser Glu lie 
530 



485 

He Val Ala Ala 

Lys Thr Leu Thr 
520 

Pro Asp Glu Val 
535 



490 

Asn Leu Gin Lys 
505 

Phe Lys Leu Ala 

Lys . Leu He Gly 
540 



495 

He Val Asp Asp 
510 

Ser Gly Cys Asp 
525 

Phe Ala Gin Leu 



Ser Val Ser 
545 



